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fS| (54) Title: MOLECU1.ES FOR DISEASE DETECTION AND TREATMENT 

\o 

(57) Abstract: The present invention provides purified disease detection and treatment molecule polynucleotides (mddt). Also 
^ encompassed are the polypeptides (MDDT) encoded by mddt. The invention also provides for the use of mddt, or complements, 
oligonucleotides, or fragments thcitiof in diagnostic assays. The invention further provides for vectors and host cells containing mddt 
Q for the expression of MDDT. The invention additionally provides for the use of isolated and puriGcd MDDT to induce antibodies 
and to screen libraries of compounds and the use of anti-MDDT antibodies in diagnostic assays. Also provided arc microarrays 
containing mddt and methods of use. 
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MOLECULES FOR DISEASE DETECTION AND TREATMENT 

TECHNICAL FIELD 

i The present invention relates to molecules for disease detection and treatment and to the use 

of these sequences in the diagnosis, study, prevention, and treatment of diseases associated with, as 
well as effects of exogenous compounds on, the expression of molecules for disease detection and 
treatment. 

BACKGROUND OF THE INVENTION 

The human genome is con5)rised of thousands of genes, many encoding gene products that 
function in the maintenance and growth of the various cells and tissues in the body. Aberrant 
expression or mutations m these genes and their products is the cause of, or is associated with, a 
variety of human diseases such as cancer and other cell proliferative disorders. The identification of 
tiiese genes and thek products is the basis of an ever-expanding effort to find markers for early 
detection of diseases, and targets for then: prevention and treatment. 

For exanq)le, cancer represents a type of cell proliferative disorder that affects nearly every 
tissue in the body. A wide variety of molecules, eitiier aberrantly expressed or mutated, can be tiie 
cause of, or mvolved with, various cancers because tissue growtii involves conq)lex and ordered 
patterns of cell proKferation, ceU differentiation, and apoptosis. CeU prolif«5ration must be regulated 
to maintain bofli the number of cells and tiieir spatial organization. This regulation depends upon the 
appropriate expression of proteins which conhx)l ceU cycle progression in response to exttacellular 
signals such as growth factors and other mitogens, and intiacellular cues such as DNA damage or 
nutrient starvation. Molecules which directly or indirectiy modulate cell cycle progression feU into 
several categories, including growth factors and their receptors, second messenger and signal 
transduction protems, oncogene products, tumor-suppressor proteins, and mitosis-promoting fectors. 
AbMiant expressitm or mutations in any of these gene products can result in cell prohferative 
disorders such as cancer. Oncogenes are genes generally derived from normal genes flwt, through 
abnormal expression or mutation, can effect the transformation of a normal cell to a maUgnant one 
(oncogenesis). Oncoprotems. encoded by oncogenes, can affect cell proliferation in a variety of ways 
and mclude growth fectors, growfli factor receptors, mtracellular signal transducers, nuclear 
tianscription factors, and ceU-cycle control proteins. In contirast, tumor-suppressor genes are 
involved m inhibiting cell proliferation. Mutati<Mis which cause reduced or loss of functicm in 
tumor-suppressor genes result in aberrant cell proliferation and cancer. Thus a wide variety of gaies 
and their products have been found that are associated with ceD proliferative disorders such as 
cancer, but many more may exist that are yet to be discovered. 
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DNA-based arrays can provide a siinple way to explore the expression of a single 
polymorphic gene or a large number of genes. When the expression of a single gene is explored, 
DNA-based arrays are employed to detect the expression of specific gene variants. For example, a 
p53 tumor suppressor gene array is used to determine whether individuals are carrying mutations that 
5 predispose them to cancer. A cytochrome p450 gene array is useful to detennine whether individuals 
have one of a number of specific mutations that could result in increased drug metabolism, drug 
resistance or drug toxicity. 

DNA-based array technology is especially relevant for the rapid screening of expression of a 
large number of genes. There is a growing awareness that gene expression is affected in a global 
10 fashion. A genetic predisposition, disease or therapeutic treatment may affect, directly or indirectly, 
the expression of a large number of genes, hi some cases the interactions may be expected, such as 
when the genes are part of the same signaling pathway, hi other cases, such as when the genes 
participate in separate signaling pathways, the interactions may be totally unexpected. Therefore, 
DNA-based arrays can be used to investigate how genetic predisposition, disease, or therapeutic 
15 treatment affects the expression of a large number of genes. 

The discovery of new molecules for disease detection and treatment satisfies a need in the art 
by providing new compositions which are useful in the diagnosis, study, prevention, and treatment of 
diseases associated with, as well as effects of exogenous compounds on, the expression of molecules 
for disease detection and treatment. 

20 

SUMMARY OF THE INVENTION 
The present invention relates to human disease detection and treatment molecule 
polynucleotides (mddt) as presented in the Sequence Listing. The mddt uniquely identify genes 
encoding structural, functional, and regulatory disease detection and treatment molecules. 

25 The invention provides an isolated polynucleotide selected from the group consisting of a) a 

polynucleotide con[q>rising a polynucleotide sequence selected from the group consisting of SEQ ID 
NO: 1-104; b) a polynucleotide comprising a naturally occurring polynucleotide sequence at least 
90% identical to a polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-104; 
c) a polynucleotide complementary to the polynucleotide of a); d) a polynucleotide complementary 

30 to the polynucleotide of b); and e) an RNA equivalent of a) through d). In one alternative, the 
polynucleotide comprises a polynucleotide sequence selected from the group consisting of SEQ ID 
NO: 1-104. In another alternative, the polynucleotide comprises at least 30 contiguous nucleotides of 
a polynucleotide selected from the group consisting of a) a polynucleotide comprising a 
polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-104; b) a 

3 5 polynucleotide comprising a naturally occurring polynucleotide conoprising a polynucleotide 
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sequence at least 90% identical to a polynucleotide sequence selected from the group consisting of 
SEQ ID NO: 1-104; c) a polynucleotide complementary to die polynucleotide of a); d) a 
polynucleotide complementary to the polynucleotide of b); and e) an RNA equivalent of a) through 
d). Jn another alternative, the polynucleotide comprises at least 60 contiguous nucleotides of a 
5 polynucleotide selected from die group consisting of a) a polynucleotide comprising a polynucleotide 
sequence selected from the group consisting of SEQ ID NO: 1-104; b) a polynucleotide comprising a 
naturally occurring polynucleotide comprising a polynucleotide sequence at least 90% identical to a 
polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-104; c) a 
polynucleotide complementary to the polynucleotide of a); d) a polynucleotide complementary to the 
10 polynucleotide of b); and e) an RNA equivalent of a) through d). The invention further provides a 
composition for the detection of expression of disease detection and treatment molecule 
polynucleotides comprising at least one isolated polynucleotide comprising a polynucleotide selected 
from the group consisting of a) a polynucleotide comprising a polynucleotide sequence selected from 
the group consisting of SEQ ID NO: 1-104; b) a polynucleotide comprising a naturally occurring 
15 polynucleotide sequence at least 90% identical to a polynucleotide sequence selected from the group 
consisting of SEQ ID NO: 1-104; c) a polynucleotide complementary to the polynucleotide of a); d) a 
polynucleotide complementary to the polynucleotide of b); and e) an RNA equivalent of a) through 
d); and a detectable label. 

The invention also provides a method for detecting a target polynucleotide in a sanqile, said 
20 target polynucleotide comprismg a polynucleotide sequence of a polynucleotide selected from the 
group consisting of a) a polynucleotide conqnising a polynucleotide sequence of a polynucleotide 
selected from die group consisting of SEQ ID NO:1-104; b) a polynucleotide comprising a naturally 
occurring polynucleotide sequence at least 90% ideiitical to a polynucleotide sequence selected from 
the group consisting of SEQ ID NO: 1-104; c) a polynucleotide complementary to the polynucleotide 
25 of a); d) a polynucleotide complementary to the polynucleotide of b) ; and e) an RNA equivalent of a) 
throu^ d). The method conq)rises a) anqilifying said target polynucleotide or fragment diereof using 
polymerase chain reaction anq>lification, and b) detecting the presence or absence of said anqilified 
target polynucleotide or fragment thereof, and, optionally, if present, the amount thereof. 

Hie invention also provides a method for detecting a target polynucleotide in a saiq>le, said 
3 0 target polynucleotide having a polynucleotide selected from the group consisting of a) a 

polynucleotide comprising a polynucleotide sequence selected fmm the group consisting of SEQ ID 
NO: 1-104; b) a polynucleotide conqirising a naturally occurring polynucleotide sequence at least 
90% identical to a polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-104; 
c) a polynucleotide conqplonentary to the polynucleotide of a); d) a polynucleotide conqilementary 
35 to the polynucleotide ofb); and e) an RNA equivalent of a) through d). The method comprises a) 

3 



BNSDOCID: <WO 0306237»A2J_> 



wo 03/062379 



PCT/US03/01363 



hybridizing the sample with a probe comprising at least 20 contiguous nucleotides con^rising a 
sequence complementary to said target polynucleotide in the sample, and which probe specifically 
hybridizes to said target polynucleotide, under conditions whereby a hybridization complex is formed 
between said probe and said target polynucleotide, and b) detecting the presence or absence of said 
5 hybridization complex, and, optionally, if present, the amount thereof. In one altemative, the 
invention provides a composition comprising a target polynucleotide of the method, wherein said 
probe comprises at least 30 contiguous nucleotides. In one alternative, the invention provides a 
composition comprising a target polynucleotide of the method, wherein said probe comprises at least 
60 contiguous nucleotides. 

10 The invention further provides a recombinant polynucleotide comprising a promoter 

sequence operably linked to an isolated polynucleotide selected from the group consisting of a) a 
polynucleotide comprising a polynucleotide sequence selected from the group consisting of SEQ ID 
NO: 1-104; b) a polynucleotide comprising a naturally occurring polynucleotide sequence at least 
90% identical to a polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-104; 

15 c) a polynucleotide complementary to the polynucleotide of a); d) a polynucleotide complementary to 
the polynucleotide of b); and e) an RNA equivalent of a) through d). In one altemative, the invention 
provides a cell transformed with the recombinant polynucleotide. In another altemative, the 
invention provides a transgenic organism comprising the recombinant polynucleotide. 

The invention also provides a method for producing a disease detection and treatment 

20 molecule polypeptide, the method comprising a) culturing a cell under conditions suitable for 
expression of the disease detection and treatment molecule polypeptide, wherein said cell is 
transformed with a recombinant polynucleotide, said recombinant polynucleotide comprising an 
isolated polynucleotide selected from the group consisting of i) a polynucleotide comprising a 
polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-104; ii) a 

25 polynucleotide comprising a naturally occurring polynucleotide sequence at least 90% identical to a 
polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-104; iii) a 
polynucleotide complementary to the polynucleotide of i); iv) a polynucleotide complementary to the 
polynucleotide of ii); and v) an RNA equivalent of i) through iv), and b) recovering the disease 
detection and treatment molecule polypeptide so expressed. The invention additionally provides a 

3 0 noethod wherein the polypeptide has an amino acid sequence selected from the group consisting of 
SEQ ID NO: 105-208. 

The invention also provides an isolated disease detection and treatment molecule polypeptide 
(MDDT) encoded by at least one polynucleotide comprising a polynucleotide sequence selected from 
the group consistmg of SEQ ID NO: 1-104. The invention further provides a method of screening for 
35 a test compound that specifically binds to the polypeptide having an amino acid sequence selected 

4 
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from the group consisting of SEQ ID NO: 105-208. The method comprises a) combining the 
polypeptide having an amino acid sequence selected from the group consisting of SEQ ID NO: 105- 
208 with at least one test compound under suitable conditions, and b) detecting binding of the 
polypeptide having an amino acid sequence selected from the group consisting of SEQ ID NO: 105- 
5 208 to the test compound, thereby identifying a compound that specifically binds to the polypeptide 
having an amino acid sequence selected from the group consisting of SEQ ID NO: 105-208. 

The invention further provides a microarray wherein at least one element of the microarray is 
an isolated polynucleotide comprising at least 30 contiguous nucleotides of a polynucleotide selected 
from the group consisting of a) a polynucleotide comprising a polynucleotide sequence selected from 

10 the group consisting of SEQ ID NO: 1-104; b) a polynucleotide comprising a naturally occurring 
polynucleotide sequence at least 90% identical to a polynucleotide sequence selected from the group 
consisting of SEQ ID NO: 1-104; c) a polynucleotide complementary to the polynucleotide of a); d) a 
polynucleotide complementary to the polynucleotide of b) ; and e) an RNA equivalent of a) through 
d). The invention also provides a method for generating a transcript image of a sample which 

15 contains polynucleotides. The method comprises a) labeling the polynucleotides of the sample, b) 
contacting the elements of the microarray with the labeled polynucleotides of the sample imder 
conditions suitable for the formation of a hybridization complete, and c) quantifying the expression of 
the polynucleotides in the sample. 

Additionally, the invention provides a method for screening a compound for effectiveness in 

20 altering expression of a target polynucleotide, wherein said target polynucleotide comprises a 

polynucleotide selected from the group consisting of a) a polynucleotide comprising a polynucleotide 
ft 

sequence selected from the group consisting of SEQ ID NO: 1-104; b) a polynucleotide conq>rising a 
naturally occurring polynucleotide sequence, at least 90% identical to a polynucleotide sequence 
selected from the group consisting of SEQ ID NO: 1-104; c) a polynucleotide complementary to the 

2 5 polynucleotide of a); d) a polynucleotide complementary to the polynucleotide of b) ; and e) an RNA 

equivalent of a) through d). The method conoprises a) exposing a sample comprising the target 
polynucleotide to a compound, b) detecting altered expression of the target polynucleotide, and c) 
comparing the expression of the target polynucleotide in the presence of varying amounts of the 
compound and in the absence of the comp>ound. 

3 0 The invention further provides a method for assessing toxicity of a test conqiound, said 

method conoprising a) treating a biological sanq>le containing nucleic acids with the test compound; 
b) hybridizing the nucleic acids of the treated biological sample with a probe composing at least 20 
contiguous nucleotides of a polynucleotide selected from the group consisting of i) a polynucleotide 
conqprising a polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-104; ii) a 
35 polynucleotide comprising a naturally occurring polynucleotide sequence at least 90% identical to a 

5 
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polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-104; iii) a 
polynucleotide complementary to the polynucleotide of i); iv) a polynucleotide complementary to the 
polynucleotide of ii); and v) an RNA equivalent of i) through iv). Hybridization occurs under 
conditions whereby a specific hybridization complex is formed between said probe and a target 
5 polynucleotide in the biological sample, said target polynucleotide comprising a polynucleotide 
sequence of a polynucleotide selected from the group consisting of i) a polynucleotide comprising a 
polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-104; ii) a 
polynucleotide comprising a naturally occurring polynucleotide sequence at least 90% identical to a 
polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-104; iii) a 

10 polynucleotide complementary to the polynucleotide of i); iv) a polynucleotide complementary to the 
polynucleotide of ii); and v) an RNA equivalent of i) through iv), and alternatively, the target 
polynucleotide comprises a polynucleotide sequence of a fragment of a polynucleotide selected from 
the group consisting of i-v above; c) quantifying the amount of hybridization complex; and d) 
comparing the amount of hybridization complex in the treated biological sample with the amount of 

15 hybridization complex in an untreated biological sample, wherein a difference in the amount of 

hybridization complex in the treated biological sample is indicative of toxicity of the test compound. 

The invention further provides an isolated polypeptide selected from the group consisting of 
a) a polypeptide comprising an amino acid sequence selected from the group consisting of SEQ ID 
NO: 105-208, b) a polypeptide comprising a naturally occurring amino acid sequence at least 90% 

20 identical to an amino acid sequence selected from the group consisting of SEQ ID NO: 105-208, c) a 
biologically active fragment of a polypeptide having an amino acid sequence selected from the group . 
consisting of SEQ ID NO: 105-208, and d) an immunogenic fragment of a polypeptide having an 
amino acid sequence selected from the group consisting of SEQ ID NO: 105-208 . In one alternative, 
the invention provides an isolated polypeptide con^rising an amino acid sequence selected from the 

2 5 group consisting of SEQ ID NO: 105-208. 

The invention further provides an isolated polynucleotide encoding a polypeptide selected 
from the group consisting of a) a polypeptide comprising an amino acid sequence selected from the 
group consisting of SEQ ID NO: 105-208, b) a polypeptide comprising a naturally occurring amino 
acid sequence at least 90% identical to an amino acid sequence selected from the group consisting of 

3 0 SEQ ID NO: 105-208, c) a biologically active fragment of a polypeptide having an amino acid 

sequence selected from the group consisting of SEQ ID NO: 105-208, and d) an immunogenic 
fragment of a polypeptide having an amino acid sequence selected from the group consisting of SEQ 
ID NO: 105-208. In one alternative, the polynucleotide encodes a polypeptide comprising an amino 
acid sequence selected from the group consisting of SEQ ID NO: 105-208. Jn another alternative, the 
35 polynucleotide conq)rises a polynucleotide sequence selected from the group consisting of SEQ ID 

6 
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NO: 1-104. 

Additionally, the invention provides an isolated antibody which specifically binds to a 
polypeptide selected from the group consisting of a) a polypeptide comprising an amino acid 
sequence selected from the group consisting of SEQ ID NO: 105-208. b) a polypeptide comprismg a 
5 naturally occurring anoino acid sequence at least 90% identical to an amino acid sequence selected 
from the group consisting of SEQ ID NO: 105-208, c) a biologically active fragment of a polypeptide 
having an amino acid sequence selected from the group consisting of SEQ ID NO: 105-208, and d) an 
immunogenic fragment of a polypeptide having an amino acid sequence selected from the group 
consisting of SEQ ID NO: 105-208. 
10 The invention further provides a composition comprising a polypeptide selected from the 

group consisting of a) a polypeptide comprising an amino acid sequence selected from the group 
consisting of SEQ ID NO: 105-208, b) a polypeptide comprising a naturally occurring amino acid 
sequence at least 90% identical to an amino acid sequence selected from the group consisting of SEQ 
ID NO: 105-208, c) a biologically active fragment of a polypeptide having an amino acid sequence 
15 selected from the group consisting of SEQ ID NO: 105-208, and d) an immunogenic fragment of a 
polypeptide having an amino acid sequence selected from the group consisting of SEQ ID NO: 105- 
208, and a pharmaceutically acceptable excipient. In one embodiment, the composition comprises a 
polypeptide having an amino acid sequence selected from the group consisting of SEQ ID NO: 105- 
208. The invention additionally provides a method of treating a disease or condition associated with 
2 0 decreased expression of functional MDDT, comprising administering to a patient in need of such 
treatment the composition. 

The invention also provides a method for screening a compound for effectiveness as an 
agonist of a polypeptide selected from the group consistmg of a) a polypeptide comprising an amino 
acid sequence selected from the group consisting of SEQ ID NO: 105-208, b) a polypeptide 
25 comprising a naturally occurring amino acid sequence at least 90% identical to an amino acid 
sequence selected from the group consisting of SEQ ID NO: 105-208, c) a biologically active 
fragment of a polypeptide having an amino acid sequence selected from the group consisting of SEQ 
ID NO: 105-208, and d) an immunogenic fragment of a polypeptide having an amino acid sequence 
selected from the group consisting of SEQ ID NO: 105-208. The method comprises a) exposing a 
30 sarople coniprising the polypeptide to a compound, and b)detectmg agonist activity in t^^ In 
one alternative, the invention provides a composition comprising an agonist compound identified by 
the method and a pharmaceutically acceptable excipient. In another alternative, the invention 
provides a method of treating a disease or condition associated wdth decreased expression of 
functional MDDT, comprising administering to a patient in need of such treatment the composition. 
35 Additionally, the invention provides a method for screening a compound for effectiveness as 

7 
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an antagonist of a polypeptide selected from the group consisting of a) a polypeptide conq>rising an 
amino acid sequence selected from the group consisting of SEQ ID NO: 105-208, b) a polypeptide 
comprising a naturally occurring amino acid sequence at least 90% identical to an amino acid 
sequence selected from the group consisting of SEQ ID NO: 105-208, c) a biologically active 
5 fragment of a polypeptide having an amino acid sequence selected from the group consisting of SEQ 
ID NO: 105-208, and d) an immunogenic fragment of a polypeptide having an amino acid sequence 
selected from the group consisting of SEQ ID NO: 105-208. The method comprises a) exposing a 
sample comprising the polypeptide to a compound, and b) detectmg antagonist activity in the sample. 
In one alternative, the invention provides a composition comprising an antagonist compound 
10 identified by the method and a pharmaceutically acceptable excipient. In another altemative, tiie 
invention provides a method of treating a disease or condition associated with overexpression of 
ftmctional MDDT, comprising administering to a patient in need of such treatment the composition. 

The invention further provides a method of screening for a compound that modulates the 
activity of a polypeptide selected from tiie group consisting of a) a polypeptide comprising an amino 
15 acid sequence selected from the group consisting of SEQ ID NO: 105-208, b) a polypeptide 
comprising a naturally occurring amino acid sequence at least 90% identical to an amino acid 
sequence selected from the group consisting of SEQ ID NO: 105-208, c) a biologically active 
fragment of a polypeptide having an amino acid sequence selected from the group consisting of SEQ 
ID NO: 105-208, and d) an immunogenic fragment of a polypeptide having an amino acid sequence 
20 selected from tiie group consisting of SEQ ID NO: 105-208. The method comprises a) combining the 
polypeptide with at least one test compound under conditions permissive for the activity of the 
polypeptide, b) assessing the activity of the polypeptide in the presence of the test compound, and c) 
conq)aring the activity of tfie polypeptide m the presence of flie test compound with the activity of the 
polypeptide in the absence of the test compound, wherein a change in the activity of the polypeptide 
25 in the presence of the test compound is indicative of a compound that modulates the activity of the 
polypeptide. 

DESCRIPTION OF THE TABLES 
Table 1 shows the sequence identification numbers (SEQ ID NO:s) and template 
3 0 identification nmnbers (template IDs) corresponding to the polynucleotides of the present invention, 
along with the sequence identification numbers (SEQ ID NO:s) and open reading frame identification 
numbers (ORE IDs) corresponding to polypeptides encoded by the template ID. 

Table 2 shows the sequence identification numbers (SEQ ID NO:s) and template 
identification numbers (template IDs) corresponding to the polynucleotides of the present mvention, 
3 5 along with their GenBank hits (GI Numbers), probability scores, and fimctional annotations 

8 
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corresponding to the GenBank hits. 

Table 3 shows the sequence identification numbers (SEQ ID NO:s) and template 
identification numbers (template IDs) corresponding to the polynucleotides of the present invention, 
along with polynucleotide segments of each template sequence as defined by the indicated "start" and 
5 "stop" nucleotide positions. The reading frames of the polynucleotide segments and the Pfam hits, 
Pfam descriptions, and E-values corresponding to the polypeptide domains encoded by the 
polynucleotide segments are indicated. 

Table 4 shows the sequence identification numbers (SEQ ID NO:s) and template 
identification numbers (template IDs) corresponding to the polynucleotides of the present invention, 
10 along with polynucleotide segments of each template sequence as defined by the indicated "start" and 
"stop" nucleotide positions. The reading frames of the polynucleotide segments are shown, and the 
polypeptides encoded by the polynucleotide segments constitute either signal peptide (SP) or 
transmembrane (TM) domains, as indicated. For TM domains, the membrane topology of the 
encoded polypeptide sequence is indicated as being transmembrane or on the cytosohc or non- 
15 cytosolic side of the cell membrane or organelle. 

Table 5 shows the sequence identification numbers (SEQ ID NO:s) and template 
identification numbers (template IDs) corresponding to the polynucleotides of the present invention, 
along with the component sequence identification spans (component spans) corresponding to each 
template. The component sequences, which were used to assemble the template sequences, are 
20 defined by the spans indicating the nucleotide positions along each template. 

Table 6 shows the tissue distribution profiles for the templates of the invention. 
Table 7 shows the sequence identification numbers (SEQ ID NO:s) corresponding to the 
polypeptides of the present invention, along with the reading firames used to obtain the polypeptide 
segments, the lengths of the polypeptide segments, the "start" and "stop" nucleotide positions of the 
25 polynucleotide sequences used to define the encoded polypeptide segments, the GenBank hits (GI 
Numbers), probabihty scores, and functional annotations corresponding to the GenBank hits. 
Table 8 summarizes the bioinformatics tools which are useful for analysis of the 
polynucleotides of the present invention. The first column of Table 8 lists analytical tools, 
programs, and algorithnas, the second column provides brief descriptions thereof, the third colimm 
3 0 presents appropriate references, all of which are incorporated by reference herein in their entirety, 
and the fourth column presents, where applicable, the scores, probability values, and otfier 
parameters used to evaluate the strength of a match between two sequences (the higher the score, 
the greater the homology between two sequences). 

35 DETAILED DESCRIPTION OF THE INVENTION 
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Before the nucleic acid sequences and methods are presented, it is to be understood that this 
invention is not limited to the particular machines, methods, and materials described. Although 
particular embodiments are described, machines, methods, and materials similar or equivalent to 
these embodiments may be used to practice the invention. The preferred machines, methods, and 
materials set forth are not intended to limit the scope of the invention which is limited only by the 
appended claims. 

The singular forms "a", "an", and "die" include plural reference unless the context clearly 
dictates otherwise. All technical and scientific terms have the meanings commonly understood by 
one of ordinary skill in the art. All publications are mcorporated by reference for the purpose of 
describing and disclosmg the cell Unes, vectors, and methodologies which are presented and which 
might be used in coimection with the invention. Nothing in the specification is to be construed as 
an admission that the invention is not entitled to antedate such disclosure by virtue of prior 
invention. 

Definitions 

As used herein, the lower case "mddt" refers to a nucleic acid sequence, while the upper 
case "MDDT" refers to an amino acid sequence encoded by mddt. A "full-length" mddt refers to a 
nucleic acid sequence containing the entire coding region of a gene endogenously expressed m 
human tissue. 

"Adjuvants" are materials such as Freunds adjuvant, mineral gels (aluminum hydroxide), 
and surface active substances (lysolecithin, pluronic polyols, polyanions, peptides, oil emulsions, 
keyhole limpet hemocyanin, and dinitrophenol) which may be administered to increase a host's 
immunological response. 

"Allele" refers to an alternative form of a nucleic acid sequence. Alleles result from a 
"mutation," a change or an alternative reading of the genetic code. Any given gene may have none, 
one, or miany allelic forms. Mutations which give rise to alleles include deletions, additions, or 
substitutions of nucleotides. Each of these changes may occur alone, or m combination with the 
others, one or more times in a given nucleic acid sequence. The present invention encompasses 
allelic mddt. 

An "allelic variant" is an alternative form of the gene encoding MDDT. Allelic variants 
may result from at least one mutation in the nucleic acid sequence and may result in altered mRNAs 
or in polypeptides whose structure or function may or may not be altered. A gene may have none, 
one, or many allelic variants of its naturally occurring form. Common mutational changes which 
give rise to allelic variants are generally ascribed to natural deletions, additions, or substitutions of 
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nucleotides. Each of these types of changes may occur alone, or in combination with the others, 
one or more times in a given sequence. 

"Altered" nucleic acid sequences encoding MDDT include those sequences with deletions, 
insertions, or substitutions of different nucleotides, resulting in a polypeptide the same as MDDT or 
5 a polypeptide with at least one functional characteristic of MDDT. Included within this definition 
are polymorphisms which may or may not be readily detectable using a particular oligonucleotide 
probe of the polynucleotide encoding MDDT, and improper or unexpected hybridization to allelic 
variants, with a locus other than the normal chromosomal locus for the polynucleotide sequence 
encoding MDDT. The encoded protein may also be "altered," and may contain deletions, 

10 insertions, or substitutions of amino acid residues which produce a silent change and result in a 
functionally equivalent MDDT. Deliberate amino acid substitutions may be made on the basis of 
similarity in polarity, charge, solubility, hydrophobicity, hydrophilicity, and/or the amphipathic 
nature of the residues, as long as the biological or immunological activity of MDDT is retained. 
For example, negatively charged amino acids may include aspartic acid and glutamic acid, and 

15 positively charged amino acids may include lysine and arginine. Amino acids with uncharged polar 
side chains having similar hydrophilicity vfdues may include: asparagine and glutamine; and serine 
and threonine. Amino acids with uncharged side chains having similar hydrophilicity values n^iay 
include: leucine, isoleucine, and valine; glycine and alanine; and phenylalanine and tyrosine. 

"Amino acid sequence" refers to a peptide, a polypeptide, or a protein of either natural or 

20 synthetic origin. The amino acid sequence is not limited to the complete, endogenous amino acid 
sequence and may be a fragment, epitope, variant, or derivative of a protein expressed by a nucleic 
acid sequence. 

"Amplification" refers to the production of additional copies of a sequence and is carried 
out using polymerase chain reaction (PCR) technologies well known in the art. 

25 "Antibody" refers to intact molecules as well as to fragments thereof, such as Fab, F(ab')2, 

and Fv fi:agments, which are capable of binding the epitopic determinant. Antibodies that bind 
MDDT polypeptides can be prepared using intact polypeptides or using fragments containing small 
peptides of interest as the inmiunizing antigen. The polypeptide or peptide used to immunize an 
animal (e.g., a mouse, a rat, or a rabbit) can be derived from the translation of RNA, or synthesized 

30 chemically, and can be conjugated to a carrier protein if desired. Commonly used carriers that are 
chemically coupled to peptides include bovine serum albumin, thyroglobulin, and keyhole limpet 
hemocyanin (KLH), The coupled peptide is then used to immunize the animal. 

The tCTm "aptamer" refers to a nucleic acid or oligonucleotide molecule that binds to a 
specific molecular target. Aptamers are derived from an in vitro evolutionary process (e.g., SELES 

3 5 (Systematic Evolution of Ligands by Exponential Enriclmient), described in U-S. Patent No. 
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5,270,163), which selects for target-specific aptamer sequences from large combinatorial Ubiaries. 
Aptamer compositions may be double-stranded or single-stranded, and may include 
deoxyribonudeotides, ribonucleotides, nucleotide derivatives, or other nucleotide-like molecules. 
The nucleotide components of an aptamer may have modified sugar groups (e.g., the 2'-OH group 

5 of a ribonucleotide may be replaced by 2'-F or T-NH^, which may improve a desired property, e.g., 
resistance to nucleases or longer lifethne m blood. Aptamers may be conjugated to other 
molecules, e.g.. a high molecular weight carrier to slow clearance of the aptamer from the 
circulatory system. Aptamers may be specifically cross-linked to then: cognate ligands, e.g., by 
photo-activation of a cross-linker. (See, e.g.. Brody. E.N. andL. Gold (2000) J. Biotechnol. 74:5- 

10 13.) 

The term "intramer" refers to an aptamer which is expressed \n vivo. For example, a 
vaccinia virus-based RNA expression system has been used to express specific RNA aptamers at 
high levels in the cytoplasm of leukocytes (Blind, M. et al. (1999) Proc. Natl Acad. Sci. USA 
96:3606-3610). 

15 The term "spiegehner" refers to an aptamer which includes L-DNA, L-RNA, or other lefk- 

handed nucleotide derivatives or nucleotide-like molecules. Aptamers containing left-handed 
nucleotides are resistant to degradation by namraUy occurring enzymes, which normally act on , 
substrates containing ri^t-handed nucleotides. 

"Antisense sequence" refers to a sequence capable of specifically hybridizing to a target 
sequence. The antisense sequence may mclude DNA, RNA. or any nucleic acid mimic or analog 
such as peptide nucleic acid (PNA); oligonucleotides having modified backbone linkages such as 
phosphorothioates. mefliylphosphonates, or benzylphosphonates; oligonucleotides having modified 
sugar groups such as 2'-methoxyethyl sugars or 2'-methoxyethoxy sugars; or oUgonucleotides 
having modified bases such as 5-methyl cytosine, 2'-deoxyuracU, or 7-deaza-2'-deoxyguanosine. 

"Antisense technology" refers to any technology which reUes on the specific hybridization 
of an antisense sequOTce to a target sequence. 

A "bm" is a portion of computer memory space used by a computer program for storage of 
data, and bounded in such a manner that data stored in a bin may be retrieved by the program. 

"Biologically active" refers to an amino acid sequence having a structural, regulatory, or 
3 0 biochemical function of a naturally occurring amino acid sequence. 

"Qone joining" is a process for combinmg gene bms based upon the bms' containing 
sequence mfoimation from the same clone. The sequences may assemble into a primary gene 
transcript as well as one or more splice variants. 

"Complementary" describes the relationship between two single-stranded nucleic acid 
3 5 sequences that anneal by base-pairing (5'-A-G-T-3' pairs with its complement 3'-T-C-A-5'). 



20 
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A "component sequence" is a nucleic acid sequence selected by a computer program such 
as PHRED and used to assemble a consensus or tei[q>late sequence from one or more component 
sequences. 

A "consensus sequence" or "template sequence" is a nucleic acid sequence which has been 
5 assembled from overlapping sequences, using a computer program for fragment assembly such as 
the GELVDEW fragment assembly system (Genetics Computer Group (GCG), Madison WI) or 
using a relational database nnanagement system (RDMS). 

"Conservative amino acid substitutions" are those substitutions that, when noade, least 
interfere with the properties of the original protein, i.e., the structure and especially the frinction of 
10 the protein is conserved and not significantly changed by such substitutions. The table below 

shows amino acids which may be substituted for an original amino acid in a protein and which are 
regarded as conservative substitutions. 





Original Residue 


Conservative Substitution 


15 


Ala 


Gly, Ser 




Arg 


His, Lys 




Asn 


Asp, Gin, His 




Asp 


Asn, Glu 




Cys 


Ala, Ser 


20 


Ghi 


Asn, Glu, His 




Glu 


Asp, Gin, His 




Gly 


Ala 




His 


Asn, Arg, Gin, Glu 




He 


Leu, Val 


25 . 


Leu 


He, Val 




Lys 


Arg, Ghi, Glu 




Met 


Leu,Ile 




Phe 


His, Met, Leu, Trp, Tyr 




Ser 


Cys, Thr 


30 


Thr 


Ser, Val 




Trp 


Phe, Tyr 




Tyr 


His, Phe, Trp 




Val 


He, Leu, Thr 



35 

Conservative substitutions generally maintain (a) the structure of the polypeptide backbone in 
the area of the substitution, for exan^le, as a beta sheet or alpha helical conformation, (b) the charge 
or hydrophobicity of the molecule at the target site, or (c) the bulk of the side chain. 

**Deletion" refers to a change in either a nucleic or amino acid sequence in which at least one 
40 nucleotide or amino acid residue, respectively, is absent. 

*TDerivative" refers to the chemical modification of a nucleic acid sequence, such as by 
replacement of hydrogen by an alkyl, acyl, amino, hydroxyl, or other group. 
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'TDifferential expression" refers to increased or upregulated; or decreased, downregulated, or 

absent gene or protein expression, determined by comparing at least two different samples. Such 

comparisons may be carried out between, for example, a treated and an untreated sample, or a 

diseased and a normal sample. 
5 The terms "element" and "array element" refer to a polynucleotide, polypeptide, or other 

chemical compound having a unique and defined position on a microarray. 

The term "modulate" refers to a change in the activity of MDDT. For example, modulation 

may cause an increase or a decrease in protein activity, binding characteristics, or any other 

biological, functional, or immunological properties of MDDT. 
10 "E-value" refers to the statistical probability that a match between two sequences occurred by 

chance. 

"Exon shuffling" refers to the recombination of different coding regions (exons). Since an 
exon may represent a structural or functional domain of the encoded protein, new proteins may be 
assembled through the novel reassortment of stable substructures, thus allowing acceleration of the 
15 evolution of new protein functions. 

A "fragment" is a unique portion of mddt or MDDT which is identical in sequence to but 
shorter in length than the parent sequence. A fragment may comprise up to the entire length of the 
defined sequence, minus one nucleotide/amino acid residue. For example, a fragment may comprise 
from 10 to 1000 contiguous amino acid residues or nucleotides. A fragment used as a probe, primer, 
20 antigen, therapeutic molecule, or for other purposes, may be at least 5, 10, 15, 16, 20, 25, 30, 40, 50, 
60, 75, 100, 150, 250 or at least 500 contiguous amino acid residues or nucleotides in length. 
Fragments may be preferentially selected from certam regions of a molecule. For example, a 
polypeptide fragment may comprise a certain length of contiguous ammo acids selected from the first 
250 or 500 amino acids (or first 25% or 50%) of a polypeptide as shown in a certain defined 
25 sequence. Clearly these lengths are exemplary, and any length that is supported by the specification, 
including the Sequence Listing and the figures, may be encompassed by the present embodiments. 

A fragment of mddt comprises a region of unique polynucleotide sequence that specifically 
identifies mddt, for example, as distinct from any other sequence m the same genome. A fragment of 
mddt is useful, for example, m hybridization and ana4)lification technologies and in analogous 
3 0 methods that distinguish mddt from related polynucleotide sequences. The precise length of a 
fragment of mddt and the region of mddt to which the fragment corresponds are routinely 
determinable by one of ordinary skill in the art based on the intended purpose for the fragment. 

A fragment of MDDT is encoded by a fragment of mddt. A fragment of MDDT comprises a 
region of unique amino acid sequence that specifically identifies MDDT. For example, a fragment of 
3 5 MDDT is useful as an immunogenic peptide for the development of antibodies that specifically 

14 
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recognize MDDT. The precise length of a fragment of MDDT and the region of MDDT to which the 
fragment corresponds are routinely determinable by one of ordinary skill in the art based on the 
intended purpose for the fragment. 

A "ftiU length" nucleotide sequence is one containing at least a start site for translation to a 
5 protein sequence, followed by an open reading frame and a stop site, and encoding a **full length'* 
polypeptide. 

'Hit" refers to a sequence whose annotation will be used to describe a given template- 
Criteria for selecting the top hit are as follows: if the ten:q)late has one or more exact nucleic acid 
matches, the top hit is the exact xnatch with highest percent identity. If the template has no exact 
10 matches but has significant protein hits, the top hit is the protem hit with the lowest E-value. If the 
template has no significant protem hits, but does have significant non-exact nucleotide hits, the top hit 
is the nucleotide hit with the lowest E-value. 

"Homology" refers to sequence similarity either between a reference nucleic acid sequence 
and at least a fragment of an mddt or between a reference amino acid sequence and a fragment of an 
15 MDDT. 

"Hybridization" refers to the process by which a strand of nucleotides anneals with a 
complementary strand through base pairing. Specific hybridization is an indication that two nucleic 
acid sequences share a high degree of identity. Specific hybridization complexes form under defined 
annealing conditions, and remain hybridized after the "washing" step. The defined hybridization 

20 conditions include the annealmg conditions and the washing step(s), the latter of which is particularly 
important in determining the stringency of the hybridization process, with more stringent conditions 
allowing less non-specific binding, i.e., binding between pairs of nucleic acid probes that are not 
perfectly matched. Permissive conditions for aimealing of nucleic acid sequences are routinely 
determinable and may be consistent among hybridization experiments, whereas wash conditions may 

25 be varied among experiments to achieve the desired stringency. 

Generally, stringency of hybridization is expressed with reference to the temperature under 
which the wash step is carried out. Generally, such wash temperatures are selected to be about 5**C to 
20**C lower than the thermal melting point (T J for the specific sequence at a defined ionic strength 
and pH. The T„ is the temperature (under defined ionic strength and pH) at which 50% of the target 

30 sequence hybridizes to a perfectly matched probe. An equation for calculating T^ and conditions for 
nucleic acid hybridization is well known and can be found in Sambrook et al., 1989, Molecular 
rintiin p: A Laboratory Manual , 2"** ed., vol. 1-3, Cold Spring Harbor Press. Plamview NY; 
specifically see volume 2, chapter 9, 

Ifigh stringency conditions for hybridization between polynucleotides of the present 

35 mvention include wash conditions of 68°C in the presence of about 0.2 x SSC and about 0. 1% SDS, 

15 
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for 1 hour. Alternatively, temperatures of about 65*=*C, 60°C, or 55**C may be used. SSC 
concentration may be varied from about 0.2 to 2 x SSC, with SDS being present at about 0.1%. 
Typically, blocking reagents are used to block non-specific hybridization. Such blocking reagents 
include, for instance, denatured salmon sperm DNA at about 100-200 fig/mi. Useful variations on 
these conditions will be readily apparent to those skilled in the art. Hybridization, particularly under 
high stringency conditions, may be suggestive of evolutionary similarity between the nucleotides. 
Such similarity is strongly indicative of a similar role for the nucleotides and their resultant proteins. 

Other parameters, such as temperature, salt concentration, and detergent concentration may 
be varied to achieve the desired stringency. Denaturants, such as formamide at a concentration of 
about 35-50% v/v, may also be used under particular circumstances, such as RNAiDNA 
hybridizations. Appropriate hybridization conditions are routinely determinable by one of ordinary 
skill in the art. 

"Immunologically active" or "immunogenic" describes the potential for a natural, 
recombinant, or synthetic peptide, epitope, polypeptide, or protein to induce antibody production in 
appropriate animals, cells, or cell lines. 

"Immune response" can refer to conditions associated with inflammation, trauma, immune 
disorders, or infectious or genetic disease, etc. These conditions can be characterized by expression 
of various factors, e.g., cytokines, chemokines, and other signaling molecules, which may affect 
cellular and systemic defense systems. 

An "immunogenic fragment" is a polypeptide or oligopeptide fragment of MDDT which is 
capable of eliciting an immune response when introduced into a living organism, for example, a 
mammal. The term "immunogenic fragment" also includes any polypeptide or oligopeptide fragment 
of MDDT which can be usefid in any of the antibody production mediods disclosed herein or known 
in the art, 

"Insertion" or "addition" refers to a change in either a nucleic or amino acid sequence in 
which at least one nucleotide or residue, respectively, is added to the sequence. 

"Labeling" refers to the covalent or noncovalent joining of a polynucleotide, polypeptide, or 
antibody with a reporter molecule capable of producing a detectable or measurable signal. 

"Microarray" is any arrangement of nucleic acids, amino acids, antibodies, etc., on a 
substrate. The substrate may be a solid support such as beads, glass, paper, nitrocellulose, nylon, or 
an appropriate membrane. 

•l-inkers" are short stretches of nucleotide sequence which may be added to a vector or an 
mddt to create restriction endonuclease sites to facilitate cloning. 'Tolylinkers" are engineered to 
incorporate multiple restriction enzyme sites and to provide for the use of enzymes which leave 5' or 
3' overhangs (e.g., BamHI, EcoRI, and Hindm) and those which provide blunt ends (e.g., EcoRV, 
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SnaBI, and StuI). 

•"Naturally occurring" refers to an endogenous polynucleotide or polypeptide that may be 
isolated from viruses or prokaryotic or eukaryotic cells. 

"Nucleic acid sequence*' refers to the specific order of nucleotides joined by phosphddiester 
5 bonds in a linear, polymeric arrangement. Depending on the number of nucleotides, the nucleic acid 
sequence can be considered an oligomer, oligonucleotide, or polynucleotide. The nucleic acid can be 
DNA, RNA, or any nucleic acid analog, such as PNA, may be of genomic or synthetic origin, may be 
either double-stranded or single-stranded, and can represent either the sense or antisense 
(complementary) strand. 

10 "Oligomer" refers to a nucleic acid sequence of at least about 6 nucleotides and as many as 

about 60 nucleotides, preferably about 15 to 40 nucleotides, and most preferably between about 20 
and 30 nucleotides, that may be used in hybridization or amplification technologies. Oligomers may 
be used as, e.g., primers for PGR, and are usually chemically synthesized, 

"Operably linked" refers to the situation in which a first nucleic acid sequence is placed in a 

15 functional relationship with the second nucleic acid sequence. For instance, a promoter is operably 
linked to a coding sequence if the promoter affects the transcription or expression of the coding 
sequence. Generally, operably linked DNA sequences may be in close proximity or contiguous and, 
where necessary to join two protein coding regions, in the same reading frame. 

'Teptide nucleic acid" (PNA) refers to a DNA mimic in which nucleotide bases are attached 

20 to a pseudopeptide backbone to increase stability. PNAs, also designated antigene agents, can 
prevent gene expression by targeting complementary messenger RNA. 

The phrases "percent identity" and "% identity", as applied to polynucleotide sequences, 
refer to the percentage of residue matches between at least two polynucleotide sequences aligned 
using a standardized algorithm. Such an algorithm may insert, in a standardized and reproducible 

25 way, gaps in the sequences being compared in order to optimize alignment between two sequences, 
and therefore achieve a more meaningful comparison of the two sequences. 

Percent identity between polynucleotide sequences may be determined using the default 
parameters of the CLUSTAL V algorithm as incorporated into the MEGALIGN version 3.12e 
sequence aligrunent program. This program is part of the LASERGENE software package, a suite of 

30 molecular biological analysis programs (DNASTAR, Madison WT). CLUSTAL V is described in 
HBggins, D.G. and Sharp, P.M. (1989) CABIOS 5:151-153 and in Higgins, D.G. et al. (1992) 
CABIOS 8:189-191. For pairwise alignments of polynucleotide sequences, the default parameters are 
set as follows: Ktuple=2, gap penalty=5, window=4, and "diagonals saved"=4. The "weighted" 
residue weight table is selected as the default. Percent identity is reported by CLUSTAL V as the 

3 5 "percent similarity" between aligned polynucleotide sequence pairs. 
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Alternatively, a suite of commonly used and freely available sequence conq)aiison algorithms 
can be used that are provided by the National Center for Biotechnology Information (NCBD Basic 
Local Alignment Search Tool (BLAST) (Altschul, S.F. et al. (1990) J. Mol. Biol. 215:403-410), 
which is available from several sources, includmg the NCBI, Bethesda, MD, and on the Internet at 
http://www.ncbi.nhn.nih.gov/BLAST/. The BLAST software suite includes various sequence 
analysis programs including 'TBLASTN," that is used to determine alignment between a known 
polynucleotide sequence and other sequences on a variety of databases. Also available is a tool caUed 
"BLAST 2 Sequences" that is used for direct pairwise comparison of two nucleotide sequences. 
"BLAST 2 Sequences" can be accessed and used interactively at 

http://www.ncbi.nlm.mh.gov/gorfA>12/. The 'BLAST 2 Sequences" tool can be used for both 
BLASTN and BLASTP (discussed below). BLAST programs are commonly used with gap and other 
parameters set to default settings. For example, to compare two nucleotide sequences, one may use 
BLASTN with the "BLAST 2 Sequences" tool Version 2.0.9 (May-07-1999) set at default 
parameters. Such default parameters may be, for example: 

Matrix: BLOSUM62 

Reward for match: 1 

Penalty for mismatch: -2 

Open Gap: 5 and Extension Gap: 2 penalties 

Gap X drop-off: 50 

Expect: 10 

Word Size: 11 

Filter: on 

Percent identity may be measured over the length of an entire defined sequence, for example, 
as defined by a particular SEQ ID number, or may be measured over a shorter length, for example, 
over the length of a fragment taken from a larger, defined sequence, for mstance, a fragment of at 
least 20, at least 30, at least 40, at least 50, at least 70, at least 100, or at least 200 contiguous 
nucleotides. Such lengths are exemplary only, and it is understood that any fragment length 
supported by the sequences shown herem, m figures or Sequence Listings, may be used to describe a 
length over which percentage identity may be measured. 

Nucleic acid sequences that do not show a high degree of identity may nevertheless encode 
similar amino acid sequences due to the degeneracy of the genetic code. It is understood that changes 
in nucleic acid sequence can be made using this degeneracy to produce multiple nucleic acid 
sequences that all encode substantially the same protein. 

The phrases "percent identity" and "% identity", as appUed to polypeptide sequences, refer to 
the percentage of residue matches between at least two polypeptide sequences aligned using a 
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Standardized algorithm. Methods of polypeptide sequence alignment are well-known. Some 
alignment methods take into account conservative amino acid substitutions. Such conservative 
substitutions, explained in more detail above, generally preserve the hydrophobicity and acidity of the 
substituted residue, thus preserving the structure (and therefore function) of the folded polypeptide. 
5 Percent identity between polypeptide sequences may be determined using the default 

parameters of the CLUSTAL V algorithm as incorporated into the MEGALIGN version 3.12e 
sequence alignment program (described and referenced above). For pairwise alignments of 
polypeptide sequences using CLUSTAL V, the default parameters are set as follows: Ktuple=l, gap 
penalty=3, window=5, and "diagonals saved' =5. The PAM250 matrix is selected as the default 

10 residue weight table. As with polynucleotide alignments, the percent identity is reported by 
CLUSTAL V as the "percent similarity" between aligned polypeptide sequence pairs. 

Alternatively the NCBI BLAST software suite may be used. For example, for a pairwise 
comparison of two polypeptide sequences, one may use the "BLAST 2 Sequences" tool Version 2.0.9 
(May-07-1999) with BLASTP set at default parameters. Such default parameters may be, for 

15 example: 

Matrix: BLOSUM62 

Open Gap: 11 and Extension Gap: 1 penalty 
Gap X drop-off: 50 
Expect: 10 
20 Word Size: 3 

Filter: on 

Percent identity may be measured over the length of an entire defined polypeptide sequence, 
for example, as defined by a particular SEQ ID number, or may be measured over a shorter length, for 
example, over the length of a fragment taken from a larger, defined polypeptide sequence, for 

2 5 instance, a fragment of at least 15, at least 20, at least 30, at least 40, at least 50, at least 70 or at least 

150 contiguous residues. Such lengths are exemplary only, and it is understood that any fragment 
length supported by the sequences shown herein, in figures or Sequence Listings, may be used to " 
describe a length over which percentage identity may be measured. 

"Post-translational modification" of an MDDT may involve lipidation, glycosylation, 
30 phosphorylation, acetylation, racemization, proteolytic cleavage, and other modifications known in 
the art. These processes may occur synthetically or biochemically. Biochemical modifications will 
vary by cell type depending on the enzymatic milieu and the MDDT. 

"Probe" refers to mddt or fragments thereof, which are used to detect identical, allelic or 
related nucleic acid sequences. Probes are isolated oligonucleotides or polynucleotides attached to a 

3 5 detectable label or reporter molecule. Typical labels include radioactive isotopes, ligands, 
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chemiluminescent agents, and enzymes. 'Trimers" are short nucleic acids, usuaUy DNA 
oligonucleotides, which may be annealed to a target polynucleotide by complementary base-pairing. 
The primer may then be extended along the target DNA strand by a DNA polymerase enzyme. 
Primer pairs can be used for amplification (and identification) of a nucleic acid sequence, e.g., by the 

5 polymerase chain reaction (PGR). 

Probes and primers as used in the present invention typically comprise at least 15 contiguous 
nucleotides of a known sequence. In order to enhance specificity, longer probes and primers may also 
be employed, such as probes and primers that comprise at least 20, 30, 40, 50, 60, 70. 80. 90. 100, or 
at least 150 consecutive nucleotides of the disclosed nucleic acid sequences. Probes and primers may 
10 be considerably longer than these examples, and it Is understood that any length supported by the 
specification, including the figures and Sequence Listing, may be used. 

Methods for preparmg and using probes and primers are described m the references, for 
example Sambrook, J. et al., (1989, Molecular Cloning: A laboratory Manual. 2"^ ed., vol. 1-3. Cold 
Spring Harbor Press, Plamview NY); Ausubel, F.M. et al., (1999, Short Protocols in Molecular 
15 Biology . 4* ed. Greene Publ. John Wiley & Sons Assoc. & WUey-Ihtersciences, New York NY); and 
Innis, M. et al., (1990; PCR Protocols. A Guide to Methods and Applications, Academic Press, San 
Diego CA). PGR primer pairs can be derived from a known sequence, for example, by using 
computer programs intended for that purpose such as Primer (Version 0.5, 1991, Whitehead Institute 
for Biomedical Research, Cambridge MA). 
2 0 Oligonucleotides for use as primers are selected using software known in the art for such 

purpose. For example, OLIGO 4.06 software is useful for the selection of PGR primer pairs of up to 
100 nucleotides each, and for the analysis of oligonucleotides and larger polynucleotides of up to 
5,000 nucleotides from an input polynucleotide sequence of up to 32 kilobases. SimUar primer 
selection programs have incorporated additional features for expanded capabilities. For example, the 
25 PrimOU primer selection program (available to the public from the Genome Center at University of 
Texas South West Medical Center, Dallas TX) is capable of choosmg specific primers from 
megabase sequences and is thus useful for designing primers on a genome-wide scope. The Primer3 
primer selection program (available to the public from flie Whitehead Xnstitute/MTr Center for 
Genome Research. Cambridge MA) aUows die user to input a "mispriming Ubrary," m which 
30 sequences to avoid as primer bmding sites are user-specified. Primer3 is useful, in particular, for the 
selection of oligonucleotides for microarrays. (The source code for the latter two primer selection 
programs may also be obtamed from their respective sources and modified to meet the user's specific 
needs.) The PrimeGen program (available to the pubUc from the UK Human Genome Mappmg 
Project Resource Centre, Cambridge UK) designs primers based on multiple sequence alignments, 
35 thereby allowmg selection of primers that hybridize to either die most conserved or least conserved 
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regions of aligned nucleic acid sequences. Hence, this program is useful for identification of both 
unique and conserved oligonucleotides and polynucleotide fragments. The oligonucleotides and 
polynucleotide fragments identified by any of the above selection methods are useful in hybridization 
technologies, for example, as PGR or sequencing primers, microarray elements, or specific probes to 
identic fully or partially complementary polynucleotides in a sample of nucleic acids. Methods of 
oligonucleotide selection are not limited to those described above. 

"Purified" refers to molecules, either polynucleotides or polypeptides that are isolated or 
separated from their natural environment and are at least 60% free, preferably at least 75% free, and 
most preferably at least 90% free from other compounds with which they are naturally associated. 

A "recombinant nucleic acid" is a sequence that is not naturally occurring or has a sequence 
that is made by an artificial combination of two or more otherwise separated segments of sequence. 
This artificial combination is often accomplished by chemical synthesis or, more commonly, by the 
artificial manipulation of isolated segments of nucleic acids, e.g., by genetic engineering techniques 
such as those described in Sambrook, supm . The term recombinant includes nucleic acids that have 
been altered solely by addition, substitution, or deletion of a portion of the nucleic acid. Frequently, a 
recombinant nucleic acid may include a nucleic acid sequence operably linked to a promoter 
sequence. Such a recombinant nucleic acid may be part of a vector that is used, for example, to 
transform a cell. 

Altematively, such recombinant nucleic acids may be part of a viral vector, e.g., based on a 
vaccinia virus, that could be use to vaccinate a mammal wherein the recombinant nucleic acid is 
expressed, inducing a protective immunological response in the mammal. 

"Regulatory element" refers to a nucleic acid sequence from nontranslated regions of a gene, 
and includes enhances, promoters, introns, and 3' untranslated regions, which interact with host 
proteins to carry out or regulate transcription or translation. 

•^Reporter" molecules are chemical or biochemical moieties used for labeling a nucleic acid, 
an amino acid, or an antibody. They include radionuclides; enzymes; fluorescent, chemiluminescent, 
or chromogenic agents; substrates; cofactors; inhibitors; magnetic particles; and other moieties known 
in the art. 

An **RNA equivalent," in reference to a DNA sequence, is composed of the same linear 
sequence of nucleotides as the reference DNA sequence with the exception that all occurrences of the 
nitrogenous base thymine are replaced with uracil, and the sugar backbone is conq)Osed of ribose 
instead of deoxyribose. 

"Sample" is used in its broadest sense. Samples may contain nucleic or amino acids, 
antibodies, or other materials, and may be derived from any source (e.g., bodily fluids including, but 
not limited to, saliva, blood, and urine; chromosome(s), organelles, or membranes isolated from a 
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cell; genomic DNA, RNA, or cDNA in solution or bound to a substrate; and cleared cells or tissues or 
blots or imprints from such cells or tissues). 

"Specific binding" or "specifically binding" refers to the interaction between a protein or 
peptide and its agonist, antibody, antagonist, or other binding partner. The interaction is dependent 
5 upon the presence of a particular structure of the protein, e.g., the antigenic determinant or epitope, 
recognized by the binding molecule. For example, if an antibody is specific for epitope "A." the 
presence of a polypeptide containing epitope A, or the presence of fi:ee unlabeled A, m a reaction 
containing free labeled A and the antibody wiU reduce the amount of labeled A that bmds to the 
antibody. 

10 "Substitution" refers to the replacement of at least one nucleotide or amino acid by a different 

nucleotide or amino acid. 

"Substrate" refers to any suitable rigid or semi-rigid support including, e.g., membranes, 
filters, chips, slides, wafers, fibers, magnetic or nonmagnetic beads, gels, tubing, plates, polymers, 
microparticles or capillaries. The substrate can have a variety of surface forms, such as wells, 
15 trenches, pins, channels and pores, to which polynucleotides or polypeptides are bound. 

A "transcript image" or "expression profile" refers to the collective pattern of gene 
expression by a particular cell type or tissue under given conditions at a given time. 

"Transformation" refers to a process by which exogenous DNA enters a recipient cell. 
Transformation may occur under natural or artificial conditions using various methods weU known in 
20 tiie art. Transformation may rely on any known metiiod for the insertion of foreign nucleic acid 
sequences into a prokaryotic or eukaryotic host cell. The method is selected based on the host ceU 
being transformed. 

'Transformants" include stably transformed cells in which the inserted DNA is capable of 
repUcation either as an autonomously repUcating plasmid or as part of tiie host chromosome, as weU 

25 as cells which transientiy express inserted DNA or RNA. 

A "transgenic organism," as used herem, is any organism, includmg but not limited to animals 
and plants, in which one or more of tiie cells of the organism contains heterologous nucleic acid 
introduced by way of human mtervention, such as by transgenic techniques well known in tiie art. 
The nucleic acid is introduced into tiie ceU, directly or mdirectiy by introduction into a precursor of 

30 tiie cell, by way of deliberate genetic manipulation, such as by microinjection or by infection with a 
recranbinant virus. The term genetic manipulation does not include classical cross-breeding, or m 
vitro fertilization, but ratiier is directed to tiie introduction of a recombinant DNA molecule. The 
transgenic organisms contemplated in accordance with the present invention include bacteria, 
cyanobacteria, fungi, and plants and animals. The isolated DNA of tiie present invention can be 

3 5 introduced into tfw host by metiiods known in tiie art, for exanq)le infection, transf ection. 
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transformation or transconjugation. Techniques for transferring the DNA of the present invention 
into such organisms are widely known and provided in references such as Sambrook et al. (1989), 
supra . 

A "variant" of a particular nucleic acid sequence is defined as a nucleic acid sequence having 
5 at least 25% sequence identity to the particular nucleic acid sequence over a certain length of one of 
the nucleic acid sequences using BLASTN with the "BLAST 2 Sequences" tool Version 2.0.9 (May- 
07-1999) set at default parameters. Such a pair of nucleic acids may show, for example, at least 30%, 
at least 50%, at least 60%, at least 70%, at least 80%, at least 90%, at least 91%, at least 92%, at least 
93%, at least 94%, at least 95%, at least 96%, at least 97%, at least 98%, or at least 99% or greater 

10 sequence identity over a certain defined length. The variant may result in "conservative" amino acid 
changes which do not affect structural and/or chemical properties. A variant may be described as,, for 
example, an "allelic" (as defined above), "splice," "species," or "polymorphic" variant. A splice 
variant may have significant identity to a reference molecule, but will generally have a greater or 
lesser number of polynucleotides due to alternate splicing of exons during mRNA processing. The 

15 correspondiag polypeptide may possess additional functional domains or lack domains that are 

present in the reference molecule. Species variants are polynucleotide sequences that vary from one 
species to another. The resulting polypeptides generally will have significant 

amino acid identity relative to each other. A polymorphic variant is a variation in the polynucleotide 
sequence of a particular gene between individuals of a given species. Polymorphic variants also may 

20 encompass "single nucleotide polymorphisms" (SNPs) in which the polynucleotide sequence varies 
by one base. The presence of SNPs may be indicative of, for example, a certain population, a disease 
state, or a propensity for a disease state. 

In an altemative, variants of the polynucleotides of the present invention may be generated 
through recombinant methods. One possible method is a DNA shuffling technique such as 

25 MOLECULARBREEDING (Maxygen Inc., Santa Clara CA; described in U.S. Patent Number 

5,837,458; Chang, C.-C. et al. (1999) Nat. Biotechnol. 17:793-797; Christians, RC. et al. (1999) Nat. 
Biotechnol. 17:259-264; and Crameri, A. et al. (1996) Nat. Biotechnol. 14:315-319) to alter or 
improve the biological properties of MDDT, such as its biological or enzymatic activity or its ability 
to bind to other molecules or con5)ounds. DNA shuffling is a process by which a library of gene 

30 variants is produced using PCR-mediated recombination of gene fragments. The library is then 
subjected to selection or screening procedures that identify those gene variants with the desired 
properties. These preferred variants may then be pooled and further subjected to recursive rounds of 
DNA shuffling and selection/screening. Thus, genetic diversity is created through "artificial" 
breeding and rapid molecular evolution. For exanq)le, fragments of a single gene containing random 

35 point mutations may be recombined, screened, and then reshuffled until the desired properties are 
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optimized. Alternatively, fragments of a given gene may be recombined with fragments of 
homologous genes in the same gene family, either from the same or different species, thereby 
maximizing the genetic diversity of multiple naturally occurring genes in a directed and controllable 
manner. 

A "variant" of a particular polypeptide sequence is defined as a polypeptide sequence having 
at least 40% sequence identity to the particular polypeptide sequence over a certain length of one of 
the polypeptide sequences using BLASTP with the "BLAST 2 Sequences" tool Version 2.0.9 (May- 
07-1999) set at default parameters. Such a pair of polypeptides may show, for example, at least 50%, 
at least 60%, at least 70%, at least 80%, at least 90%, at least 91%, at least 92%, at least 93%, at least 
94%, at least 95%, at least 96%, at least 97%, at least 98%, or at least 99% or greater sequence 
identity over a certain defined length of one of the polypeptides. 

THE INVENTION 

In a particular embodiment, cDNA sequences derived from human tissues and cell lines were 
aligned based on nucleotide sequence identity and assembled into "consensus" or "template" 
sequences which are designated by the template identification numbers (template IDs) in column 2 of 
Table 2. The sequence identification numbers (SEQ ID NO:s) correspondmg to the template IDs are 
shown in column 1. The template sequences have similarity to GenBank sequences, or "hits," as 
designated by the GI Numbers in column 3. The statistical probability of each GenBank hit is 
indicated by a probability score in column 4, and the functional annotation corresponding to each 
GenBank hit is listed in column 5. 

The invention incorporates the nucleic acid sequences of these templates as disclosed in the 
Sequence Listing and the use of these sequences in the diagnosis and treatment of disease states 
characterized by defects in disease detection and treatment molecules. The mvention further utilizes 
these sequences in hybridization and amplification technologies, and in particular, in technologies 
which assess gene expression patterns correlated with specific cells or tissues and their responses in 
vivo or in vitro to pharmaceutical agents, toxins, and other treatments. In this manner, the sequences 
of the present invention are used to develop a transcript image for a particular cell or tissue. 

Derivation of Nucleic Acid Sequences 

cDNA was isolated from libraries constructed using RNA derived from normal and diseased 
human tissues and cell lines. The human tissues and cell lines used for cDNA Ubrary construction 
were selected fix>m a broad range of sources to provide a diverse population of cDNAs representative 
of gene transcription throughout the human body. Descriptions of the human tissues and cell lines 
used for cDNA Ubrary construction are provided in the LIFESEQ database (Incyte Genomics, Lie. 
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(Incyte), Palo Alto CA). Human tissues were broadly selected from, for example, cardiovascular, 
dermatologic, endocrine, gastrointestinal, hematopoietic/immune system, musculoskeletal, neural, 
reproductive, and urologic sources. 

Cell lines used for cDNA library construction were derived from, for example, leukemic 
5 cells, teratocarcinomas, neuroepitheliomas, cervical carcinoma, limg fibroblasts, and endothelial cells. 
Such cell lines include, for example, THP-1, Jurkat, HUVEC, hNT2, WB8, HeLa, and other cell 
lines commonly used and available from public depositories (American Type Culture Collection, 
Manassas VA). Prior to mRNA isolation, cell lines were untreated, treated with a pharmaceutical 
agent such as 5 -aza-2 -deoxycytidine, treated with an activating agent such as lipopolysaccharide in 
10 the case of leukocytic cell lines, or, in the case of endothelial cell lines, subjected to shear stress. 

Sequencing of the cDNAs 

Methods for DNA sequencing are well known in the art. Conventional enzymatic methods 
employ the Klenow fragment of DNA polymerase I, SEQUENASE DNA polymerase (U.S. 

15 Biochemical Corporation, Cleveland OH), Taq polymerase (Applied Biosy stems, Foster City CA), 
thermostable T7 polymerase (Amersham Pharmacia Biotech, Inc. (Amersham Pharmacia Biotech), 
Piscataway NJ), or combinations of polymerases and proofreading exonucleases such as those found 
in the ELONGASE amplification system (Life Technologies Inc. (Life Technologies), Gaithersburg 
MD), to extend the nucleic acid sequence from an oligonucleotide primer annealed to the DNA 

20 template of interest. Methods have been developed for the use of both single-stranded and double- 
stranded templates. Chain termination reaction products may be electrophoresed on urea- 
polyacrylamide gels and detected either by autoradiography (for radioisotope-labeled nucleotides) or 
by fluorescence (for fluorophore-labeled nucleotides). Automated methods for mechanized reaction 
preparation, sequencing, and analysis using fluorescence detection methods have been developed. 

25 Machines used to prepare cDNAs for sequencing can include the MICROLAB 2200 liquid transfer 
system (Hamilton Company (Hamilton), Reno NV), Peltier thermal cycler (PTC200; MJ Research, 
Inc. (MJ Research), Watertown MA), and ABI CATALYST 800 thermal cycler (Applied 
Biosystems). Sequencing can be carried out using, for example, the ABI 373 or 377 (Applied 
Biosystems) or MEGABACE 1000 (Molecular Dynamics, hic. (Molecular Dynamics), Sunnyvale 

30 CA) DNA sequencing systems, or other automated and manual sequencing systems well known in the 
art. 

The nucleotide sequences of the Sequence Listing have been prepared by current, state-of- 
the-art, automated methods and, as such, may contain occasional sequencing errors or unidentified 
nucleotides. Such unidentified nucleotides are designated by an N. These infrequent unidentified 
3 5 bases do not represent a hindrance to practicing the invention for those skilled in the art. Several 
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methods employing standard recombinant techniques may be used to correct errors and complete the 
missing sequence mformation. (See, e.g.. those described in Ausubel, F.M. et al. (1997) ShOTt 
Protocols in Molecular Biology , John Wiley & Sons, New York NY; and Sambrook, J. et al. (1989) 
Molecular C]oning. A Laboratory Manual , Cold Spring Harbor Press, Plamyiew NY.) 

5 

Assembly of cDNA Sequences 

Human polynucleotide sequences may be assembled using programs or algorithms well 
known in the art. Sequences to be assembled are related, whoUy or m part, and may be derived from 
a single or many different transcripts. Assembly of the sequences can be perfonned using such 
10 programs as PHRAP (Pliils Revised Assembly Program) and the GELVIEW fragment assembly 
system (GCG), or other methods known in the art. 

Alternatively, cDNA sequences are used as "con5)onent*' sequences that are assembled into 
"template" or "consensus" sequences as follows. Sequence chromatograms are processed, verified, 
and quality scores are obtained using PHRED. Raw sequences are edited using an editing pathway 
15 known as Block 1 (See, e.g., the LIFESEQ Assembled User Guide, Incyte Genomics, Palo Alto, CA). 
A series of BLAST comparisons is performed and low-information segments and repetitive elements 
(e.g., dmucleotide repeats, Alu repeats, etc.) are replaced by "n's", or masked, to prevent spurious 
matches. Mitochondrial and ribosomal RNA sequences are also removed. The processed sequences 
are then loaded into a relational database management system (RDMS) which assigns edited 
20 sequences to existmg templates, if available. When additional sequences are added into the RDMS, a 
process is initiated which modifies existing templates or creates new templates from works in 
progress (i.e., nonfmal assembled sequences) containing queued sequences or the sequences 
themselves. After the new sequences have been assigned to templates, the templates can be merged 
into bins. If multiple templates exist in one bin, the bin can be split and the templates reannotated. 
2 5 Once gene bins have been generated based upon sequence ahgnments, bms are "clone jomed" 

based upon clone information. Clone joining occurs when the 5' sequence of one clone is present m 
one bin and the 3' sequence from the same clone is present in a different bin, mdicating that the two 
bins should be merged into a single bin. Only bins which share at least two different clones are 
merged. 

30 A resultant template sequence may contain either a partial or a full length open reading 

frame, or all or part of a genetic regulatory element. This variation is due in part to the fact that the 
full length cDNAs of many genes are several hundred, and sometimes several thousand, bases in 
length. With current technology, cDNAs comprising the coding regions of large genes cannot be 
cloned because of vector limitations, incomplete reverse transcription of the mRNA, or incomplete 

35 "second strand" synthesis. Template sequences may be extended to include additional contiguous 

26 



BNSDOCID: <W O 0a062379A2 I > 



I 

f 



wo 03/062379 

PCT/US03/01363 

sequences derived from the parent RNA transcript using a variety of methods known to those of skill 
in the art. Extension may thus be used to achieve the full length coding sequence of a gene. 

Analvsis of the cDNA Seauences 

The cDNA sequences are analyzed using a variety of programs and algorithms which are well 
known in flie art. (See, e.g., Ausubel, 1997, supra . Chapter 7.7; Meyers, R.A. (Ed.) (1995) Molecular 
Biology and Biotechnology, Wiley VCH, New York NY, pp. 856-853; and Table 8.) These analyses 
comprise both reading frame determinations, e.g., based on triplet codon periodicity for particular 
organisms (Fickett, J.W. (1982) Nucleic Acids Res. 10:5303-5318); analyses of potential start and 
stop codons; and homology searches. 

Computer programs known to those of skill in the art for performing computer-assisted 
searches for amino acid and nucleic acid sequence similarity, include, for example, Basic Local 
Alignment Search Tool (BLAST; Altschul, S.F. (1993) J. Mol. Evol. 36:290-300; Altschul, S.F. et al. 
(1990) J. Mol. Biol. 215:403-410). BLAST is especially useful in determining exact matches and 
con^aring two sequence fragments of arbitrary but equal lengths, whose alignment is locally 
maximal and for which the alignment score meets or exceeds a threshold or cutoff score set by the 
user (Karlin, S. et ai. (1988) Proc. Natl. Acad. Sci. USA 85:841-845). Using an appropriate search 
tool (e.g., BLAST or HMM), GenBank, SwissProt, BLOCKS, PFAM and other databases may be 
searched for sequences containing regions of homology to a query mddt or MDDT of the present 
invention. 

Other approaches to the identification, assembly, storage, and display of nucleotide and 
polypeptide sequences are provided in "Relational Database for Storing Biomolecule Information/' 
U.S.S.N. 08/947,845, filed October 9, 1997; "Project-Based FuU-Length Biomolecular Sequence 
Database," U.S. Patent Number 5,953,727; and "Relational Database and System for Storing 
Information Relating to Biomolecular Sequences," U.S.S.N. 09/034,807, filed March 4, 1998, all of 
which are incorporated by reference herein in their entirety. 

Protein hierarchies can be assigned to the putative encoded polypeptide based on, e.g., motif, 
BLAST, or biological analysis. Methods for assignmg these hierarchies are described, for example, 
m *T)atabase System Employing Protein Function Hierarchies for Viewing Biomolecular Sequence 
Data," U.S. Patent Number 6,023,659, incorporated herein by reference. 

Human Disease Det ection and Treatment Molecule Sequences 

The mddt of the present invention may be used for a variety of diagnostic and therapeutic 
purposes. For example, an mddt may be used to diagnose a particular condition, disease, or disorder 
associated with disease detection and treatment molecules. Such conditions, diseases, and disorders 
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include, but are not limited to, a cell proliferative disorder, such as actinic keratosis, arteaiosclerosis, 
atherosclerosis, bursitis, cirrhosis, hepatitis, mixed connective tissue disease (MUny), myelofibrosis, 
paroxysmal nocturnal hemoglobinuria, polycythemia vera, psoriasis, primary thrombocythemia, and 
cancers including adenocarcinoma, leukemia, lymphoma, melanoma, myeloma, sarcoma, 
teratocarcinoma, and, in particular, a cancer of the adrenal gland, bladder, bone, bone marrow, brain, 
breast, cervix, gall bladder, ganglia, gastrointestinal tract, heart, kidney, fiver, lung, muscle, ovary, 
pancreas, parathyroid, penis, prostate, saUvary glands, skin, spleen, testis, thymus, thyroid, and 
uteras; and an autoimmune/inflammatory disorder, such as actinic keratosis, acquired 
unmunodeficiency syndrome (AIDS), Addison's disease, adult respiratory distress syndrome, 
allergies, ankylosing spondylitis, amyloidosis, anemia, arteriosclerosis, asthma, atherosclerosis, 
autoimmune hemolytic anemia, autoimmune thyroiditis, bronchitis, bursitis, cholecystitis, cirrhosis, 
contact dermatitis, Crohn's disease, atopic dermatitis, dermatomyositis, diabetes mellitus, 
emphysema, erythroblastosis fetalis, erythema nodosum, atrophic gastritis, glomerulonephritis, 
Goodpasture's syndrome, gout. Graves' disease, Hashimoto's thyroiditis, paroxysmal nocturnal 
hemoglobinuria, hepatitis, hypereosinophiUa, initable bowel syndrome, episodic lymphopenia with 
lynq)hocytotoxins, mixed connective tissue disease (MCTD), multiple sclerosis, myasthenia gravis, 
myocardial or pericardial inflammation, myelofibrosis, osteoarthritis, osteoporosis, pancreatitis, 
polycythemia vera, polymyositis, psoriasis, Reiter's syndrome, rheumatoid arthritis, scleroderma, 
Sjogren's syndrome, systemic anaphylaxis, systemic lupus erythematosus, systemic sclerosis, 
primary thrombocythemia, thrombocytopenic purpura, ulcerative coMs, uveitis, Werner syndrome, 
compUcations of cancer, hemodialysis, and extracorporeal circulation, trauma, and hematopoietic 
cancer including lymphoma, leukemia, and myeloma. The mddt can be used to detect the presence 
of, or to quantify the amount of, an mddt-related polynucleotide in a sample. This information is then 
compared to information obtained firom appropriate reference samples, and a diagnosis is established. 
Alternatively, a polynucleotide con^lMnentary to a given mddt can inhibit or inactivate a 
therapeutically relevant gene related to the mddt. 

Analvsis of mddt Expression Patterns 

The expression of mddt may be routinely assessed by hybridization-based methods to 
determine, for example, the tissue-specificity, disease-specificity, or developmental stage-specificity 
of mddt exiaession. For exaiiq)le, the level of expression of mddt may be compared among different 
cell types or tissues, among diseased and normal cell types or tissues, among cell types or tissues at 
different developmental stages, or among cell types or tissues undergoing various treatments. This 
type of analysis is useful, for example, to assess tiie relative levels of mddt expression in fuUy or 
partially differentiated cells or tissues, to determine if changes in mddt expression levels are 
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correlated with the development or progression of specific disease states, and to assess the response 
of a cell or tissue to a specific therapy, for exaniple, in pharmacological or toxicological studies. 
Methods for the analysis of mddt expression are based on hybridization and amplification 
technologies and include membrane-based procedures such as northern blot analysis, high-throughput 
5 procedures that utilize, for example, microarrays, and PCR-based procedures. 

Hybridization and Genetic Analysis 

The mddt, their fragments, or complementary sequences, niay be used to identify the presence 
of and/or to determine the degree of similarity between two (or more) nucleic acid sequences. The 

10 mddt may be hybridized to naturally occurring or recombinant nucleic acid sequences under 

appropriately selected temperatures and salt concentrations. Hybridization with a probe based on the 
nucleic acid sequence of at least one of the mddt allows for the detection of nucleic acid sequences, 
including genomic sequences, which are identical or related to the mddt of the Sequence Listing. 
Probes may be selected from non-conserved or unique regions of at least one of the polynucleotides 

15 of SEQ ID NO: 1-104 and tested for their ability to identify or amplify the target nucleic acid 
sequence using standard protocols. 

Polynucleotide sequences that are capable of hybridizing, in particular, to those shown in 
SEQ ID NO: 1-104 and fragments thereof, can be identified using various conditions of stringency. 
(See, e.g., Wahl, G.M. and S.L. Berger (1987) Mediods Enzymol. 152:399-407; Kimmel, A.R. (1987) 

2 0 Methods Enzymol. 152:507-5 11.) Hybridization conditions are discussed in 'T>efinitions." 

A probe for use in Southem or northern hybridization may be derived from a fragment of an 
mddt sequence, or its complement, that is up to several hundred nucleotides in length and is either 
single-stranded or double-stranded. Such probes may be hybridized in solution to biological materials 
such as plasmids, bacterial, yeast, or human artificial chromosomes, cleared or sectioned tissues, or to 

25 artificial substrates containing mddt Microarrays are particularly suitable for identifying the 

presence of and detecting the level of expression for multiple genes of interest by examining gene 
expression correlated with, e.g., various stages of development, treatment with a drug or compound, 
or disease progression. An array analogous to a dot or slot blot may be used to arrange and link 
polynucleotides to the surface of a substrate using one or more of the following: mechanical 

30 (vacuum), chemical, thermal, or UV bonding procedures. Such an array may contain any number of 
mddt and may be produced by hand or by using available devices, materials, and machines. 

Microarrays may be prepared, used, and analyzed using methods known in the art. (See, e.g., 
Brennan, T.M. et al. (1995) U.S. Patent No. 5,474,796; Schena, M. et al. (1996) Proc. Natl. Acad. Sci. 
USA 93:10614-10619; Baldeschweiler et al. (1995) PCX application W095/251116; Shalon, D. et al. 

35 (1995) PCT appHcation WO95/35505; HeUer, RA. et al. (1997) Proc. Natl. Acad. Sci. USA 94:2150- 
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2155; and Heller, MJ. et al. (1997) U.S. Patent No, 5,605,662.) 

Probes may be labeled by either PGR or enzymatic techniques using a variety of 
commercially available reporter molecules. For example, commercial kits are available for 
radioactive and chemiluminescent labeling (Amersham Pharmacia Biotech) arid for alkaline 
5 phosphatase labeling (Life Technologies). Alternatively, mddt may be cloned into commerciaUy 
available vectors for the production of RNA probes. Such probes may be transcribed in the presence 
of at least one labeled nucleotide (e.g., ^^P-ATP, Amersham Pharmacia Biotech). 

Additionally the polynucleotides of SEQ ID NO: 1-104 or suitable fragments thereof can be 
used to isolate fall length cDNA sequences utilizing hybridization and/or amplification procedures 
10 well known in the art, e.g., cDNA library screening, PGR amplification, etc. The molecular cloning 
of such full length cDNA sequences may employ the method of cDNA library screening with probes 
using the hybridization, stringency, washing, and probing strategies described above and in Ausubel, 
supra . Chapters 3, 5, and 6. These procedures may also be employed with genomic libraries to isolate 
genomic sequences of mddt in order to analyze, e.g., regulatory elements. 

15 

Genetic Mapping 

Gene identification and mapping are important in the investigation and treatment of almost all 
conditions, diseases, and disorders. Cancer, cardiovascular disease, Alzheimer's disease, arthritis, 
diabetes, and mental illnesses are of particular interest. Each of these conditions is more complex 

20 than the single gene defects of sickle cell anemia or cystic fibrosis, with select groups of genes being 
predictive of predisposition for a particular condition, disease, or disorder. For example, 
cardiovascular disease may result from malfunctioning receptor molecules that fail to clear 
cholesterol from the bloodstream, and diabetes may result when a particular individuaF s inunune 
system is activated by an infection and attacks the insulin-producing cells of the pancreas. In some 

25 studies, Alzheimer's disease has been linked to a gene on chromosome 21; other studies predict a 
different gene and location. Mapping of disease genes is a complex and reiterative process and 
generally proceeds from genetic linkage analysis to physical mapping. 

As a condition is noted among members of a family, a genetic linkage map traces parts of 
chromosomes that are inherited in the same pattern as the condition. Statistics link die inheritance of 

30 particular conditions to particular regions of chromosomes, as defined by BFLP or other markers. 
(See, for example. Lander, E. S. and Botstein, D. (1986) Proc. Nati. Acad. Sci. USA 83:7353-7357.) 
Occasionally, genetic markers and their locations are known from previous studies. More often, 
however, the markers are simply stretches of DNA that differ among individuals. Examples of 
genetic linkage maps can be found in various scientific journals or at the Online Mendelian 

35 Inheritance in Man (OMIM) World Wide Web site. 
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Jn another embodiment of the mvention, mddt sequences may be used to generate 
hybridization probes useful in chromosomal mapping of naturally occurring genomic sequences. 
Either coding or noncoding sequences of mddt may be used, and in some instances, noncoding 
sequences may be preferable over coding sequences. For example, conservation of an mddt coding 
sequence among members of a multi-gene family may potentiaUy cause undesired cross hybridization 
during chromosomal mapping. The sequences may be mapped to a particular chromosome, to a 
specific region of a chromosome, or to artificial chromosome constructions, e.g., human artificial 
chromosomes (HACs), yeast artificial chromosomes (YACs), bacterial artificial chromosomes 
(BACs), bacterial PI constructions, or single chromosome cDNA libraries. (See, e.g., Harrington, JJ. 
et al. (1997) Nat Genet. 15:345-355; Price, CM. (1993) Blood Rev. 7:127-134; and Trask. B J. 
(1991) Trends Genet. 7:149-154.) 

Fluorescent in situ hybridization (FISH) may be coirelated with other physical chromosome 
mapping techniques and genetic map data. (See, e.g., Meyers, supra, pp. 965-968.) Correlation 
between the location of mddt on a physical chromosomal map and a specific disorder, or a 
predisposition to a specific disorder, may help define the region of DNA associated with that 
disorder. The mddt sequences may also be used to detect polymorphisms that are genetically linked 
to the inheritance of a particular condition, disease, or disorder. 

Id situ hybridization of chromosomal preparations and genetic mapping techniques, such as 
linkage analysis using established chromosomal markers, may be used for extending existing genetic 
maps. Often the placement of a gene on the chromosome of another mammalian species, such as 
mouse, may reveal associated markers even if the number or arm of the corresponding human 
chromosome is not known. These new marker sequences can be mapped to hunaan chromosomes and 
may provide valuable information to investigators searching for disease genes using positional 
cloning or other gene discovery techniques. Once a disease or syndrome has been crudely correlated 
by genetic linkage with a particular genomic region, e.g., ataxia-telangiectasia to llq22-23, any 
sequences mapping to that area may represent associated or regulatory genes for further mvestigation. 
(See, e.g., Gatti, R.A. et al. (1988) Nature 336:577-580.) The nucleotide sequences of the subject 
invention may also be used to detect differences in chromosomal architecture due to translocation, 
inversion, etc., among normal, carrier, or affected individuals. 

Once a disease-associated gene is mapped to a chromosomal region, the gene must be cloned 
in order to identify mutations or other alterations (e.g., translocations or inversions) that may be 
correlated with disease. This process requires a physical map of the chromosomal region containing 
the disease-gene of interest along with associated markers. A physical map is necessary for 
determining the nucleotide sequence of and order of marker genes on a particular chromosomal 
region. Physical mapping techniques are well known m the art and require the generation of 
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used to prepare PGR primers for ampUfying and isolating such selected DNA, which can then be 
sequenced. Using this technique, an individual can be identified through a unique set of DNA 
sequences. Once a unique ID database is established for an individual, positive identification of that 
individual can be made from extremely small tissue samples. 

In a particular aspect, oUgonucleotide primers derived from the mddt of the invention may be 
used to detect single nucleotide polymorphisms (SNPs). SNPs are substitutions, insertions and 
deletions that are a frequent cause of inherited or acquired genetic disease in humans. Methods of 
SNP detection include, but are not limited to, single-stranded conformation polymorphism (SSCP) 
and fluorescent SSCP (fSSCP) mefliods. In SSCP, oligonucleotide primers derived from mddt are 
used to amplify DNA using the polymerase chain reaction (PGR). The DNA may be derived, for 
example, from diseased or normal tissue, biopsy samples, bodily fluids, and the Uke. SNPs in the 
DNA cause differences in the secondary and tertiary structures of PGR products in single-stranded 
form, and these differences are detectable using gel electrophoresis ia non-denaturing gels. In 
fSGCP, the oligonucleotide primers are fluorescently labeled, which aUows detection of the 
ampUmers in high-throughput equipment such as DNA sequencing machines. Additionally, sequence 
database analysis methods, termed in silico SNP (isSNP), are capable of identifying polymorphisms 
by comparing the sequences of individual overiapping DNA fragments which assemble mto a 
common consensus sequence. These computer-based methods filter out sequence variations due to 
laboratory preparation of DNA and sequencing errors using statistical models and automated analyses 
of DNA sequence chromatograms. In the alternative, SNPs may be detected and characterized by 
mass spectrometry using, for example, the high throughput MASSARRAY system (Sequenom, Inc., 
San Diego CA). 

DNA-based identification techniques are critical in forensic technology. DNA sequences 
taken from very smaU biological samples such as tissues, e.g., hair or skin, or body fluids, e.g., blood, 
saUva, semen, etc., can be amplified using, e.g., PGR, to identify individuals. (See, e.g., ErUch, H. 
(1992) PCRTechnolopy , Freeman and Co., New York. NY). Similarly, polynucleotides of the 
present invention can be used as polymorphic markers. 

There is also a need for reagents capable of identifying the source of a particular tissue. 
Appropriate reagents can comprise, for example, DNA probes or primers prepared from the 
sequences of the present invention tiiat are specific for particular tissues. Panels of such reagents can 
identify tissue by species and/or by organ type. In a similar fashion, these reagents can be used to 
screen tissue cultures for contamination. 

The polynucleotides of die present mvention can also be used as molecular weight markers on 
nucleic acid gels or Soutiiem blots, as diagnostic probes for tiie presence of a specific mRNA in a 
particular ceU type, in die creation of subOacted cDNA Ubraries which aid in tiie discovery of novel 
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polynucleotides, in selection and synthesis of oligomers for attachment to an array or other support, 
and as an antigen to elicit an immune response. 
Disease Model Systems Using mddt 

The mddt of the invention or their mammalian homologs may be "knocked out" in an animal 
5 model system using homologous recombination in embryonic stem (ES) ceUs. Such techniques are 
well known in the art and are usefid for the generation of ammal models of human disease. (See, e.g., 
U.S. Patent Number 5,175,383 and U.S. Patent Number 5.767,337.) For example, mouse ES ceUs, 
such as the mouse 129/SvJ cell line, are derived from the early mouse embryo and grown in culture. 
The ES cells are transformed with a vector containmg the gene of interest disrupted by a marker gene, 
10 e.g., the neomycin phosphotransferase gene (neo; Capecchi, M.R. (1989) Science 244:1288-1292). 
The vector integrates into the corresponding region of the host genome by homologous 
recombination. Alternatively, homologous recombination takes place using the Cre-loxP system to 
knockout a gene of interest in a tissue- or developmental stage-specific manner (Marth, JJ>. (1996) 
ain. Invest. 97:1999-2002; Wagner, K.U. et al. (1997) Nucleic Acids Res, 25:4323-4330). 
15 Transformed ES cells are identified and microinjected into mouse cell blastocysts such as those from 
the C57BU6 mouse strain. The blastocysts are surgically transferred to pseudopregnant dams, and 
the resulting chimeric progeny are genotyped and bred to produce heterozygous or homozygous 
strains. Transgenic animals thus generated may be tested with potential therapeutic or toxic agents. 
The mddt of the invention may also be manipulated in vitro in ES cells derived from human 
20 blastocysts. Human ES ceUs have the potential to differentiate mto at least eight separate cell 

Imeages includmg endoderm, mesoderm, and ectodermal cell types. These cell lineages differentiate 
into, for example, neural ceUs, hematopoietic lineages, and cardiomyocytes (Thomson, J.A. et al. 
(1998) Science 282: 1 145-1 147). 

The mddt of the invention can also be used to create "knockin" humanized anunals (pigs) or 
25 transgenic animals (mice or rats) to model human disease. With knockm technology, a region of 
mddt is injected into animal ES cells, and the injected sequence integrates into the animal cell 
genome. Transforaied ceUs are injected into blastulae, and the blastulae are implanted as described 
above. Transgenic progeny or inbred Imes are studied and treated with potential pharmaceutical 
agents to obtain mformation on treatment of a human disease. Alternatively, a mammal inbred to 
3 0 overexpress mddt, resulting, e.g., in the secretion of MDDT in its milk, may also serve as a 
convenient source of that protein (Janne, J. et al. (1998) Biotechnol. Annu. Rev. 4:55-74). 

.<}crftening Assays 

MDDT encoded by polynucleotides of the present mvention may be used to screen for 
molecules that bind to or are bound by the encoded polypeptides. The binding of the polypeptide and 
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the molecule may activate (agonist), increase, inhibit (antagonist), or decrease activity of the 
polypeptide or the bound molecule. Examples of such molecules include antibodies, 
oligonucleotides, proteins (e.g., receptors), or small molecules. 

Preferably, the molecule is closely related to the natural ligand of the polypeptide, e.g., a 
5 ligand or fragment thereof, a natural substrate, or a stractural or functional munetic. (See, Coligan et 
al., (1991) Cuirent Protocols in Immuaologv 1(2): Chapter 5.) Similarly, the molecule can be closely 
related to the natural receptor to which the polypeptide binds, or to at least a fragment of the receptor, 
e.g., the active site. In either case, the molecule can be rationally designed using knovm techniques. 
Preferably, the screening for these molecules involves producing appropriate cells which express the 
10 polypeptide, either as a secreted protein or on the cell membrane. Preferred cells include cells from 
mammals, yeast, Drosophila , or Rcoli. Cells expressing the polypeptide or cell membrane fractions 
which contain the expressed polypeptide are then contacted with a test compound and binding, 
stimulation, or inhibition of activity of either the polypeptide or the molecule is analyzed. 

An assay may simply test binding of a candidate compound to the polypeptide, wherein 
15 binding is detected by a fluorophore, radioisotope, enzyme conjugate, or other detectable label. 
Alternatively, the assay may assess binding in the presence of a labeled competitor. 

Additionally, the assay can be carried out using cell-free preparations, polypeptide/molecule 
affixed to a solid support, chemical libraries, or natural product mixtures. The assay may also simply 
comprise the steps of mixing a candidate compound with a solution containing a polypeptide, 
2 0 measuring polypeptide/molecule activity or binding, and comparing the polypeptide/molecule activity 
or binding to a standard. 

Preferably, an ELISA assay using, e.g., a monoclonal or polyclonal antibody, can measure 
polypeptide level in a sample. The antibody can measure polypeptide level by either binding, directly 
or indirectly, to the polypeptide or by competing with the polypeptide for a substrate. 
25 All of the above assays can be used in a diagnostic or prognostic context. The molecules 

discovered using these assays can be used to treat disease or to bring about a particular result in a 
patient (e.g., blood vessel growth) by activating or inhibiting the polypeptide/molecule. Moreover, the 
assays can discover agents which may inhibit or enhance the production of the polypeptide from 
suitably manipulated cells or tissues. 

30 

Transcript Imajrinp and Toxicological Testing 

Another embodiment relates to the use of mddt to develop a transcript image of a tissue or 
cell type. A transcript image represents the global pattern of gene expression by a particular tissue or 
cell type. Global gene expression pattems are analyzed by quantifying the number of expressed genes 
35 and their relative abundance under given conditions and at a given time. (See Seilhamer et al., 
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"Comparative Gene Transcript Analysis." U.S. Patent Number 5,840,484, expressly incorporated by 
reference herein.) Thus a transcript image may be generated by hybridizing the polynucleotides of 
the present invention or their complements to the totality of transcripts or reverse transcripts of a 
particular tissue or cell type. In one embodiment, the hybridization takes place in high-throughput 
5 format, wherein the polynucleotides of the present invention or their complements conq)rise a subset 
of a plurality of elements on a microarray . The resultant transcript image would provide a profile of 
gene activity pertaining to disease detection and treatment molecules. 

Transcript images which profile mddt expression may be generated using transcripts isolated 
from tissues, cell lines, biopsies, or other biological samples. The transcript hnage may thus reflect 
10 mddt expression in vivo , as in the case of a tissue or biopsy sample, or in vitro, as in the case of a cell 
line. 

Transcript images which profile mddt expression may also be used in conjunction with in 
vitro model systems and preclinical evaluation of pharmaceuticals, as well as toxicological testing of 
industrial and naturally-occurring envu-onmental compounds. All compounds induce characteristic 
15 gene expression pattems, frequently termed molecular fingerprints or toxicant signatures, which are 
indicative of mechanisms of action and toxicity (Nuwaysir, E. F. et al. (1999) Mol. Carcinog. 24: 153- 
159; Steiner, S. and Anderson, N. L. (2000) Toxicol. Lett. 112-113:467-71, expressly incorporated by 
reference herein). If a test compound has a signature similar to that of al compound with known 
toxicity, it is likely to share those toxic properties. These fingerprints or signatures are most useful 
20 and refined when they contain expression information from a large number of genes and gene 

families. Ideally, a genome-wide measurement of expression provides the highest quality signature. 
Even genes whose expression is not altered by any tested compounds are important as well, as the 
levels of expression of these genes are used to noraialize the rest of the expression data. The 
normalization procedure is useful for comparison of expression data after treatment with different 
25 compounds. While the assignment of gene function to elements of a toxicant signature aids in 

inteipretation of toxicity mechanisms, knowledge of gene function is not necessary for the statistical 
matching of signatures which leads to prediction of toxicity. (See, for example. Press Release 00-02 
from the National Institute of Environmental Health Sciences, released February 29, 2000, available 
at http://www.niehs.nih.gov/oc/news/toxchip.htm.) Therefore, it is important and desirable in 
30 toxicological screening using toxicant signatures to include all expressed gene sequences. 

In one embodiment, the toxicity of a test compound is assessed by treating a biological 
sample containing nucleic acids with the test compound. Nucleic acids that are expressed in the 
treated biological sample are hybridized with one or more probes specific to the polynucleotides of 
the present mvention, so that transcript levels correspondmg to the polynucleotides of the present 
3 5 invention may be quantified- The transcript levels in the treated biological sample are compared with 
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levels in an untreated biological sample. Differences in the transcript levels between the two samples 
are indicative of a toxic response caused by the test compound in the treated sample. 

Another particular embodiment relates to the use of MDDT encoded by polynucleotides of 
the present mvention to analyze the proteome of a tissue or cell type. The term proteome refers to the 
5 global pattern of protein expression in a particular tissue or cell type. Each protein component of a 
proteome can be subjected individually to further analysis. Proteome expression patterns, or profiles, 
are analyzed by quantifying the number of expressed proteins and their relative abundance under 
given conditions and at a given time. A profile of a cell's proteome may thus be generated by 
separating and analyzing the polypeptides of a particular tissue or cell type. In one embodiment, the 
10 separation is achieved usrug two-dimensional gel electrophoresis, in which proteins from a sample are 
separated by isoelectric focusing in the first dimension, and then according to molecular weight by 
sodium dodecyl sulfate slab gel electrophoresis in the second dimension (Steiner and Anderson, 
supra). The proteins are visualized in the gel as discrete and uniquely positioned spots, typically by 
staining the gel with an agent such as Coomassie Blue or silver or fluorescent stains. The optical 
15 density of each protein spot is generally proportional to the level of the protein in the sample. The 
optical densities of equivalently positioned protein spots from different samples, for example, from 
biological samples either treated or untreated with a test compound or therapeutic agent, are 
compared to identify any changes in protein spot density related to the treatment. The proteins in the 
spots are partially sequenced using, for example, standard methods employiag chemical or enzymatic 
20 cleavage followed by mass spectrometry. The identity of the protein in a spot may be determined by 
comparing its partial sequence, preferably of at least 5 contiguous anodno acid residues, to the 
polypeptide sequences of the present invention. In some cases, further sequence data may be 
obtained for definitive protein identification. 

A proteomic profile may also be generated using antibodies specific for MDDT to quantify 
25 the levels of MDDT expression. In one embodiment, the antibodies are used as elements on a 

microarray, and protein expression levels are quantified by exposing the microarray to the sample and 
detecting the levels of protein bound to each array element (Lucking, A. et al. (1999) Anal. Biochem. 
270:103-11; Mendoze, L. G. et al. (1999) Biotechniques 27:778-88), Detection may be performed by 
a variety of methods known in the art, for exan:q)le, by reacting the proteins in the sample with a thiol- 
30 or amino-ieactive fluorescent compound and detecting the amount of fluorescence bound at each 
array element. 

Toxicant signatures at the proteome level are also useful for toxicological screening, and 
should be analyzed in parallel with toxicant signatures at the transcript level. There is a poor 
correlation between transcript and protein abundances for some proteins in some tissues (Anderson, 
35 N. L. and Seilhamer, J. (1997) Electrophoresis 18:533-537), so proteome toxicant signatures may be 
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useful in the analysis of compounds which do not significantly affect the transcript image, but which 
alter the proteomic profile. In addition, the analysis of transcripts in body fluids is difficult, due to 
rapid degradation of mRNA, so proteomic profiling may be more reUable and informative in such 
cases. 

5 In another embodiment, the toxicity of a test compound is assessed by treating a biological 

sample containing proteins witii the test compound. Proteins that are expressed in the treated 
biological sample are separated so that the amount of each protein can be quantified. The amount of 
each protein is compared to the amount of the conesponding protein in an untreated biological 
sample. A difference in the amount of protein between the two san5>les is mdicative of a toxic 
10 response to the test compound in the treated sample. Individual proteins are identified by sequencing 
tiie amino acid residues of the individual proteins and comparing these partial sequences to the 
MDDT encoded by polynucleotides of the present invention. 

In another embodiment, the toxicity of a test compound is assessed by treating a biological 
sample containing proteins with the test compound. Proteins from the biological sample are 
15 mcubated with antibodies specific to the MDDT encoded by polynucleotides of the present invention. 
The amount of protein recognized by the antibodies is quantified. The amount of protem in the 
treated biological sample is compared witii tiie amount in an untreated biological sample. A 
difference in the amount of protein between tiie two samples is mdicative of a toxic response to tiie 
test compound in the treated sapaple. 
20 Transcript images may be used to profile mddt expression m distinct tissue types. This 

process can be used to determine disease detection and treatment molecule activity m a particular 
tissue type relative to ttiis activity m a different tissue type. Transcript unages may be used to 
generate a profile of mddt expression characteristic of diseased tissue. Transcript images of tissues 
before and after treatment may be used for diagnostic purposes, to monitor flie progression of disease, 
25 and to monitor tiie efficacy of drug treatments for diseases which affect ttie activity of disease 
detection and treatment molecules. 

Transcript images of cell lines can be used to assess disease detection and treatment molecule 
activity and/or to identify ceU tines tiiat lack or misregulate tiiis activity. Such cell lines may then be 
treated witii pharmaceutical agents, and a transcript unage following treatment may mdicate tiie 
30 efficacy of tiiese agents in restormg desked levels of tiiis activity. A similar approach may be used to 
assess the toxicity of pharmaceutical agents as reflected by undesirable changes in disease detection 
and treatment molecule activity. Candidate pharmaceutical agents may be evaluated by comparing 
their associated transcript images witii those of pharmaceutical agents of known effectiveness. 

35 Afitisense Molecules 
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The polynucleotides of the present mvention are useful m antisense technology. Antisense 
technology or therapy relies on the modulation of expression of a target protein through the specific 
binding of an antisense sequence to a target sequence encoding the target protein or directing its 
expression. (See, e.g., Agrawal, S., ed. (1996) Antisense Therapeutics . Humana Press Inc., Totawa 
5 NJ; Alama, A. et al. (1997) Pharmacol. Res. 36(3): 171-178; Crooke, S.T. (1997) Adv. Pharmacol. 
40:1-49; Sharma, H.W. and R. Narayanan (1995) Bioessays 17(12): 1055-1063; andLavrosky. Y. et 
al. (1997) Biochem. Mol. Med. 62(1): 11-22.) An antisense sequence is a polynucleotide sequence 
capable of specifically hybridizing to at least a portion of the target sequence. Antisense sequences 
bind to cellular mRNA and/or genomic DNA, affecting translation and/or transcription. Antisense 
10 sequences can be DNA, RNA, or nucleic acid mimics and analogs. (See, e.g., Rossi, JJ. et al. (1991) 
Antisense Res. Dev. l(3):285-288; Lee, R. et al. (1998) Biochemistry 37(3):900-1010; Pardridge, 
W.M. et al. (1995) Proc. Nad. Acad. Sci. USA 92(12):5592-5596; and Nielsen, P. E. and Haaima, G. 
(1997) Chem. Soc. Rev. 96:73-78.) Typically, the binding whicii results in modulation of expression 
occurs through hybridization or binding of complementary base pairs. Antisense sequences can also 
15 bind to DNA duplexes through specific interactions in the major groove of the double helix. 

The polynucleotides of the present invention and fragments thereof can be used as antisense 
sequences to modify the expression of the polypeptide encoded by mddt. The antisense sequences 
can be produced ex vivo , such as by using any of the ABI nucleic acid synthesizer series (Applied 
Biosystems) or other automated systems known in the art. Antisense sequences can also be produced 
20 biologically, such as by transforming an appropriate host cell with an expression vector containing 
the sequence of interest. (See, e.g., Agrawal, supra .) 

In therapeutic use, any gene delivery system suitable for introduction of the antisense 
sequences into appropriate target cells can be used. Antisense sequences can be delivered 
intracellularly in the form of an expression plasmid which, upon transcription, produces a sequence 
25 complementary to at least a portion of the cellular sequence encoding the target protein. (See, e.g.. 
Slater, J.E., et al. (1998) J. Allergy Clin. Immunol. 102(3):469-475; and Scanlon, BLJ., et al. (1995) 
9(13): 1288-1296.) Antisense sequences can also be introduced intracellularly through the use of vural 
vectors, such as retrovirus and adeno-associated virus vectors. (See, e.g.. Miller, A.D. (1990) Blood 
76:271; Ausubel, RM. et al. (1995) Current Protocols in Molecular Biology , John Wiley & Sons, 
30 New York NY; Uckert, W. and Walther (1994) Pharmacol. Ther. 63(3):323>347.) Other gene 
delivery mechanisms include liposome-derived systems, artificial viral envelopes, and other systems 
known m the art. (See. e.g., Rossi, J.I. (1995) Br. Med. Bull. 51(l):217-225; Boado, R.J. et al. (1998) 
J. Pharm. Sci. 87(11): 1308-13 15; and Moms, M.C. et al. (1997) Nucleic Acids Res. 25(14):2730- 
27360 
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Expression 

In order to express a biologically active MDDT, the nucleotide sequences encoding MDDT 
or fragments thereof may be insCTted into an appropriate expression vector, i.e., a vector which 
contains the necessary elements for transcriptional and translational control of the inserted coding 
sequence in a suitable host. Methods which are well known to those skilled in the art may be used to 
construct expression vectors containing sequences encoding MDDT and appropriate transcriptional 
and translational control elements. These methods include m vitro recombmant DNA techniques, 
synthetic techniques, and in vivo genetic recombination. (See, e.g., Sambrook, suEa, Chapters 4, 8, 
16, and 17; and Ausubel, supra . Chapters 9, 10, 13, and 16.) 

A variety of expression vector/host systems may be utilized to contain and express sequences 
encoding MDDT. These include, but are not limited to, microorganisms such as bacteria transformed 
with recombinant bacteriophage, plasmid, or cosmid DNA expression vectors; yeast transformed with 
yeast expression vectors; msect cell systems infected with viral expression vectors (e.g., baculovirus); 
plant cell, systems transformed with viral expression vectors (e.g., cauliflower mosaic virus, CaMV, 
or tobacco mosaic virus, TMV) or with bacterial expression vectors (e.g., Ti or pBR322 plasmids); or 
animal (mammalian) ceU systems. (See, e.g., Sambrook, supra; Ausubel, 1995, su^ Van Heeke, G. 
and S.M. Schuster (1989) J. Biol. Chem. 264:5503-5509; Bitter, G.A. et al. (1987) Methods Enzymol. 
153:516-544; Scorer, C.A. et al. (1994) Bio/Technology 12:181-184; Engelhard, E.K. et al. (1994) 
Proc. Nati. Acad. Sci. USA 91:3224-3227; Sandig, V. et al. (1996) Hum. Gene Ther. 7:1937-1945; 
Takamatsu, N. (1987) EMBO J. 6:307-311; Coruzzi, G. et al. (1984) EMBO J. 3:1671-1680; Broglie, 
R. et al. (1984) Science 224:838-843; Winter, J. et al. (1991) Results Probl. Cell Differ. 17:85-105; 
TheMcGraw ffiU Yearbook of Science and Technoloev (1992) McGraw Hill, New York NY, pp. 
191-196; Logan, J. and T. Shenk (1984) Proc. Nati. Acad. Sci. USA 81:3655-3659; and Harrington, 
J.J. et al. (1997) Nat. Genet. 15:345-355.) Expression vectors derived from retroviruses, 
adenoviruses, or herpes or vaccinia viruses, or from various bacterial plasmids, may be used for 
delivery of nucleotide sequences to the targeted organ, tissue, or cell population. (See, e.g., Di 
Nicola, M. et al. (1998) Cancer Gen. Ther. 5(6):350-356; Yu, M. et al., (1993) Proc. Nati. Acad. Sci. 
USA 90(13):6340-6344; BuUer, R.M. et al. (1985) Nature 317(6040):813-815; McGregor, D.P. et al. 
(1994) Mol. Immunol. 31(3):219-226; and Verma, I.M. and N. Somia (1997) Nature 389:239-242.) 
The invention is not limited by the host cell employed. 

For long term production of recombinant proteins in mammalian systems, stable expression 
of MDDT in cell lines is preferred. For example, sequences encoding MDDT can be transformed 
into cell lines using expression vectors which may contain viral origins of replication and/or 
endogenous expression elements and a selectable marker gene on the same or on a separate vector. 
Any number of selection systems may be used to recover transformed ceD lines. (See, e.g., Wigler, 
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M. et al. (1977) CeU 11:223-232; Lowy, I. et al. (1980) Cell 22:817-823.; Wigler, M. et al. (1980) 
Proc. Nafl. Acad. Sci. USA 77:3567-3570; Colbere-Garapin, F. et al. (1981) J. MoL Biol. 150:1-14; 
Hartman, S.C. and R.CMulUgan (1988) Proc. Natl. Acad. Sci. USA 85:8047-8051; Rhodes, C.A. 
(1995) Methods Mol. Biol. 55:121-131.) 

5 

Therapeutic Uses of mddt 

The mddt of the invention may be used for somatic or germline gene therapy. Gene therapy 
may be performed to (i) correct a genetic deficiency (e.g., in the cases of severe combined 
immunodeficiency (SCID)-Xl disease characterized by X-linked inheritance (Cavazzana-Calvo, M. et 

10 al. (2000) Science 288:669-672), severe combined immunodeficiency syndrome associated with an 
inherited adenosine deaminase (ADA) deficiency (Blaese, R.M. et al. (1995) Science 270:475-480; 
Bordignon, C. et al. (1995) Science 270:470-475), cystic fibrosis (Zabner, J. et al. (1993) Cell 75:207- 
216; Crystal, R.G. et al. (1995) Hum. Gene Therapy 6:643-666; Crystal, R.G. et al. (1995) Hum. 
Gene Therapy 6:667-703), thalassemias, familial hypercholesterolemia, and hemophilia resulting 

15 from Factor Vm or Factor IX deficiencies (Crystal, R.G. (1995) Science 270:404-410; Verma, I.M. 
and Somia, N. (1997) Nature 389:239-242)), (ii) express a conditionally lethal gene product (e.g., in 
the case of cancers which result from unregulated cell proliferation), or (iii) express a protein which 
affords protection against intracellular parasites (e.g., against human retroviruses, such as human 
inomunodeficiency virus (HIV) (Baltimore, D. (1988) Nature 335:395-396; Poeschla, E. et al. (1996) 

20 Proc. Natl. Acad. Sci. USA. 93: 1 1395-1 1399), hepatitis B or C vnus (HBV, HCV); fungal parasites, 
such as Candida albicans and Paracoccidioides brasiliensis ; and protozoan parasites such as 
Plasmodium falciparum and Trypanosoma cruziV In the case where a genetic deficiency in mddt 
expression or regulation causes disease, the expression of mddt from an appropriate population of 
transduced cells may alleviate the clinical manifestations caused by the genetic deficiency. 

25 In a further embodiment of the invention, diseases or disorders caused by deficiencies in 

mddt are treated by constructing mammalian expression vectors comprising mddt and introducing 
these vectors by mechanical means into mddt-deficient cells. Mechanical transfer technologies for 
use with cells in vivo or ex vitro include (i) direct DNA microinjection into individual cells, (ii) 
ballistic gold particle delivery, (iii) liposome-mediated transfection, (iv) receptor-mediated gene 

30 transfer, and (v) the use of DNA transposons (Morgan, R.A. and Anderson, W.F. (1993) Annu. Rev. 
Biochem. 62:191-217; Ivies, Z. (1997) CeU 91:501-510; Boulay, J-L. aud Recipon, H. (1998) Curt. 
Opin. BiotechnoL 9:445-450). 

Expression vectors that may be effective for the expression of mddt include, but are not 
limited to, the PCDNA 3.1, EPITAG, PRCCMV2, PREP, PVAX vectors (Invitrogen, Carlsbad CA), 

35 PCMV-SCRIPT, PCMV-TAG, PEGSHflPERV (Stratagene, La JoUa CA), and PTET-OEF, 
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FIET-ON FrEE2,ITTO2-LUC,FrK-HYCCClc».Kch.P<UoAltt.CA). TheBddtof to invention 
may b. expressed using (i) a constitutively active promoter. (e.g.. ftom cy««neg.lovin,s (CMV) 
ROUS sarcoma vims (ESV), SV40 virus. U.ymidine Idnase (TK). or l^actin genes). Oi) an md^We 
pron^er(e.g...he.e„acycIine-reg„la,^pron»«r(0<.s«,,M.andBni,ra.H.(1992,^^^^ 

s Acad. Sci. U.S.A. 89:5547-5351; Gossen. M. e. al.. (1995) Science 268:1766-1769; Ross- F^. 
and Elau. H.M. (1998) Curr. Opin. Bioiectaol. 9.451-456). comnaerciall, available in ««T-EKX 
plasnnd (Invittogen); tt,e ecdysone-inducible prornorer (available in ^ pla-ds PVGBXR and 
FIND; invi^ogen); .he P^()6/rapan«cin inducible pron»»r, or tt«RU486/.>i*epris^ 

promo« (Ro^i. F.M.V. and Bla„. H.M. ma>. « W a ttssne-sp«=ific pn«no« or Ure nafive 
.0 promoKroftheendogenousgeneencodingMDDTfrom.nonnalindividud. 

CommerciaUyavailableliposomettansfon«Uionld«(..g..toFERFECrUPID 
TRANSFECnON KTT. available irom Invittogen) allow one «i* ordina^. skilUn to art to delrver 
polvnudeotldes .o targe. ceUs in culm, and require nnnin»d effort U> opdnfe ..perin««al 
paranre-ers. to a>,.maUve.».nsfonnatio„ is perfom«d using tocalci«mpbospha»n«*od 
^, (Graham. F.L. and Eb. A.J. (1973) Virology 52:456-467). or by elecBoporadon (Neumann. E. « al. 
<1982)EMBO I. 1:841-845). The inttoductton of DNA to primary ceUs requires modiflc«.on of 
these standardized mammalian transtectton pro.ocoU. 

in another embodiment of to invention, diseases or disorders caused by genetic defects vmh 
^ton«ld. expression are tieated by constiuctinga^tiovirus vector consl^ing of 0)mdd.nnder 

.0 toco«trolofanindependentpromo»rortoretiovir„slong«min.l.ep...a.TR)P-^^ 

app^RNApac,.gingsignals.^d(iii)aRev-responsiveelement(RFE)..o.g««hadd«.c^ 

m.ro«r.sci.^tingRNA sequences and coding sequencesrequired*Hrffici««vec«.p^ 
Betrovims vectors (e g.. PFB and PFBNEO) are commerciaUy av.fi.ble (Sti^agene) ^ « b..«i on 
pubhshed data (Rlvie^. 1. et al. (1995) Proc. N«.. Aca^ Sci. U.S.A. 92:6733-6737). inco^^ 
„ .efc.»ceh»ein. The vector is prcpagated in an appropriate v«=.or producing ceU Ime (VPCL) to. 

an envelope gene witiratropism tor receptors ontotargetceUsorapromiscuousenvdope 

p.«einsuchasVSVg(Armentano.D.etal.(1987)J.Virol.61=1647-165a.Bender.M.^«a 
,Vm J Virol. 61: 1639-1646; Adam. M.A and MUler. A.D. (1988) J. VlroL 62:38<«2.3806; Dull. T. 
etal (1998)J. Virol. 72:8463-8471;a.fferey.R.e.a..(1998)I. Virol. 72:9873-9880). U.S.P^ 
,0 Nmnber 5.910.434 n> Rigg ("Metirod tor obtaining rebrovims packagbg ceil lines producing hr^ 
tr.usd.cingemci.ncy retroviral supernatant") disc.osesa„»thod*.ob.-ni„g.eB^ 
ceu lines and is hereby incorporated by r.f«e„ce. Propagation of retttrnrus vectors, tnmsduction of 
. popul«ion of cells (e g.. CD4- T^lls). and to reono of transduced cell. K> . p«.ent are 
procedmes well Imown to persons sidUed in to art of gene torapy and have been weU docume«ed 
3, (R..ga,U.etal.(1997)J.Virol.71:7020-7<B9;Ba,«r.G.et.l.(1997)Blood89:2259-2267; 
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Bonyhadi, M.L. (1997) J. Virol. 71:4707^716; Ranga. U. et al. (1998) Proc. Natl. Acad. Sci. U.S.A. 
95:1201-1206; Su, L. (1997) Blood 89:2283-2290). 

In the alternative, an adenovirus-based gene therapy delivery system is used to deliver mddt 
to cells which have one or more genetic abnormalities with respect to the expression of mddt. The 
construction and packaging of adenovirus-based vectors are well known to those with ordinary skiU 
in the art. Replication defective adenovirus vectors have proven to be versatile for importing genes 
encodmg immunoregulatory protems mto intact islets m the pancreas (Csete, M.E. et al. (1995) 
Transplantation 27:263-268). Potentially useful adenovural vectors are described m U.S. Patent 
Number 5,707,618 to Aimentano ("Adenovkus vectors for gene therapy"), hereby incorporated by 
reference. For adenoviral vectors, see also Antinozzi, P. A. et al. (1999) Annu. Rev. Nutr. 19:511-544 
and Verma, I.M. and Somia, N. (1997) Nature 18:389:239-242, both incorporated by reference herein. 

In another alternative, a herpes-based, gene dierapy delivery system is used to deliver mddt to 
target cells which have one or more genetic abnormaUties with respect to the expression of mddt. 
The use of heipes sunplex vmis (HSV)-based vectors may be especiaUy valuable for introducing 
mddt to cells of the central nervous system, for which HSV has a tropism. The construction and 
packaging of herpes-based vectors are well known to those with ordinary skill in the art. A 
replication-competent herpes sunplex vkus (HSV) type 1-based vector has been used to deUver a 
reporter gene to the eyes of primates (Liu, X. et al. (1999) Exp. Eye Res. 169:385-395). The 
construction of a HSV-1 vkus vector has also been disclosed in detail in U.S. Patent Number 
5,804,413 to DeLuca ("Herpes simplex virus strams for gene transfer"), which is hereby incorporated 
by reference. U.S. Patent Number 5,804,413 teaches the use of recombmant HSV d92 which consists 
of a genome contaming at least one exogenous gene to be transferred to a cell under the control of the . 
appropriate promoter for purposes mcludmg human gene therapy. Also taught by this patent are the 
construction and use of recombinant HSV strauis deleted for ICP4, ICP27 and ICP22. For HSV 
vectors, see also Coins, W. F. et al. 1999 J. Virol. 73:519-532 and Xu, H. et al., (1994) Dev. Biol. 
163:152-161, hereby incorporated by reference. The manipulation of cloned heipesvmis sequences, 
the generation of recombmant vkus following the transfection of multiple plasmids containmg 
different segments of the large herpesvmis genomes, die growth and propagation of herpesvirus, and 
the mfection of cells with herpesvirus are techniques weU known to those of ordmary skill m the art. 

In another alternative, an alphavmis (positive, smgle-stranded RNA vmis) vector is used to 
deUver mddt to target cells. The biology of tiie prototypic alphavmis, Semliki Forest Virus (SFV), 
has been studied extensively and gene transfer vectors have been based on the SFV genome (Garoff, 
H. and Li. K-J. (1998) Curr. Opin. Biotech. 9:464-469). During alphavmis RNA replication, a 
subgenomic RNA is generated that normally encodes the viral capsid protems. This subgenoniic 
RNA replicates to higher levels than the fiill-lengtii genomic RNA, resulting m the overproduction of 
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capsid proteins relative to the viral proteins with enzymatic activity (e.g., protease and polymerase). 
Similarly, inserting mddt mto the alphavirus genome in place of the capsid-coding region results in 
the production of a large number of mddt RNAs and the synthesis of high levels of MDDT m vector 
transduced cells. While alphavirus infection is typically associated with cell lysis within a few days, 

5 the ability to establish a persistent infection in hamster normal kidney cells (BHK-21) with a variant 
of Sindbis virus (SIN) indicates that the lytic replication of alphaviruses can be altered to suit the 
needs of the gene therapy appUcation (Dryga, S. A. et al. (1997) Virology 228:74-83). The wide host 
range of alphaviruses will allow the introduction of mddt into a variety of cell types. The specific 
transduction of a subset of cells in a population may require the sorting of cells prior to transduction. 

10 The methods of mianipulating infectious cDNA clones of alphaviruses, performing alphavirus cDNA 
and RNA transfections,' and performing alphavirus infections, are well known to those with ordinary 
skill in the art. 

Antibodies 

15 Anti-MDDT antibodies may be used to analyze protein expression levels. Such antibodies 

include, but are not limited to, polyclonal, monoclonal, chuneric, single chain, and Fab fragments. 
For descriptions of and protocols of antibody technologies, see, e.g.. Pound J .D. (1998) 
Tminnnnchemical Protocols , Humana Press, Totowa, NJ . 

The amino acid sequence encoded by the mddt of the Sequence Listing may be analyzed by 

20 appropriate software (e.g., LASERGENE NAVIGATOR software, DNASTAR) to determine regions 
of high immnnogenicity. The optimal sequences for immunization are selected from the C-terminus, 
the N-terminus, and those intervenmg, hydrophilic regions of the polypeptide which are likely to be 
exposed to the external environment when the polypeptide is in its natural conformation. Analysis 
used to select appropriate epitopes is also described by Ausubel (1997, supra. Chapter 11.7). 

25 Peptides used for antibody mduction do not need to have biological activity; however, they must be 
antigenic. Peptides used to mduce specific antibodies may have an amino acid sequence consisting of 
at least five amino acids, preferably at least 10 amino acids, and most preferably at least 15 amino 
acids- A peptide which mimics an antigenic fragment of the natural polypeptide may be fused with 
another protein such as keyhole hemolimpet cyanin (KLH; Sigma, St Louis MO) for antibody 

3 0 production. A peptide encompassiag an antigenic region may be expressed from an mddt, 
synthesized as described above, or purified from human cells. 

Procedures well known in the art may be used for the production of antibodies. Various hosts 
including mice, goats, and rabbits, may be inomunized by injection with a peptide. Depending on the 
host species, various adjuvants may be used to increase immunological response. 
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In one procedure, peptides about 15 residues in length may be synthesized using an ABI 
43 1 A peptide synthesizer (Applied Biosystems) using fmoc-chemistry and coupled to KLH (Sigma) 
by reaction with M-maleimidobeiizoyl-N-hydroxysuccmimide ester (Ausubel, 1995, supra). Rabbits 
are immunized with the peptide-KLH complex in complete Freund's adjuvant. The resulting antisera 
5 are tested for antipeptide activity by binding the peptide to plastic, blocking with 1% bovine serum 
albumin (BSA), reacting with rabbit antisera, washing, and reacting with radioiodinated goat anti- 
rabbit IgG. Antisera with antipeptide activity are tested for anti-MDDT activity using protocols well 
known in the art, includmg ELISA, radioimmunoassay (RIA), and immunoblotting. 

In another procedure, isolated and purified peptide may be used to immunize mice (about 100 
10 jxg of peptide) or rabbits (about 1 mg of peptide). Subsequently, the peptide is radioiodmated and 
used to screen the immunized anunals' B-lymphocytes for production of antipeptide antibodies. 
Positive cells are then used to produce hybridomas using standard techniques. About 20 mg of 
peptide is sufficient for labeling and screening several thousand clones. Hybridomas of interest are 
detected by screening with radioiodinated peptide to identify those fusions producing peptide-specific 
15 monoclonal antibody. In a typical protocol, wells of a multi-well plate (FAST, Becton-Dickinson, 
Palo Alto, CA) are coated with affinity-purified, specific rabbit-anti-mouse (or suitable anti-species 
IgG) antibodies at 10 mg/ml. The coated wells are blocked with 1% BSA and washed and exposed to 
supematants from hybridomas. After incubation, the wells are exposed to radiolabeled peptide at 1 
mg/ml. 

20 Clones producing antibodies bind a quantity of labeled peptide that is detectable above 

background. Such clones are expanded and subjected to 2 cycles of cloning. Cloned hybridomas are 
injected into pristane-treated mice to produce ascites, and monoclonal antibody is purified from the 
ascitic fluid by affinity chromatography on protein A (Amersham Pharmacia Biotech). Several 
procedures for the production of monoclonal antibodies, includmg in vitro production, are described 

25 in Pound (supra) . Monoclonal antibodies with antipeptide activity are tested for anti-MDDT activity 
using protocols well known in the art, mcluding ELISA, RIA, and immunoblotting. 

Antibody fi^gments containing specific binding sites for an epitope may also be generated. 
For example, such fragments include, but are not limited to, the F(ab')2 fragments produced by pepsin 
digestion of the antibody molecule, and the Fab firagments graerated by reducing the disulfide bridges 

30 of the F(ab')2 ficagments. Alternatively, construction of Fab expression libraries in filamentous 

bacteriophage allows rapid and easy identification of monoclonal fragments with desired specificity 
(Pound, supra . Chaps. 45-47). Antibodies generated agamst polypeptide encoded by mddt can be used 
to purify and characterize full-length MDDT protein and its activity, binding partners, etc. 

35 Assays Usin^ Antibodies 
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Anti-MDDT antibodies may be used in assays to quantify the amount of MDDT found in a 
particular human cell. Such assays include methods utilizing the antibody and a label to detect 
expression level under normal or disease conditions. The peptides and antibodies of the mvention 
may be used wifli or without modification or labeled by joining them, either covalenfly or 
5 noncovalently, with a reporter molecule. 

Protocols for detecting and measuring protein expression using either polyclonal or 
monoclonal antibodies are well known in the art. Examples include ELISA, RIA, and fluorescent 
activated cell sorting (FACS). Such immunoassays typically involve the formation of complexes 
between the MDDT and its specific antibody and the measurement of such con^lexes. These and 
10 other assays are described in Pound (supra ). 

Without further elaboration, it is beheved that one skilled in the art can, using the preceding 
description, utilize the present invention to its fullest extent. The following preferred specific 
embodiments are, therefore, to be construed as merely illustrative, and not limitative of the remainder 
of the disclosure in any way whatsoever. 
15 The disclosures of all patents, applications and publications, mentioned above and below, 

includmg U.S. Sen No. 60/349,946 and U.S. 60/349,413, are hereby expressly incorporated by 
reference. 



EXAMPLES 

20 I. Construction of cDNA Libraries 

RNA was purchased from CLONTECH Laboratories, hic. (Palo Alto CA) or isolated from 
various tissues. Some tissues were homogenized and lysed in guanidinium isothiocyanate, while 
others were homogenized and lysed in phenol or in a suitable mixture of denaturants, such as 
TRIZOL (Life Technologies), a monophasic solution of phenol and guanidine isothiocyanate. The 

25 resulting lysates were centrifuged over CsCl cushions or extracted with chloroform. RNA was 
precipitated with either isopropanol or sodium acetate and ethanol, or by other routine methods. 

Phenol extraction and precipitation of RNA were repeated as necessary to increase RNA 
purity. In most cases, RNA was treated with DNase. For most libraries, poly(A+) RNA was isolated 
using oligo d(T)-coupled paramagnetic particles (Promega Corporation (Promega), Madison WI), 

30 OUGOTEX latex particles (QIAGEN, Inc. (QIAGEN), Valencia CA), or an OLIGOTBX mRNA 
purification kit (QIAGEN)- Alternatively, RNA was isolated directly from tissue lysates using otiier 
RNA isolation kits, e.g., the POLY(A)PURE mRNA purification kit (Ambion, Inc., Austin TX). 

In soBoe cases, Stratagene was provided with RNA and constructed the corresponding cDNA 
libraries. Otherwise, cDNA was synthesized and cDNA libraries were constructed with the UNIZAP 

35 vector system (Stratagene Cloning Systems, Inc. (Stratagene), La Jolla CA) or SUPERSCRIPT 
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plasmid system (Life Technologies), using the recommended procedures or similar methods known in 
the art. (See, e.g., Ausubel, 1997, supra . Chapters 5.1 through 6.6.) Reverse transcription was 
initiated using oligo d(T) or random primers. Synthetic oligonucleotide adapters were ligated to 
double stranded cDNA, and the cDNA was digested with the appropriate restriction enzyme or 
enzymes. For most Ubraries, the cDNA was size-selected (300-1000 bp) using SEPHACRYL SIOOO, 
SEPHAROSE CL2B, or SEPHAROSE CL4B column chromatography (Amersham Pharmacia 
Biotech) or preparative agarose gel electrophoresis. cDNAs were ligated into compatible restriction 
enzyme sites of the polylinker of a suitable plasmid, e.g., PBLUESCRIPT plasmid (Stratagene), 
PSPORTl plasmid (Life Technologies), PCDNA2.1 plasmid (Invitrogen, Carlsbad CA), PBK-CMV 
plasmid (Stratagene), PCR2-TOPOTA plasmid (Livitrogen), PCMV-ICIS plasmid (Stratagene), 
pIGEN (Incyte Genomics, Palo Alto CA), pRARE (Incyte Genomics), or pINCY (Incyte Genomics), 
or derivatives thereof Recombinant plasmids were transformed into competent E. coli cells 
including XLl-Blue, XLl-BlueMRF, or SOLR from Stratagene or DH5a, DHIOB, or ElectroMAX 
DHIOB from Life Technologies. 

n. Isolation of cDNA Clones 

Plasmids were recovered from host cells by in vivo excision using the UNIZAP vector system 
(Stratagene) or by cell lysis. Plasmids were purified using at least one of the following: the Magic or 
WIZARD Minipreps DNA purification system (Promega); the AGTC Miniprep purification kit (Edge 
BioSystems, Gaithersburg MD); and the QIAWELL 8, QIAWELL 8 Plus, and QIAWELL 8 Ultra 
plasmid purification systems or the R.E.A.L. PREP 96 plasmid purification kit (QL^^GEN). 
Following precipitation, plasmids were lesuspended in 0.1 ml of distilled water and stored, with or 
without lyophilization, at 4°C. 

Altematively, plasmid DNA was amplified from host cell lysates using direct link PCR in a 
high-throughput format (Rao, V.B. (1994) Anal. Biochem. 216: 1-14.) Host cell lysis and thermal 
cycling steps were carried out in a single reaction mixture. Samples were processed and stored in 
384-well plates, and the concentration of amplified plasmid DNA was quantified fluorometrically 
using PICOGREEN dye (Molecular Probes, Inc. (Molecular Probes), Eugene OR) and a 
FLUOROSKAN II fluorescence scanner (Labsystems Oy, Helsinki, Finland). 

in. Sequencing and Analysis 

cDNA sequencing reactions were processed using standard methods or high-throughput 
instrumentation such as the ABI CATALYST 800 thermal cycler (Applied Biosystems) or the PTC- 
200 thermal cycler (MJ Research) in conjunction with the HYDRA microdispenser (Robbins 
Scientific Corp., Sunnyvale CA) or the MICROLAB 2200 liquid transfer system (Hamilton). cDNA 

47 



03062379A2_ I > 



wo 03/062379 PCT/US03/01 363 

sequencing reactions were prepared using reagents provided by Amersham Pharmacia Biotech or 
supplied in ABI sequencing kits such as the ABI PRISM BIGDYE Terminator cycle sequencing 
ready reaction kit (Applied Biosystenis). Electrophoretic separation of cDNA sequencing reactions 
and detection of labeled polynucleotides were carried out using the MEGABACE 1000 DNA 
sequencing system (Molecular Dynamics); the ABI PRISM 373 or 377 sequencing system (AppUed 
Biosystems) in conjunction with standard ABI protocols and base calling software; or other sequence 
analysis systems known in the art. Reading frames within the cDNA sequences were identified using 
standard methods (reviewed in Ausubel, 1997, supra . Chapter 7.7). Some of the cDNA sequences 
were selected for extension using the techniques disclosed in Example VEI. 

IV. Assembly and Analysis of Sequences 

Component sequences from chromatograms were subject to PHRED analysis and assigned a 
quality score. The sequences having at least a required quality score were subject to various pre- 
processing editing pathways to eluninate, e.g., low quality 3' ends, vector and linker sequences, polyA 
tails, Alu repeats, mitochondrial and ribosomal sequences, bacterial contamination sequences, and 
sequences smaller than 50 base pairs. In particular, low-information sequences and repetitive 
elements (e.g., dinucleotide repeats, Alu repeats, etc.) were replaced by "n's", or masked, to prevent 
spurious matches. 

Processed sequences were then subject to assembly procedures in which the sequences were 
assigned to gene bins (bins). Each sequence could only belong to one bin. Sequences in each gene 
bin were assembled to produce consensus sequences (templates). Subsequent new sequences were 
added to existing bins using BLASTN (v.1.4 WashU) and CROSSMATCH. Candidate pairs were 
identified as all BLAST hits having a quality score greater tiian or equal to 150. Alignments of at 
least 82% local identity were accepted into the bin. The component sequences from each bin were 
assembled usmg a version of PHRAP. Bins with several overlapping component sequences were 
assembled using DEEP PHRAP. The orientation (sense or antisense) of each assembled ten^late was 
determined based on the number and orientation of its component sequences. Template sequences as 
disclosed in the sequence listing correspond to sense strand sequences (the "forward" reading 
frames), to the best determination. The complementary (antisense) strands are inherently disclosed 
herein. The con^nent sequences which were used to assemble each template consensus sequence 
are listed in Table 5, along with their positions along the template nucleotide sequences. 

Bins weie compared agamst each other and those havmg local similarity of at least 82% were 
combined and reassembled. Reassembled bins having templates of insufficient overlap (less than 
95% local identity) were re-split Assembled templates were also subject to analysis by 
STITCHHl/EXON MAPPER algorithms which analyze the probabilities of the presence of splice 
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variants, alternatively spliced exons, splice junctions, differential expression of alternative spUced 
genes across tissue types or disease states, etc. These resulting bins were subject to several rounds of 

the above assembly procedures. 

Once gene bins were generated based upon sequence alignments, bins were clone joined 
5 based upon clone information. If the 5' sequence of one clone was present in one bin and the 3' 
sequence from the same clone was present in a different bin. it was likely that the two bins actually 
belonged together in a single bin. The resulting combined bins underwent assembly procedures to 
regenerate the consensus sequences. 

The final assembled templates were subsequently annotated using the following procedure. 
10 Tenq>late sequences were analyzed using BLASTN (v2.0, NCBI) versus gbpri (GenBank version 
135). "Hits" were defined as an exact match having from 95% local identity over 200 base pairs 
through 100% local identity over 100 base pairs, or a homolog match having an E-value, i.e. a 
probability score, of ^ 1 x lO"*. The hits were subject to frameshift FASTx versus GENPEPT 
(GenBank version 135). (See Table 8). In this analysis, a homolog match was defined as havmg an 
15 E-value of ^ 1 x 10 -^ The assembly method used above was described in "System and Methods for 
Analyzing Biomolecular Sequences," U.S.S.N. 09/276,534, filed March 25, 1999, and the LIEESEQ 
Gold user manual (Incyte) both incorporated by reference herein. 

Following assembly, template sequences were subjected to motif, BLAST, and functional 
analyses, and categorized in protein hierarchies using methods described in, e.g., "Database System 
20 Employing Protein Function Hierarchies for Viewing Biomolecular Sequence Data," U.S. Patent 
Number 6,023,659; "Relational Database for Storing Biomolecule Information," U.S.S.N. 
08/947,845. filed October 9, 1997; "Project-Based Full-Length Biomolecular Sequence Database," 
U.S. Patent Numba- 5.953,727; and "Relational Database and System for Storing Information 
Relating to Biomolecular Sequences," U.S.S.N. 09/034.807, filed March 4. 1998, all of which are 

2 5 incorporated by reference herein. 

The teii5)late sequences were further analyzed by translating each template m all three 
forward reading frames and searching each translation against tiie Pf am database of hidden Markov 
model-based protein families and domams using the HMMER software package (available to the 
pubUc from Washington University School of Medicine, St. Louis MO). Regions of templates which. 

30 when translated, contain sunilarity to Pfam consensus sequences are reported in Table 3, along with ^ 
descriptions of Pfam protein domains and famiUes. Only those Pfam hits witii an E-value of ^ 1 x lO"' 
are reported. (See also World Wide Web site http://pfam.wusd.edu/ for detailed descriptions of Pfam 

protein domains and families.) 

Additionally, die tenq>late sequences were translated in all tiiree forward reading frames, and 
each translation was searched against hidden Markov models for signal peptides using tiie HMMER 
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software package. Construction of hidden Markov models and their usage in sequence analysis has 
been described. (See, for example, Eddy, S.R. (1996) Curr. Opin. Str. Biol. 6:361-365.) Only those 
signal peptide hits with a cutoff score of 11 bits or greater are reported. A cutoff score of 11 bits or 
greater corresponds to at least about 91-94% true-positives in signal peptide prediction. Template 
5 sequences were also translated in all three forward reading frames, and each translation was searched 
against TMHMMER, a program that uses a hidden Markov model (HMM) to delineate 
transmembrane segments on protein sequences and determine orientation (Sonnhanamer, E.L. et al. 
(1998) Proc. Sixth Intl. Conf. On Intelligent Systems for Mol. Biol., Glasgow et al., eds.. The Am. 
Assoc. for Artificial Intelligence (AAAI) Press, Menlo Park, CA, and MTT Press, Cambridge, MA, 
10 pp. 175-182.) Regions of templates which, when translated, contain similarity to signal peptide or 
transmembrane consensus sequences are reported in Table 4. 

The results of HMMER analysis as reported in Tables 3 and 4 may support the results of 
BLAST analysis as reported in Table 2 or may suggest alternative or additional properties of 
template-encoded polypeptides not previously uncovered by BLAST or other analyses. 
15 Template sequences are further analyzed using the bioinformatics tools listed in Table 8, or 

using sequence analysis software known in the art such as MACDNASIS PRO software (Hitachi 
Software Engineering, South San Francisco CA) and LASERGENE software (DNASTAR). 
Template sequences may be further queried against public databases such as the GenBank rodent, 
mammalian, vertebrate, prokaryote, and eukaryote databases. 
20 The template sequences were translated to derive the corresponding longest open reading 

frame as presented by the polypeptide sequences as reported in Table 7. Alternatively, a polypeptide 
of the invention may begin at any of the methionine residues within the full length translated 
polypeptide. Polypeptide sequences were subsequently analyzed by querying against the GenBank 
protein database (GENPEPT, (GenBank version 135)). Full length polynucleotide sequences are also 
25 analyzed using MACDNASIS PRO software (Hitachi Software Engineering, South San Francisco 

CA) and LASERGENE software (DNASTAR). Polynucleotide and polypeptide sequence alignments 
are generated using default parameters specified by the CLUSTAL algorithm as incorporated into the 
MEGALIGN muWsequence alignment program (DNASTAR), which also calculates the percent 
identity between aligned sequences. 
30 Table 7 shows sequences with homology to the polypeptides of the invention as identified by 

BLAST analysis against the GenBank protein (GENPEPT) database. Column 1 shows the 
polypeptide sequence identification number (SEQ ID NO:) for the polypeptide segments of the 
invention. Column 2 shows the reading frame used in the translation of the polynucleotide sequences 
encoding the polypeptide segments. Column 3 shows the length of the translated polypeptide 
35 segments. Columns 4 and 5 show the start and stop nucleotide positions of the polynucleotide 
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sequences encoding the polypeptide segments. Column 6 shows the GenBank identification number 
(GI Number) of the nearest GenBank homolog. Column 7 shows the probability score for the match 
between each polypeptide and its GenBank homolog. Column 8 shows the annotation of the 
GenBank homolog. 
5 V, Analysis of Polynucleotide Expression 

Northern analysis is a laboratory technique used to detect the presence of a transcript of a 
gene and involves the hybridization of a labeled nucleotide sequence to a membrane on which RNAs 
from a particular cell type or tissue have been bound. (See, e.g., Sambrook, supra, ch. 7; Ausubel, 
1995, supra , ch. 4 and 16.) 

10 Analogous computer techniques applying BLAST were used to search for identical or related 

molecules in cDNA databases such as GenBank or LIFESEQ (Incyte Genomics). This analysis is 
much faster than multiple membrane-based hybridizations. In addition, the sensitivity of the 
computer search can be modified to determine whether any particular match is categorized as e:cact or 
similar. The basis of the search is the product score, which is defined as: 

15 

BLAST Score x Percent Identity 

5 X mmimum {length(Seq. 1), length(Seq. 2)} 

The product score takes into account both the degree of similarity between two sequences and the 
20 length of the sequence match. The product score is a normalized value between 0 and 100, and is 
calculated as follows: the BLAST score is multiplied by the percent nucleotide identity and the 
product is divided by (5 times the length of the shorter of the two sequences). The BLAST score is 
calculated by assigning a score of +5 for every base that matches in a high-scoring segment pair 
(HSP), and -4 for every mismatch. Two sequences may share more than one HSP (separated by 
25 gaps). If there is more than one HSP, then the pair with tiie highest BLAST score is used to calculate 
the product score. The product score represents a balance between fractional overlap and quality in a 
BLAST alignment. For example, a product score of 100 is produced only for 100% identity over the 
entire length of the shorter of the two sequences being compared. A product score of 70 is produced 
either by 100% identity and 70% overlap at one end, or by 88% identity and 100% overlap at the 
30 other. A product score of 50 is produced either by 100% identity and 50% overlap at one end, or 
79% identity and 100% overlap. 

VI. Tissue Distribution Profiling 

A tissue distribution profile is determined for each template by compiling the cDNA library 
3 5 tissue classifications of its component cDNA sequences. Each component sequence, is derived from 
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a cDNA library constructed from a human tissue. Each human tissue is classified into one of the 
following categories: cardiovascular system; connective tissue; digestive system; embryonic 
structures; endocrine system; exocrine glands; genitalia, female; genitalia, male; germ cells; hemic 
and immune system; liver; musculoskeletal system; nervous system; pancreas; respiratory system; 

5 sense organs; skin; stomatognathic system; unclassified/mixed; or urinary tract. Template sequences, 
component sequences, and cDNA library/tissue information are found in the LIFESEQ GOLD 
database (hicyte Genomics, Palo Alto CA). 

Table 6 shows the tissue distribution profile for the templates of the invention. For each 
template, the three most firequently observed tissue categories are shown in column 3, along with the 

10 percentage of component sequences belonging to each category. Only tissue categories with 

percentage values of ^10% are shown. A tissue distribution of "widely distributed" in column 3 
indicates percentage values of <10% in all tissue categories. 

Vn. Transcript Image Analysis 
15 Transcript images are generated as described in Seilhamer et al., "Comparative Gene 

Transcript Analysis," U.S. Patent Number 5,840,484, incorporated herein by reference. 

Vni. Extension of Polynucleotide Sequences and Isolation of a Full-length cDNA 

Oligonucleotide primers designed using an mddt of the Sequence Listing are used to extend 

20 the nucleic acid sequence. One primer is synthesized to initiate 5' extension of the template, and the 
other primer, to initiate 3' extension of the template. The mitial primers may be designed using 
OIIGO 4.06 software (National Biosciences, Inc. (National Biosciences), Plymouth MN), or another 
appropriate program, to be about 22 to 30 nucleotides in length, to have a GC content of about 50% 
or more, and to anneal to the target sequence at temperatures of about 68 ''C to about 72**C. Any 

25 stretch of nucleotides which would result in hairpin stmctures and primer-primer dunerizations are 
avoided. Selected human cDNA libraries are used to extend the sequence. If more than one 
extension is necessary or desired, additional or nested sets of primers are designed. 

High fidelity amplification is obtamed by PGR usmg methods well known m the art. PGR is 
performed in 96-well plates usmg the PTC-200 thermal cycler (MJ Research). The reaction mix 

30 contains DNA template, 200 nmol of each primer, reaction buffer containing Mg^*, (NH4)2S04, and B- 
mercaptoethanol, Taq DNA polymerase (Amersham Pharmacia Biotech), ELONGASE enzyme (Life 
Technologies), and Pfu DNA polymerase (Stratagene), with the following parameters for primer pair 
PCI A and PCI B: Step 1: 94**C, 3 mm; Step 2: 94**C, 15 sec; Step 3: 60°C, 1 min; Step 4: 68°C, 2 
min; Step 5: Steps 2, 3, and 4 repeated 20 times; Step 6: 68**C, 5 mm; Step 7: storage at 4^C. hi the 

35 alternative, the parameters for primer pair T7 and SK+ are as follows: Step 1: 94 "^C, 3 min; Step 2: 
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94»C, 15 sec; Step 3: 57°C, 1 min; Step 4: 68°C. 2 min; Step 5: Steps 2, 3. and 4 repeated 20 times; 
Step 6: 68°C, 5 min; Step 7: storage at 4°C. 

The concentration of DNA in each well is determined by dispensing 100 /il PICOGREEN 
quantitation reagent (0.25% (v/v); Molecular Probes) dissolved in IX Tris-EDTA (TE) and 0.5 ^1 of 
5 undiluted PGR product into each well of an opaque fluorimeter plate (Coming Incorporated 
(Coming). Coming NY), allowing the DNA to bind to the reagent. The plate is scanned in a 
FLUOROSKAN H (Labsystems Oy) to measure the fluorescence of the sample and to quantify the 
concentration of DNA. A5 ,xlto 10 ^1 aliquot of the reaction mixture is analyzed by electrophoresis 
on a 1 % agarose mini-gel to determine which reactions are successful m extending the sequence. 
10 The extended nucleotides are desalted and concentrated, transferred to 384-well plates, 

digested with CviJI cholera vims endonuclease (Molecular Biology Research. Madison WI). and 
sonicated or sheared prior to religation into pUC 18 vector (Amersham Pharmacia Biotech). For 
shotgun sequencing, the digested nucleotides are separated on low concentration (0.6 to 0.8%) 
agarose gels, fragments are excised, and agar digested with AGAR ACE (Promega). Extended clones 
15 are reUgated using T4 ligase (New England Biolabs. Inc.. Beverly MA) into pUC 18 vector 

(Amersham Pharmacia Biotech), treated with Pfu DNA polymerase (Stratagene) to fill-in restriction 
site overhangs, and transfected into competent KcoU cells. Transformed cells are selected on 
antibiotic-containmg media, individual colonies are picked and cultured overnight at 37°C in 384- 
well plates in LB/2x carbenicillin liquid media. 
20 The cells are lysed, and DNA is amplified by PGR using Taq DNA polymerase (Amersham 

Pharmacia Biotech) and Pfu DNA polymerase (Stratagene) with the foUowing parameters: Step 1: 
94-C. 3 min; Step 2: 94°C, 15 sec; Step 3: 60°C, 1 mm; Step 4: 72X, 2 mm; Step 5: steps 2. 3, and 4 
repeated 29 times; Step 6: 72°C, 5 min; Step 7: storage at 4°C. DNA is quantified by PICOGREEN 
reagent (Molecular Probes) as described above. Samples with low DNA recoveries are leamplified 
25 using the same conditions as described above. Samples are dUuted with 20% dimethysulfoxide (1:2, 
v/v). and sequenced usmg DYENAMIC energy transfer sequencmg primers and tiie DYENAMIC 
DIRECT kit (Amersham Pharmacia Biotech) or the ABI PRISM BIGDYE Terminator cycle 
sequraicing ready reaction kit (AppUed Biosystems). 

In like manner, tiie mddt is used to obtain regulatory sequences (promoters, mtrons, and 
30 enhancers) using the procedure above, oUgonucleotides designed for such extension, and an 
appropriate genomic library. 

IX. Labelii^ of Probes and Southern Hybridization Analyses 

Hybridization probes derived from the mddt of the Sequence Listing are employed for 
35 screening cDNAs, mRNAs, or genomic DNA. The labeling of probe nucleotides between 100 and 
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1000 nucleotides in length is specifically described, but essentially the same procedure may be used 
with larger cDNA fi-agments. Probe sequences are labeled at room temperature for 30 minutes using 
a T4 polynucleotide kinase, t^^P-ATP, and 0.5X One-Phor-All Plus (Amersham Pharmacia Biotech) 
buffer and purified using a ProbeQuant G-50 Microcolumn (Amersham Pharmacia Biotech). The 
5 probe mixture is diluted to 10'^ dpm/^g/ml hybridization buffer and used in a typical membrane-based 
hybridization analysis. 

The DNA is digested with a restriction endonuclease such as Eco RV and is electrophoresed 
through a 0.7% agarose gel. The DNA fi:agments are transferred firom the agarose to nylon membrane 
(NYTRAN Plus, Schleicher & Schuell, Inc., Keene NH) using procedures specified by the 

10 manufacturer of the membrane. Prehybridization is carried out for three or more hours at 68**C, and 
hybridization is carried out overnight at 68 °C. To remove non-specific signals, blots are sequentially 
washed at room temperature under increasingly stringent conditions, up to O.lx saline sodium citrate 
(SSC) and 0.5% sodium dodecyl sulfate. After the blots are placed in a PHOSPHORIMAGER 
cassette (Molecular Dynamics) or are exposed to autoradiography film, hybridization patterns of 

15 standard and experimental lanes are compared. Essentially the same procedure is employed when 
screening RNA. 

X, Chromosome Mapping of mddt 

The cDNA sequences which were used to assemble SEQ ID NO: 1-104 are compared with 
20 sequences from the Incyte LIFESEQ database and public domain databases using BLAST and other 
implementations of the Smith-Waterman algorithm. Sequences fi-om these databases that match SEQ 
ID NO: 1-104 are assembled mto clusters of contiguous and overlapping sequences using assembly 
algorithms such as PHRAP (Table 8). Radiation hybrid and genetic mapping data available from 
public resources such as the Stanford Human Genome Center (SHGC), Whitehead Institute for 
25 Genome Research (WIGR), and Genethon are used to determine if any of the clustered sequences 
have been previously mapped. Inclusion of a mapped sequence in a cluster will result in the 
assignment of all sequences of that cluster, including its particular SEQ ID NO:, to that map location. 
The genetic map locations of SEQ ID NO: 1-104 are described as ranges, or intervals, of human 
chromosomes. The map position of an interval, in centiMorgans, is measured relative to the terminus 
30 of the chromosome's p-ann. (The centiMorgan (cM) is a unit of measurement based on 

recombination frequencies between chromosomal markers. On average, 1 cM is roughly equivalent 
to 1 megabase (Mb) of DNA in humans, although this can vary widely due to hot and cold spots of 
recombination.) The cM distances are based on genetic markers mapped by Genethon which provide 
boundaries for radiation hybrid markers whose sequences were included in each of the clusters. 

35 
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XI. Microarray Analysis 

Probe Preparation from Tissue or Cell Samples 

Total RNA is isolated from tissue san^les using the guanidinium thiocyanate method and 
polyA"^ RNA is purified using the oligo (dT) cellulose method. Each polyA"^ RNA san^le is reverse 
5 transcribed using MMLV reverse-transcriptase, 0.05 pg//xl oligo-dT primer (21mer), IX first strand 
buffer, 0.03 units//il RNase inhibitor, 500 fiM dATP, 500 /xM dGTP, 500 fiM dTTP, 40 nM dCTP, 
40 dCTP-Cy3 (BDS) or dCTP-Cy5 (Amersham Pharmacia Biotech). The reverse transcription 
reaction is performed in a 25 ml volume containing 200 ng polyA"^ RNA with GEMBRIGHT kits 
(Incyte). Specific control polyA^ RNAs are synthesized by in vitro transcription from non-coding 
10 yeast genomic DNA (W. Lei, unpublished). As quantitative controls, the control mRNAs at 0.002 ng, 
0.02 ng, 0.2 ng, and 2 ng are diluted into reverse transcription reaction at ratios of 1:100,000, 
1:10,000, 1:1000, 1:100 (w/w) to sample mRNA respectively. The control mRNAs are diluted into 
• reverse transcription reaction at ratios of 1:3, 3:1, 1:10, 10:1, 1:25, 25:1 (w/w) to sample mRNA 
differential expression patterns. After incubation at 37° C for 2 hr, each reaction sample (one with 
15 Cy3 and another with Cy5 labeling) is treated with 2.5 ml of 0.5M sodium hydroxide and incubated 
for 20 minutes at 85° C to the stop the reaction and degrade the RNA. Probes are purified using two 
successive CHROMA SPIN 30 gel filtration spin columns (CLONTECH Laboratories, Inc. 
(CLONTECH)> Palo Alto CA) and after combining, both reaction samples are ethanol precipitated 
using 1 ml of glycogen (1 mg/mJ), 60 ml sodium acetate, and 300 ml of 100% ethanol. The probe is 
2 0 then dried to completion usmg a SpeedVAC (Savant Instruments Inc., Holbrook NY) and 
resuspended in 14 fi\ 5X SSC/0.2% SDS. 

. Microarrav Preparation 

Sequences of the present invention are used to generate array elements. Bach array element 
25 is anqilified from bacterial cells containing vectors with cloned cDNA inserts. PGR amplification 
uses primers conq)lementary to the vector sequences flanking the cDNA insert. Array elements are 
amplified in thirty cycles of PGR from an initial quantity of 1-2 ng to a final quantity greater than 5 
fig. Amplified array elements are then purified using SEPHAGRYL-400 (Amersham Pharmacia 
Biotech). 

30 Purified array elements are immobilized on polymer-coated glass slides. Glass microscope 

slides (Goming) are cleaned by ultrasound m 0.1% SDS and acetone, with extensive distilled water 
washes between and after treatments. Glass slides are etched in 4% hydrofluoric acid (VWR 
Scientific Products Gorporation (VWR), West Ghester, PA), washed extensively in distilled water, 
and coated with 0.05% aminopropyl silane (Sigma) in 95% ethanol. Goated slides are cured in a 

35 IWGoven. 
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Array elements are applied to the coated glass substrate using a procedure described in US 
Patent No. 5,807,522, incorporated herein by reference, 1 ill of the array element DNA, at an average 
concentration of 100 ng//il, is loaded into the open capillary printing element by a high-speed robotic 
apparatus. The apparatus then deposits about 5 nl of array element sample per sUde. 

Microairays are UV-crosslinked using a STRATALttJKER UV-crosslinker (Stratagene). 
Microarrays are washed at room temperature once in 0.2% SDS and three times in distilled water. 
Non-specific binding sites are blocked by incubation of microarrays in 0.2% casein m. phosphate 
buffered saline (PBS) (Tropix, Inc., Bedford, MA) for 30 minutes at 60°C foUowed by washes in 
0.2% SDS and distilled water as before. 

Hybridization 

Hybridization reactions contain 9 ^1 of probe mbcture consisting of 0.2 fig each of Cy3 and 
Cy5 labeled cDNA synthesis products in 5X SSC, 0.2% SDS hybridization buffer. The probe 
mixture is heated to 65° C for 5 minutes and is aliquoted onto the microarray surface and covered with 
an 1.8 cm^ coverslip. The arrays are transferred to a waterproof chamber havmg a cavity just slightly 
larger than a microscope sUde. The chamber is kept at 100% humidity intemaUy by the addition of 
140 III of 5x SSC in a comer of the chamber. The chamber containing the arrays is incubated for 
about 6.5 hours at 60° C. The arrays are washed for 10 min at 45° C in a first wash buffer (IX SSC, 
0.1% SDS), three times for 10 minutes each at 45°C in a second wash buffer (O.IX SSC), and dried. 

Detection 

Reporter-labeled hybridization complexes are detected with a microscope equipped with an 
Innova 70 mixed gas 10 W laser (Coherent, Lie, Santa Clara CA) capable of generating spectral lines 
at 488 nm for excitation of Cy3 and at 632 nm for excitation of Cy5. The excitation laser light is 
focused on the array using a 20X microscope objective (Nikon, Inc., MelviUe NY). The slide 
containmg the array is placed on a computer-controlled X-Y stage on the microscope and raster- 
scanned past the objective. The 1.8 cm x 1.8 cm array used in the present example is scanned with a 
resolution of 20 micrometers. 

In two separate scans, a mixed gas multiline laser excites the two fluorophores sequentially. 
Emitted light is split, based on wavelengtti, into two photomultiplier tube detectors (PMT R1477, 
Hamamatsu Photonics Systems, Bridgewater NJ) corresponding to the two fluorophores. Appropriate 
filters positioned between the array and the photomultiplier tubes are used to filter the signals. The 
emission maxima of the fluorophores used are 565 nm for Cy3 and 650 nm for Cy5. Each array is 
typically scanned twice, one scan per fluorophore using the appropriate filters at the laser source, 
although the apparatus is capable of recordmg the spectra from both fluorophores sunultaneously . 
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The sensitivity of the scans is typically calibrated using the signal intensity generated by a 
CDNA control species added to the probe mix at a known concentration. A specific location on the 
array contains a complementary DNA sequence, allpwmg the intensity of the signal at that location to 
be correlated with a weight ratio of hybridizmg species of 1: 100,000. When two probes from 
s differentsources(e.g.,representmgtestandcontrolceUs),eachlabeledwithadifferentf^^^^^^^ 

are hybridized to a single array for the purpose of identifying genes that are differentially expressed, 
the calibration is done by labeling samples of the caUbrating cDNA with the two fluorophores and 
adding identical amounts of each to the hybridization mixture. 

The output of the photomultiplier tube is digitized using a 12-bit RTl-SSSH analog-to-drgxtal 
xo (A/D) conversion board (Analog Devices, Inc., Norwood, MA) installed in an IBM-compatible PC 
computer. The digitized data are displayed as an unage where the signal intensity is mapped usmg a 
lixiear 20-color transformation to a pseudocolor scale ranging from blue Oow signal) to red (high 
signal) The data is also analyzed quantitatively. Where two different fluorophores are excited and 
xrieasuxed simultaneously, the data are fxrst corrected for optical crosstalk (due to overlappmg 
X5 emission spectra) between the fluorophores using each fluorophore's emission spectrum. 

A grid is superimposed over the fluorescence signal image such that the signal from each spot 
is centered in each element of ti.e grid. The fluorescence signal within each element is then 
mtegrated to obuin a numerical value corresponding to the average intensity of the signal. The 
software used for signal analysis is the GEMTOOLS gene expression analysis program (Incyte 
20 Genomics). Array elements tiiat exhibit at least about a two-fold change in expression, a signal-to- 
background ratio of atleast about 2.5,and an element spot size of at least abo«t40%. are considered 

to be differentially expressed.). 

xn. Complementary Nucleic Acids 

Sequences con^lementary to the mddt are used to detect, decrease, or inhibit expression of 
the naturally occurring nucleotide. The use of oUgonucleotides comprising from about 15 to 30 base 
pairs is typical in the art. However, smaller or larger sequence fragments can also be used. 
Appropriate oUgonucleotides are designed from the mddt usmg OUGO 4.06 software (National 
Biosciences) or other appropriate programs and are synti»esized using methods standard in the art or 
30 c^deredfromacommercialsuppUer. To inhibit transcription, a complementary oUgonucleotide is 
designed from the most unique 5' sequence and used to prevent transcription factor bmding to the 
promoter sequence. To inhibit translation, a complementary oUgonucleotide is designed to prevent 
ribosomal Irindmg and processmg of die transcript 
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BcpiessioB and purification of MDDT is KCompllslBd using l»cteri.l " vims^ased 
expression systems. For expression of MDDT in bacteria, cDNA is subcloned inU. «■ appropnate 
vector containing an antibiotic resistance gene and an iMuciblepron^tcr that directs high levds o^ 

CDNA transcription. Examples of such pron».ers include, bu, are no. United to. the »p-i<.c («c) 
5 hybrid promoter and the T5 or T7 bacteriophage promoter in cotgtmcUoo with the i«c operator 

regulatory element. Recombinant vectors are tnmsformed into suitable bacterial hosts. e.g.. 

BL21(DE3) Antibioric resisumt bacteria express MDDT upon induction with isopropyl beta-D- 

thiogalactopytanoside (IPTG). Expression of MDDT in eukaryotlc cells Is «=bieved by infecting 

insect or mamrnalian cell lines with recon^inan. AsMPhisaca^ 
X. (AcMNPV), commonly known as baculovirns. The nonessential polyhedri. gene of baculovtrus - 

replaced with cDNA encoding MDDT by either homologous teconibtoation or bacterial-medtated 

transposition involvmg transfer plasmid intermediates. Viral infecdvity is n^intain^i and the Sti^ 

polyhedrin promoter drives high levels of cDNA transcription. R«»n«n«.. baculovirus is us»l to 
infect Cr^.-^.^fr..H.e,da (Sf9) insect cells in most cases, or human l«p«ocyt«. in some c<^. 
IS bfectionotthelatierrequiresadditionalgeneticmodificadonstobacnlovirus. (Seee.g..Engelhani. 

supra ; and Sandig, supra.) 

In most expression systems, MDDT is synthesized as a fusion protein with, e.g., glutathione 
S-transferase (GST) or a peptide epitope tag. such as FLAG or 6.1fis. permitting rapid, single-step, 
affinity-based purification of recombinant fusion protein from crude cell lysates. GST, a 26- 

30 kilodalton enzyme from SeMstos^^ 

in^obiWglutatMone under conditions that maintainprotein activity and antigenici^ 

Phannacia Biotech). Following purification, the GST moiety can be proteolytically cleaved from 
MDDT at specifically engineered sites. FLAG, an 8-amino acid peptide, enables immnnoaffimty 
purification usmg commercially available monoclone and polyclonalanti-FLAGantibodies 
35 KodakCompany.RochesterNY). 6-ffis. a stretch of six consecutive histidine residues, enables 
purification on metal-chelate resins (QIAGEN). Methods for protein expression and purification 
discussedh, Ausubel(1995,^, Chapters 10andl6).PurifiedMDDr obtained 

can be used directly in the foUowing activity assay. 



30 



XIV. Demonstration of MDDT Activity 

MDDT or biologically active fragments thereof, are labeled with -I Bolton-Hunter reagent. 
(See. e.g.. Bolton. A.E.andW.M. Hunter (1973)Biochem.I.133:529-539.)Candidat«mol^^^^^ 
p^viously arrayed in the wells ofamulti-wellplate are incubated withthelabeledMDDT.was^^^ 

and any wells with labeled MDDT complex are assayed. Data obtamed using different 
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concentrations of MDDT are t.ed to calculate values for the number, affinity, and association of 
MDDT with the candidate molecules. 

Alternatively, molecules interacting with MDDT are analyzed using the yeast two-hybrid 
system as described in Fields. S. and O. Song (1989) Nature 340:245-246, or using commercially 
I available kits based on the two-hybrid system, such as the MATCHMAKER system (CLONTECH). 

MDDT may also be used m the PATHCALLING process (CuraGen Corp., New Haven CT) 
whrch employs the yeast two-hybrid system in a high-throughput manner to determine all interactions 
between the proteins encoded by two large libraries of genes (Nandabalan, K. et al. (2000) U S 
Patent No. 6,057,101). 
XV. Functional Assays 

MDDT function is assessed by expressing mddt at physiologically elevated levels in 
mammalian cell culture systems. cDNA is subcloned into a mammalian expression vector containing 
a strong promoter that drives high levels of cDNA expression. Vectors of choice include pCMV 
SPORT (Life Technologies) and pCRS.l (Invitrogen Corporation, Carlsbad CA), both of which 
contam the cytomegalovirus promoter. S-lO-^g Of recombinant vector are transiently transfected into 
a human cell line, preferably of endothelial or hematopoietic origin, using either liposome 
formulations or electroporation. 1-2 ^g of an additional plasmid containing sequences encodmg a 
maitef protein are co-transfected. 

Expression of a marker protein provides a means to distinguish transfected cells from 
nontransfected cells and is a reUable predictor of cDNA expression from the recombinant vector 

Markerproteinsofchoicemclude,e.g.,GreenFluorescentProtein(GFP; CLONTECH) CD64 ora 
CD64-GFP fusion protein. How cytometry (FCM), an automated laser optics-based technique 'is 
used to Identify transfected cells expressing GFP or CD64<}FP and to evaluate the apoptotic state of 
the cells and other cellular properties. 

FCM detects and quantifies the uptake of fluorescent molecules that diagnose events 
precedmg or coincident with ceU death. These events include changes in nuclear DNA content as 
measured by staming of DNA with propidium iodide; changes in ceU size and granularity as 
measured by forward light scatter and 90 degree side light scatter; down-regulation of DNA synthesis 
as measured by decrease in bromodeoxyuridine uptake; alterations m expression of cell surface and 
mtracenular proteins as measured by reactivity with specific antibodies; and alterations m plasma 
membrane composition as measured by the binding of fluoresceinK^onjugated Amiexin V protein to 
the cell surface. Methods m flow cytometry are discussed in Ormerod, M. G. (1994) How 
Cvtometrv. Oxford, New York NY. 

The influence of MDDT on gene expression can be assessed using highly purified 
populations of cells transfected with sequences encoding MDDT and either CD64 or CD64<JH'. 
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CD64 and CD64-GFP are expressed on the surface of transfected cells and bind to conserved regions 
of human immunoglobulin G (IgG). Transfected cells are efficiently separated from nontransfected 
cells using magnetic beads coated with either human IgG or antibody against CD64 (DYNAL, Inc., 
Lake Success NY), mRNA can be purified from the cells using methods well known by those of skill 
5 in the art. Expression of naRNA encoding MDDT and other genes of interest can be analyzed by 
northern analysis or nodcroarray techniques. 

XVI. Production of Antibodies 

MDDT substantially purified using polyacrylamide gel electrophoresis (PAGE; see, e.g., 
10 Harrington, M.G. (1990) Methods EnzymoL 182:488-495), or other purification techniques, is used to 
immunize rabbits and to produce antibodies using standard protocols. 

Alternatively, the MDDT amino acid sequence is analyzed using LASERGENE software 
. (DNASTAR) to determine regions of high immunogenicity, and a corresponding peptide is 
synthesized and used to raise antibodies by means known to those of skill in the art. Methods for 
15 selection of appropriate epitopes, such as those near the C-terminus or in hydrophilic regions are well 
described in the art. (See, e.g., Ausubel, 1995, supra . Chapter 11.) 

Typically, peptides 15 residues in length are synthesized using an ABI 431 A peptide 
synthesizer (Applied Biosystems) using fmoc-chemistry and coupled to KLH (Sigma) by reaction 
with N-maleimidobenzoyl-N-hydroxysuccinimide ester (MBS) to increase immunogenicity. (See, 
20 e.g., Ausubel, supra .) Rabbits are immunized with the peptide-KLH conq)lex in complete Freund's 
adjuvant. Resulting antisera are tested for antipeptide activity by, for example, binding the peptide to 
plastic, blocking with 1% BSA, reacting with rabbit antisera, washing, and reacting with radio- 
iodinated goat anti-rabbit IgG. Antisera with antipeptide activity are tested for anti-MDDT activity 
using protocols well known in the art, including ELISA, RIA, and inununoblotting. 

25 

XVII. Purification of NaturaUy Occurring MDDT Using Specific Antibodies 
Naturally occurring or recombinant MDDT is substantially purified by immunoaffinity 

chromatography using antibodies specific for MDDT. An immtmoaffinity column is constructed by 
covalently coupling anti-MDDT antibody to an activated chromatographic resin, such as 
3 0 CNBr-activated SEPHAROSE (Amersham Pharmacia Biotech). After the coupling, the resin is 
blocked and washed according to the manufacturer's instructions. 

Media containing MDDT are passed over the immunoaffinity column, and the column is 
washed under conditions that allow the preferential absorbance of MDDT (e.g., high ionic strength 
buffers in the presence of detergent). The column is eluted under conditions that disrupt 
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antibody/MDDT binding (e.g., a buffer of pH 2 to pH 3, or a high concentration of a chaotrope, such 
as urea or thiocyanate ion), and MDDT is collected. 

All publications and patents mentioned m the above specification are herein mcoiporated by 
5 reference. Various modifications and variations of the described method and system of the invention 
will be apparent to those skilled in the art without departing from the scope and spirit of the 
invention. Although the invention has been described in connection with specific preferred 
embodiments, it should be understood that the invention as claimed should not be unduly limited to 
such specific embodiments. Lideed, various modifications of the above-described modes for carrying 
10 out the invention which are obvious to those skilled in the field of molecular biology or related fields 
are intended to be within the scope of the following claims. 
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1129 


1188 


forward 1 


CD 

or 




12 


LG:027320.5:2002JAN1 8 


1129 


1 191 


forward 1 


CD 

or 




12 


LG:027320.5:2002JAN1 8 


2534 


2602 


lorwara z 


CD 

or 




12 


LG:027320.5:2002JAN1 8 


810 


869 


forward 3 


CD 

or 




12 


LG:027320.5:2002JAN1 8 


810 


869 


forward o 


CD 

or 




12 


LG:027320.5:2002JAN1 8 


729 


779 


forward 3 


CD 

or 




12 


LG:027320.5:2002JAN1 8 


810 


n ~7 o 

878 


forward o 


CD 

or 




13 


LG:057499. 1 :2002J AN 1 8 


1 


772 




ThA 
IIVI 


CAlllJOt?UUlLJI 


13 


LG:057499. 1 :2002J AN 1 8 


773 


792 




IM 


1 ransmor I iur\ji ifc? 


13 


LG:057499. 1 :2002J AN 1 8 


793 


804 




IM 




13 


LG:057499. 1 :2002J AN 1 8 


805 


827 




TKA 
IM 


irar 151 iioi 1 iijitji it? 


13 


LG:057499. 1 :2002J AN 1 8 


828 


1209 




IM 


zxrra c© 1 lu 1 vj r 


13 


LG:057499. 1 :2002J AN 1 8 


1210 


1232 




TKA 
iM 


rarisrri©rnijrvji it? 


13 


LG:057499. 1 :2002JAN 1 8 


1233 


1290 




TKA 
IM 


^^yTOoOIIO 


13 


LG:057499.1 :2002JAN18 


1291 


1310 




T^ A 
IM 


rarisrriQrTi D ru ri fc? 


13 


LG:057499. 1 :2002JAN 1 8 


1311 


1868 




TKA 
TM 


zXTraceiiuiur 


13 


LG:057499. 1 :2002J AN 1 8 


1869 


1891 




TK A 
IM 


1 rarisruerriDrciric? 


13 


LG:057499.1 :2002JAN1 8 


1892 


1937 




IM 


L-ryTOSOIIC 


13 


LG:057499. 1 :2002J AN 1 8 


1938 


1960 




T^ A 
IM 


1 rarisrii©!! iLjrcjf it? 


13 


LG:057499. 1 :2002J AN 1 8 


1961 


2243 




TK A 
IM 


iXTrac©iiuicir 


13 


LG:057499.1 :2002JAN1 8 


1 


933 




TKA 

IM 


. Xu ace 1 1 u 1 1 


13 


LG:057499. 1 :2002J AN 1 8 


934 


956 




TKA 
IM 


1 r Ui lol 1 Ic^l I ikJI vJl It:^ 


13 


LG:057499. 1 :2002J AN 1 8 


957 


1 177 




TK>I 
IM 




13 


LG:057499.1 :2002JAN1 8 


1 178 


1200 




TKA 
IM 


1 1 VJI lol 1 lol 1 li^l vJI IC7 


13 


LG:057499. 1 :2002J AN 1 8 


1201 


1209 




TKA 
IIVI 


Pv+r/^r'olh ilnr 

C A 1 1 U <^ 11 U 1 1 


13 


LG:057499. 1 :2002J AN 1 8 


1210 


1232 




TK A 
IM 


1 ransn lol i lui vji it? 


13 


LG:057499.1 :2002JAN1 8 


1233 


1 O AIT 

1345 




TKA 
IM 




13 


LG:057499. 1 :2002J AN 1 8 


1346 


1368 




T^ A 
1 M 


1 rOi ibi 1 lol 1 lui \Ji It? 






1369 


1387 




TM 


Extracellular 


13 


LG:057499.1 :2002JAN1 8 


1388 


1410 




TM 


Transmembrane 


13 


LG:057499. 1 :2002J AN 1 8 


1411 


1429 




TM 


Cytosolic 


13 


LG:057499.1 :2002JAN 1 8 


1430 


1452 




TM 


Transmembrane 


13 


LG:057499. 1 :2002JAN1 8 


1453 


1937 




TM 


Extracellular 


13 


LG:057499.1 :2002JAN18 


1938 


1960 




TM 


Transmembrane 


1 13 


LG:057499. 1 :2002JAN1 8 


1961 


2098 




TM 


Cytosolic 
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TABLE 4 



SEQ ID 
NO: 



Template ID 



13 



LG:057499. 1 :2002JAN18 



13 



1 c;-nFi7499. 1 :2002JAN1 8 



13 



I c:;-n.'S7499.1:2002JAN18 



13 



I f:;-nS7499. 1 :2002J AN 1 8 



13 

13 



13 



13 



13 



13 



13 



13 



Start 



Stop 



2099 



2122 



Frame 



2121 



2141 



2164 



LG:057499. 1 ■2002JAN1 8 
LG:057499. 1 :2002JAN 1 8 



LG:057499. 1 :2002JAN1 8 



2140 



2163 



2169 



2170 
2193 



LG:057499. 1 :2002JAN1 8 



772 



LG:057499. 1 :2002J AN 1 8 
LG:0574?9Jj20g2JAN18_ 



LG:057499. 1 :2002JAN1 8 



13 



LG:057499.1 ■2002JAN1 8 



LG:057499. 1 ■.2002J AN1 8 



771 



794 



959 



982 



1085 



1108 



793 



958 



981 



1084 



1107 



1200 



13 



LG:057499. 1 ■■2002J AN 1 8 



13 



13 



13 



l-G:057499.1 :2002JAN18 
I ■G.057499. 1 ■2002JAN1 8 



LG:057499. 1 ■■2002J AN 1 8 



13 1 LG:057499.1 :2002JAN1 8 



1201 



1224 



1304 



1327 



1223 



1303 



1326 



1422 



l3 LG:057499.1 :2002JAN1 8 



13 I LG:057499. 1 :2002J AN 1 8 



1423 



1446 



1483 



^13 LG:057499.1 •.20Q2JAN18 



13 1 LG:057499. 1 :2002J AN 1 8 



"13 1 LG:057499. V.2002JAN1 8 



13 I a- nS7499. 1 •■2002JAN1 8 



l3 1 LG:057499. 1 :2002J AN 1 8 



"13 LG:057499. 1 ■■2002J AN 1 8 
1 C:057499. 1 :2002J AN Ig l 
. ^ LG:057499. 1 :2002JAN I ii_ 
l3 I LG:057499.1 :2002JAN1 8 



1506 



1594 



1445 



1482 



1505 



1593 



1614 



1627 



1628 



1650 



1651 



1656 



1657 



1679 



l3 I a;nfi 7499. 1 :2002JAN1 8 



_13 
J3 
13 



I fri-nS7499. 1 •.2002JAN1 8 



LG:057499. 1 :2002JAN1 8 



1680 
1684 



1683 
1706 



1707 



1799 



1800 



1823 



1937 



I f::; nR 7499. 1 :2002JAN1 8 



1960 



13 LG:057499.1:2002JANIB 
13 LG:057499.1 :2002JAN18 



2098 



2121 



13 I LG:057499 1 :2002JAN1 8 



2152 



13 LG:057499 1 •■2002JAN1 8 



T3 I LG:057499, 1 •.2002JAN1 8 



13 LG:057499. 1 :2002JAN 1 8 



13 1 LG:057499.1 :2002JAN1 8 



1 3 tLiGi0"57499. 1 •.2002J AN I O 
l3 LG-.057499. 1 ■2002J AN 1 8 



2175 



5782 



2329 
2329 



613 



1822 



1936 



1959 



2097 



2120 



2151 



2174 



2242 



Domain 
Type 



Topology 



TM 



TM 



Transmembrane 



TM 



Extracellular 
Transmembrane | 



TM 



Cytosolic 



TM 
TM 



Transmembrane 



TM 



TM 



TM 



TM 



TM 



Extracellular 



Extracellular 



Transmembrane ' 



Cytosolic 



Transmembrane 



Extracellular 



TM Transmembrane 



TM 



Cytosolic 



TM 



TM 



TM 



TM 



TM 



TM 



TM 



TM 



TM 



TM 



TM 



TM 



TM 



TM 
TM 



TM 



TM 



TM 



TM 



TM 



5859 



2400 



2400 



2329 
5809 



1 3 1 LG:057499. 1 :2002J AN 1 8 
13 1_G:057499.1 :2002JAN1 8 



13 LG:057499. 1 ■■2002J AN 1 8 



5809 



6303 



6297 



2379 
5859 



5868 



forward 1 



forward 1 



forward 1 



TM 



TM 



TM 



TM 



SP 



SP 



SP 



forward 1 
forward 1 



SP 
SP 



forward 1 



13 



LG:057499. 1 ■■2002J AN 1 8 



6312 



13 



13 



13 



LG:057499. 1 :2002J AN 1 8 
I G:057499. 1 :2002J AN18 



I G:Q57499. 1 :2002J AN 1 8 



6374 
6374 



forward 3 



6368 



6294 



6303 



6312 



forward 3 



6368 



6368 



6371 



forward 3 



forward 3 



SP 



SP 



SP 



SP 



SP 



forward 3 



forward 3 



SP 



SP 



Transmembrane 



Transmembrane 
Extracellular 



Cytosolic 



Transmembrane 
Extracellular 



Trarismembrane | 



Cytosolic 



Transmembrane 



Extracellular 



Transmembrane I 



Cytosolic 



TrarTsmembrane 



Extracellular 
Transmembrane I 



Cytosolic 



Transmembrane 



Extracellular 



Transmembrane 



Cytosolic 



Transmembrane 



Extracellular 



Transmembrane | 



Cytosolic 
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TABLE 4 



SFO ID 
NO- 


it^iTipiaTe IL^ 


oTart 


Stop 


Frame 


Domair 
Type 


) Topology 




1 fZi'dAf^OQ^f^ o T -onno i a m n o 


1 


166 




TM 


E)dTacel!ular 




1 (^'HACnOQK oi •or»no i a rvi i o 
L^.UOOVoO.^ 1 .^UUzJAN 1 o 


167 


189 




TM 


Transmembrane 


i *4 


1 /^•riA'iOQK Ol tOOOO 1 A IV 11 o 


190 


201 




TM 


Cytosolic 


1 *4 


Hc.UOoyoo.i!: 1 .2U(J2JAN 1 o 


202 


224 




TM 


Transmembrane 


IZl 


1 (^'HAROQi^ O 1 'OOOO 1 A Nil O 


225 


313 




TM 


Extracellular 


I O 


Lvr7.U/ loou. I2!2U02JANlo 


1 


49 




TM 


Extracellular 


1 o 


LV::7,U/ loou. IZ.zOOZJANlo 


50 


72 




TM 


Transmembrane 


1 


Lt7.u/ 1 ooU. i2:20u2jAN1o 


73 


117 




TM 


Cytosolic 


1 0 


LC=7.07 1 OOU. 1 2:20u2JAN 1 8 


118 


140 




TM 


Transmembrane 


ID 


LG:07 1 860. 1 2:2002J AN 1 8 


141 


257 




TM 


Extracellular 


1 0 


LG:u71 860. 1 2:2002JAN 1 8 


240 


308 


forward 3 


SP 




1 R 
t O 


LG:07 1 860, 1 2:2002JAN 1 8 


240 


314 


forward 3 


SP 




lo 


LG:07 1 860. 1 2:2002JAN 1 8 


240 


314 


forward 3 


SP 




lO 


LC=?.U7 1 860. 1 2:2002JAN 1 8 


240 


317 


forward 3 


SP 




i O 


L(^.07 1 860. 1 2:2002J AN 1 8 


240 


320 


forward 3 


SP 




1 A 
lO 


L(c7.0o73oo.29:2002JAN 1 8 


1103 


1165 


forward 2 


SP 




1 O 


LQ7:uo7o83.29:2002JAN 1 8 


1100 


1153 


forward 2 


SP 




1 A 
1 O 


1 ^^ff^0"7000 Or^./^/*\r^o • A Kilo 

Lv=7.Uo7ooo.29 :2002J AN 1 8 


1103 


1165 


forward 2 


SP 




1 7 


Lv=7:oy8oo0. o :20u2J AN 1 8 


1 


161 




TM 


Extracellular 


1 / 


LC=7.uyooo0.o:2002JAN 1 8 


162 


184 




TM 


Transmembrane 


1 7 
I / 


Lvr7.uyooo0.o:2002JAN 1 8 


185 


221 




TM 


Cytosolic 


1 7 


L(cy.uy5ooU.o:2002JANl 8 


222 


244 




TM 


Transmembrane 


1 7 
1 / 


LC:7:uy8oo0.3:2002JAN 1 8 


245 


250 




TM 


Extracellular 


1 / 


L(c7 . uy 8o8Q . o : 2002J AN 1 8 


1 


168 




TM 


Cytosolic 


1 7 


LC=7,oy8580.3:2002JAN 1 8 


169 


191 




TM 


Transmembrane 


1 7 


LC=7.U9ooo0.3:2002JANl 8 


192 


222 




TM 


Extracellular 


1 7 


LC=r.u9oo80.3:2002J AN 1 8 


223 


245 




TM 


Transmembrane 


T 7 
I / 


L(c7.uyooo0.3:20u2J AN 1 8 


246 


250 




TM 


Cytosolic 


1 7 


LC=7.uyo5o0.3:20u2J AN 1 8 


1 


219 




TM 


Cytosolic 


1 7 
1 / 


L<^:098580.3:2002JAN 1 8 


220 


242 




TM 


Transmembrane 


1 7 


LC=7.098o80.3.2002JAN 1 8 


243 


250 




TM 


Extracellular 


1 7 


LC=?.U98o80.3:2002JANl 8 


504 


569 


forward 3 


SP 




1 0 


1 Or\l DTPi T .or^r^o 1 A Klin 

LC=7. 1 Uu 1 879. 1 :2002J AN 1 8 


148 


225 


forward 1 


SP 




1ft 
1 0 


LQ:?. 1 UU 1 879. 1 :2002J AN 1 8 


148 


225 


forward 1 


SP 




1 ft 
1 O 


LC=7. IUU!879.1:2002JAN18 


148 


226 


forward 1 


SP 




1ft 
1 O 


Lvcy. lUU 18/9. 1 :2u02JAN18 


148 


219 


forward 1 


SP 




1ft 


LC::7. IUUI8/9. 1 :2G02JAN18 


148 


207 


forward 1 


SP 




1 ft 
1 o 


LC^. 1 UU 1 879. 1 :2002JAN1 8 


148 


219 


forward 1 


SP 




1ft 


LQ:?. 1 00 1 879. 1 :2002J AN 1 8 


148 


225 


forward 1 


SP 




iO 


LQ?. 1 001 879. 1 :2002JAN 1 8 


148 


210 


forward 1 


SP 




1ft 
1 O 


. 1 00 1 879. 1 :2002 J AN 1 8 


148 


204 


forward 1 


SP 




10 


Lfe. lU7y4oo,4:2u02JAN18 


1 


218 




TM 


Extracellular 


19 


LG: 1 079456.4:2002JAN 1 8 


219 






TfiA 

IM 


fransmembrane 


19 


LG ; 1 079456.4:2002JAN 1 8 


242 : 


256 




FM 


Cytosolic 


19 


LG: 1 079456.4:2002JAN1 8 


548 ( 


525 1 


forward 2 J 


3P 




19 


LG: 1 079456.4:2002JAN 1 8 


548 ( 


525 1 


forward 2 ! 


3P 




19 


-G: 1 079466.4:2002JAN1 8 


548 ( 


519 1 


forward 2 { 


3P 




19 


LG: 1 079456,4:2002JAN 1 8 


548 ( 


501 1 


forward 2 5 


5P 




19 


.G:1079466.4:2002JAN18 I 


548 ( 


525 1 


orward2 i 


5P 
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TABLE 4 




LG.1 137613.10:2002JAN18 
1 (s n.-^7<S13.10:2002JANl8 



i^n.'^7<S13.10:2002JAN18 



25 IG:1 137613.1O:2002JAN18 



80 



BNSDOCIDkWO .03062379A2J > 



wo 03/062379 
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TABLE 4 



1 SEQ ID 
1 NO: 




Start 


Stop 


Frame 


Domair 
Type 


1 Topology 


25 


LSc^. I 10/010. lU.zUU^JAN lo 


422 


903 




TM 


Extracellular 


1 25 


LV=?. 1 1 0/0 1 0. 1 U.zlUuZJAIN 1 0 


1 


213 




TM 


Extracellular 


25 


1 (Cl* 1 1 Q7A 1^1 n« onno 1 a k 1 1 0 
LVr7. 1 10/0 lo. lU.zUUzJANlo 


214 


236 




TM 


Transmembrane 


25 


u^,] lO/0 10. lU.^UUzJAN lo 


237 


394 




TM 


Cytosolic 


25 


LV:::?. I 1 0/O lo. 1 U.ZUU-^JAN 1 0 


395 


417 




TM 


Transmembrane 


25 


1 1 1 ^7A1 Q 1 ri'Onno 1 a m 1 0 
LV=y. 1 1 0/0 1 0. 1 U.zUU^^JAN 1 0 


418 


458 




TM 


Extracellular 


25 
1 25 


LVr?. 1 10/0 lo. 1 U.2UU2JAN 10 


459 


481 




TM 


Transmembrane 


1 95 


Lvz7. 1 lo/O lo. IU;2UL)2JAN18 


482 


665 




TM 


Cytosolic 


1 

1 O*^ 


L^.l lo/olo. I0:2002JAN18 


666 


688 




TM 


Transmembrane 


1 

1 25 


i lo/olo.lO:2002JAN18 


689 


903 




TM 


Extracellular 


1 


LVc7. 1 lo/olo. I0.2002JAN18 


2647 


2706 


forward 1 


SP 






L<c7. 1 lo/olo. 10:20u2JAN18 


2647 


2706 


forward 1 


SP 






Lt7. 1 lo/olo. iO:2002JAN18 


2647 


2703 


forward 1 


SP 




26 


LG:1 137613,10:2002JAN18 


2647 


2700 


forworH 1 


Or 




25 


LG: 11 3761 3. 1 0:20Q2JAN 1 8 


1028 


1087 


forward 2 


SP 


— H 


1 9^ 


Lv=?. 1 1 o/o 1 o. 1 u:20u2JAN 1 8 


1172 


1258 


forward 2 


SP 




1 9^; 
1 9R 


Lv=7. 1 lo/o 13. iO:20u2JAN18 


1028 


1087 


forward 2 


SP 




1 

1 95 


Lic7. 1 lo/oio.lO:2002JAN18 


1566 


1655 


forward 3 


SP 




1 

1 95 


Lt7. 1 1 o/o 1 o. 1 u:20u2JAN 1 8 


1371 


1439 


forward 3 


SP 




1 

1 9*^ 


Lv^. 1 1 O/O 1x3. 10:2002 J AN 18 
Lv:?,! lo/o lo. iu:2U02JAN18 


1371 
1371 


1430 


forward 3 


SP 




1 9A 

1 2A 


LQr. 1 1 oooo.2o:20u2J AN 1 8 


3778 


1436 
3855 


forward 3 
forward 1 


SP 
SP 




1 ^v> 


LKz^.l loooo.2o:20u2JAN18 


1529 


1618 


forward 2 


SP 


1 


1 9A 
1 9A 


LCc7. 1 loo^3o.2o:20u2JAN^8 


1529 


1606 


forward 2 


SP 




1 9A 


1 1 QQ O A OA .onr\o l a k t n n 

Lv:^. 1 loooo.2o:2002JAN 18 


1529 


1600 


forward 2 


SP 




1 9A 


Hc7. 1 1 oooo.<^o:2u02JAN 1 8 


4940 


5002 


forward 2 


SP 




1 9A 


Lt7. 1 loooo.2o:2UU2JAN18 


1529 


1600 


forward 2 


SP 




1 9A 


Lvz7. 1 loooo.^o:2(j02JAN18 


3791 


3850 


forward 2 


SP 




1 9A 


LQ:7. 1 loooo.26:20u2JAN18 


756 


830 


forward 3 


SP 




1 


»1 10QQA OA. OOOr^ 1 A K 1 1 n 

LC=7. 1 !o8oo.26:2(j02JAN18 


756 


809 


forward 3 


SP 




1 9A 
1 

1 9A 


L^. ! loc5oo.2o:2002JANl8 


756 


821 


forward 3 


SP 


i 


1 


'1 1 QQ OA OAtOOOO t A K 1 1 n 

U<z7.\ loooo.2o:2002JAN I8 


756 


818 


forward 3 


SP 




1 9A 
1 9A 


1 • 1 1 OQOA OA.OOOO 1 A K 1*1 n 

LK=7. 1 loooo.2o;2002JANi8 


756 


815 


forward 3 


SP 




1 97 


Lv^. 1 loooo.2o:2002JAN18 


756 


816 


forward 3 


SP 




1 


1 <d* 1 '^'^nOAl 0O.OOOOIAM1O 

L^. 1 ooUzo 1 .o2:2002JAN 1 8 


1 


284 




TM 


Extracellular 


27 


u^. 1 oouzo 1 .o2.2Uu2JANl 8 


285 


307 




TM 


Transmembrane j 


97 
1 27 


UV:7. I OOUicO 1 .OZ.ZUU2JAN I o 


308 


460 




TM 


Cytosolic 


1 ^/ 


Lv=7 . 1 oouzo 1 .o2:2Uu2JAN 1 8 


461 


483 




TM 


Transmembrane 


27 
1 27 


(d'l'^QnOAT QO«onooiAMio 

. 1 oouzo i . o-£ :2UU2 J AN 1 8 * 


484 


511 




FM 


Extracellular 


1 £./ 


. 1 ooU^o 1 .32 :2002 J AN 1 8 , 


512 


534 




FM 


Transmembrane 


27 

1 27 1 


/^.looooAi oo.or»r\o 1 A M 1 o 

Lszf . 1 ooUzo 1 . o2 : 2002 J AN 1 8 * 


535 i 


559 




FM ( 


Cytosolic 




1 QOOOA 1 OO.OOOO 1 A K 1 1 n 

-v=». 1 ooU^o 1 .32:2002JAN 1 8 i 


560 i 


582 


1 


FM 


rronsmembrane 


27 1 


-G: 1 330261 ,32:2002J AN 1 8 I 


583 ( 


316 




Ivl 1 


Extracellular 1 


27 I 


-G:1 330261 .32:2002JAN 18 < 


il7 ( 


339 


1 


rM 1 


rronsmembrane 


27 1 


.G:l 330261 .32:2002JAN1 8 < 


b40 ( 


W5 


1 


FM ( 


liVtosolic 


27 I 


-G: 1 330261 .32:2Q02JAN1 8 < 


>46 ( 


>68 


1 


'M 1 


rronsmembrane 


27 I 


.G:l 330261 .32:2002JAN 18 i 


y69 -J 


^26 




"M E 


Extracellular 


27 I 


.G:l 330261 .32:2002JAN1 8 ■; 


^27 "j 


^49 




IVI 1 


ransmembrane 


1 27 L 


-G: 1 330261 .32:2002JAN1 8 > 


'50 1 


^61 


7 


M ( 


lYfosollc 1 



81 
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TABLE 4 




LG: 1 j Rg494. 1 6:2002J AN T8 



Ig!T38^^J6;20P2JAN18 



LG: 1 aR3494.16:2002JANI8 



1 G-1 383494.16:2002J AN18 



77?jjft ^4 1 6.2002JAN1 8 



y^. T ^AQ4.1 6:2002JAN1 8 



29 



29 



u^l 383494. 1 6:2002J ANTB 



1795 
1 



p^^p flo^/i 1 A^7nQ2JAN1 8 n 074 



1096 



|TM 



" Transnnembrane | 



82 



BNSCXXID <WO_ 



_03062379A2.1.> 



wo 03/(»62379 



PCT/LS03/01363 



SEQ ID 
NO: 



29 



29 



29 



29 



29 



TABLE 4 



Template ID 



Start 



L6: 1 383494. 1 6:2002JAN lF 
LG: 1 383494. 1 6:2002J AN 1 8 



LG: ^ 383494. 1 6:2002JAN 1 8 



L6: 1 383494. 1 6:2002JAN 1 8 



LG: 1 383494. 1 6:2002JAN 1 8 



29 



29 



29 



LG: 1 383494. 1 6:2002JAN1 8 



LG: 1 383494. 1 6:2002JAN 1 8 



LG: 1 383494. 1 6:2002JAN 1 8 



1097 



1116 



1139 



1145 



Stop 



1115 



1138 



1144 



710 



722 



LG: 1 383494. 1 6:2002JAN 1 8 



LG: 1 383494. 1 6:2002JAN 1 8 



745 



786 



1164 



Frame 




Domain 
Type 



Topology 



TM 



TM 



TM 



TM 



Extracellular 



Transmembrane 



Cytosolic 



Transmembrane 



721 



744 



785 



808 




29 



29 



29 



29 



29 



LG: 1 383494. 1 6:2002JAN 1 8 



LG: 1 383494. 1 6:2002JAN 1 8 



LG : 1 383494. 1 6:2002JAN 1 8 
LG: 1 383494. 1 6:2002J AN 1 8 



LG: 1 383494. 1 6:2002JAN 1 8 



29 



29 



29 



29 



29 



LG: 1 383494. 1 6:2G02JAN 1 8 



LG: 1 383494. 1 6:2002J AN 1 8 



LG: 1 383494. 1 6:2G02JAN 1 8 



LG: 1 383494. 1 6:20Q2JAN 1 8 



LG: 1 383494. 1 6:20Q2JAN1 8 



29 



29 



29 



29 



29 



29 



29 



LG: 1 383494. 1 6:2002J AN 1 8 



1047 



1070 



1069 



1078 



1079 



1102 



1122 



1145 



139 



139 



139 



139 



LG: 1 383494. 1 6:2002JAN 1 8 



LG: 1 383494. 1 6:2002JAN1 8 



139 



139 



1101 



1121 



1144 



1799 



225 



225 



forward 1 



219 



210 



213 forward 1 



LG: 1 383494. 1 6:2002JAN 1 8 



LG: 1 383494. 1 6:2002JAN 1 8 



LG: 1 383494. 1 6:2002JAN1 8 



4595 



LG: 1 383494. 1 6:2002JAN 1 8 



29 



30 



30 



LG: 1 383494. 1 6:2002JAN1 8 



139 



207 



145 



4696 



4596 



LG: 1 383494. 1 6:2002JAN 1 8 



LG:1400155.1:2QQ?.IAMlft 



30 



30 
30 



30 



LG: 1 4001 55. 1 :2002JAN 1 8 



1692 



198 



207 



4648 



4654 



forward 1 



forward 1 



TM 



TM 



TM 



Cytosolic 



Transmembrane 



Extracellular 



TM 



TM 



TM 



TM 



TM 



TM 



SP 



Transmembrane 



Extracellular 



Transmembrane 



Cytosolic 



Transmembrane 



Extracellular 



SP 



forward 1 



forward 1 



forward 1 



SP 



SP 



SP 



SP 



forward 1 



forward 2 



4661 



1692 



LG: 14001 65. 1 :2002JAN 1 8 



LG: 1 4001 66. 1 :2002JAN 1 8 



LG: 1 4001 55. 1 :2002JAN 1 8 



LG: 1 400 1 55. 1 :2002JAN 1 8 



1564 



1687 



1042 



1761 



1754 



1563 



forward 3 



1686 



1644 



1041 



1064 



forward 2 



forward 2 



forward 3 



SP 



SP 



SP 



SP 



SP 



SP 



SP 



TM 



TM 



TM 



TM 



TM 



Extracellular 
Transmembrane 



Cytosolic 



Extracellular 



Transmembrane 



83 



BNSDOCID: <WO 030e237aA2 .1.. 



wo 03/062379 



PCT/US03/01363 



TABLE 4 



SEQID ■ 
NO: 


Femplate ID ' 






"ram© 


.-/omain 
lype 




30 


LG: 1 400 1 55. 1 : 2002 J AN 1 8 


1202 


224 




IIVI 


T r\ c nr\ fY^ 1^ rr^ o ^ 
1 1 QJI lol 1 ic^i 1 iUI LJi Ic^ 


30 


LG: 1 400 1 55. 1 :2002J AN 1 8 


1225 


i4oy 




T^/l 




30 


LG: 1 400 1 65. 1 :2002J AN 1 8 


490 


Ol2 




IIVI 


1 iCJi Ibl 1 ( \vJ\ LJl l\=/ 


30 


LG: 1 4001 55. 1 :2002J AN 1 8 


1513 


1 CCD 




IIVI 




30 


LG:1400155.1 :2002JAN18 


559 


OO 1 




IIVI 


1 rarisi T it^ 1 1 iL/( (J i ic^ 


30 


LG: 1 400 1 55. 1 :2002J AN 1 8 


1582 


lovo 




nv/! 
IIVI 


txiraceiiuiur 


30 


LG: 14001 55. 1 ;2002JAN1 8 


1596 


!61o 




IM 


1 rarisrrierTiDi ari© 


30 


LG: 1 400 1 55. 1 :2002J AN 1 8 


1619 


644 




IM 


wyrosouc 


30 


LG : 1 400 1 55. 1 :2002J AN 1 8 




1475 




IM 


tXTrac©iiuiur 


30 


LG: 1 4001 55. 1 :2002JAN1 8 


1476 


498 




IM 


1 rariSiTi©rTiurcji Its 


30 


LG: 1 400 1 55. 1 :2002J AN 1 8 


1499 


1552 




TM 


L^yrosoiic 


30 


LG: 1 400 1 55 . 1 :2002 J AN 1 8 


1553 


1575 




TM 


1 ransrTi©nnDran© 


30 


LG:1400155.1 :2G02JAN18 


1576 


604 




TM 


bXTraceiiuiur 


30 


LG: 1 4001 55. 1 :2002JAN1 8 


1605 


1624 




TM 


1 rarisiTierriDrarie 


30 


LG: 1 4001 55. 1 :2002JAN 1 8 


1625 


1643 




IM 


v»^yTosoiic 


30 


LG: 1 4001 55. 1 :2002JAN1 8 


2168 


2245 


orward 2 


OD 

or 




30 


LG: 1 4001 55. 1 :2002J AN 1 8 


2168 


OO AtZ 

2245 


forward 2 


OD 

or 




30 


LG: 1 4001 55. 1 :2002J AN 1 8 


2339 


O ^ >l o 

2443 


forward 2 


CD 

or 




30 


LG: 1 4001 55. 1 :2002J AN 1 8 


2168 


2242 


forward 2 


CD 

or 




30 


LG: 1 400 1 55. 1 :2002JAN 1 8 


2187 


oocc 

2255 


forward 3 


CD 

or 




30 


LG: 1 400 1 55. 1 :2002J AN 1 8 


2187 


OO Ar\ 

2249 


forward 3 


OD 

or 




30 


LG: 1 400 1 55. 1 :2002J AN 1 8 


2187 


2261 


torwara o 


OD 

or 




30 


LG: 1 4001 55. 1 :2002JAN 1 8 


2187 


00>L~7 

2267 


forward 3 


CD 
or 




30 


LG: 1 400 1 55. 1 :2002J AN 1 8 


2187 


OO Ar\ 

2240 


forward 3 


OD 

or 




31 


LG: 1 44662 1 . 1 :2002J AN 1 8 


1 


*l o 

19 




IM 


k-^yrosoiic 


31 


LG: 1 44662 1 . 1 :2002J AN 1 8 


20 


iJO 

42 




A 

IM 


1 rarisrrierTiDrarie 


31 


LG: 1 446621 .1 :2002JAN1 8 


43 


353 




TKA 
IM 


cxiraceiiuiur 


32 


LG: 1 44920. 1 :2002J AN 1 8 


1376 


1432 


forward 2 


OD 

or 




32 


LG : 1 44920. 1 :2002J AN 1 8 


1376 


1438 


forward 2 


CD 

oP 




32 


LG: 1 44920. 1 :2002J AN 1 8 


1376 


1435 


forward 2 


or 




33 


LG: 1 4526 19.1: 2002 J AN 1 8 


1 


6 




TM 


— T z 

Cytosolic 


33 


LG: 1 4526 19.1 :2002J AN 1 8 


7 


29 




TK A 

TM 


1 ransmsrnDrane 


33 


LG: 1 45261 9. 1 :2002JAN 1 8 


30 


591 




TK A 

TM 


Extracellular 


33 


LG: 1 45261 9. 1 :2002J AN 1 8 


592 


614 




TK A 

TM 


1 ransmGmDrane 


33 


LG: 1 45261 9. 1 :2002JAN 1 8 


615 


806 




TK A 

TM 


Q-^ytosoiic 


33 


LG: 1 45261 9. 1 :2002J ANl 8 


807 


829 




TK A 

TM 


1 rarismernDrane 


33 


LG: 1 45261 9. 1 :2002J AN 1 8 


830 


838 




TK A 
IM 


txTrQceiiuiQr 


33 


LG: 1 45261 9. 1 :2002JAN 1 8 


839 


861 




TK A 
IM 


1 rarisrri©rnDran© 


33 


LG: 1 45261 9. 1 :2002J AN 1 8 


862 


872 




TKA 
IM 


v^yrosoiic 


33 


LG: 1 4526 1 9. 1 :2002J AN 1 8 


873 


895 




TK A 
IM 


1 rarisrri©mDrar le 


33 


LG: 1 4526 1 9. 1 :2002J AN 1 8 


896 


T 0"7 rr 

1275 




TK A 
IM 


tXTrac©iiuiur 


33 


LG: 1 45261 9. 1 :2002JAN 1 8 


1276 


1295 




TK A 
IM 


1 rarisnierriDrari© 


OO 


Lxc?. 1 *+OZO 1 V. 1 .ZUU4iCJrM>J i O 


19Q6 






TM 


Cytosolic 


33 


LG: 145261 9. 1 :2002JAN1 8 


1324 


1346 




TM 


Transmembrane 


33 


LG: 1 45261 9. 1 :2002JAN 1 8 


1347 


1392 




TM 


Extracellular 


33 


LG:1 45261 9. 1 :2002JAN1 8 


1393 


1412 




TM 


Transmembrane 


33 


LG: 1 45261 9. 1 :2002JAN 1 8 


1413 


1588 




TM 


Cytosolic 


33 


LG: 1 45261 9. 1 :2002JAN1 8 


1 


589 




TM 


Extracellular 


33 


LG: 1 46261 9. 1 :2002JAN 1 8 


590 


612 




TM 


Transmembrane 



84 



03062379A2_I_> 



wo 03/(^62379 



PCT/US03/01363 



TABLE 4 






j SEQID T( 
NO; 


smplcrte ID S 


tart S 


top F 

- 


rame C 

T 


/vjl 1 IvJII 1 1 


nnnlonv 


33 L 


G:1452619.1:2002JAN18 6 


13 8 


03 


T 


IVl V. 




33 L 


G:1452619,1:2002JAN18 8 


04 8 


26 




IVI 1 


rnn<5msrnbran© 


33 L 


G:1452619.1:2002JAN18 £ 


127 8 


.35 


T 


N/1 F 


'y+mppllular 


33 L 


G:1452619.1:2002JAN18 £ 


136 e 


158 


T 


A/I T 


rr!n<;mprnt)ran© 


33 L 


G; 1 45261 9. 1 ■.2002JAN 1 8 


159 1 


329 




IVI V 




33 L 


.G: 1 4526 1 9. 1 :2002JAN 1 8 


330 1 


352 




IVI 1 


'rnn^mftmhrcin© 

IVJli lOi 1 Iwl 1 1^ 


33 I 


G: 1 45261 9.1 :2002JAN 1 8 


353 1 


388 


1 


'KA F 
IVI t 


-yfrncellular 


1 33 I 


G;1452619.1 :2002JAN18 


1389 1 


1411 


1 


'hA 
IVI 


"rn nQnn<amhrrir\© 


33 I 


.G: 1 45261 9. 1 :2002JAN 1 8 


1412 


1417 


1 


IVI V 


^\Afr*Qr*lif^ 


1 33 1 


G: 1 4526 19.1 :2002J AN 1 8 


1418 


1437 


1 


IVI 




1 33 1 


G: 1 45261 9. 1 :2002JAN 1 8 


1438 


1506 


1 


IVI 1 


-v+mr^ollt ilnr 


1 33 


LG: 1 45261 9. 1 :2002J AN 1 8 


1507 


1526 




IIVI 


rr/^ncmopnhrnnp 


1 33 


LG:1452619.1 :2002JAN18 


1527 


1587 




IM 




33 


LG: 1 45261 9. 1 :2002JAN 1 8 




588 




IM 


-v+rr^O'olli ilnr 


33 


LG:1452619.1:2002JAN18 


589 


611 




lIVI 


TrnnQm^rnhirnnft 


1 33 


LG: 1 45261 9. 1 :2002J AN 1 8 


612 


647 




IIVI 


r^x/tr^Qolif^ 


33 


LG; 1 45261 9. 1 :2002J AN 1 8 


648 


670 




IIVI 


TrnnQnnArnhronft 

1 1 vJl lOl 1 iv7l 1 11— '1 ^1 >^ 


33 


LG: 1 45261 9. 1 :2002JAN 1 8 


671 


679 




Tt\.A 
IM 




33 


LG: 1 45261 9. 1 :2002JAN 1 8 


680 


697 




iM 


1 1 vJi lot 1 ic7i 1 iL^i yjit 


33 


LG: 1 45261 9. 1 :2002JAN 1 8 


698 


759 




T^/l 
IIVI 


^^\/+/^C/^ll<^ 


33 


LG: 145261 9. 1 :2002JAN1 8 


760 


782 




TKA 
IIVI 


TrnnQmPkpnhmnft 


33 


LG: 1 45261 9. 1 :2002JAN1 8 


783 


801 




TK/I 
IIVI 


CAM VJwtylUJIVJI 


33 


LG: 1 452619. 1 :2CX32J/MM 1 8 


802 


824 




TKA 
IIVI 


Trrin<:mp»mlrirnnG 


1 33 


LG:1452619,1 :2002JAN18 


825 


1270 




T^yl 
IIVI 


V^y IL/oUUv^ 


33 


LG; 1 45261 9. 1 :2002JAN 1 8 


1271 


1293 




Im 


\\\J] lol I lOI 1 lk-?lvJl 1^ 


1 33 


LG: 1 45261 9. 1 :2002JAN1 8 


1294 


1296 




TKA 
IM 


Pvfmr~*-oIIi tinr 
ZXllUOfc7llUiv-li 


33 


LG: 1 45261 9.1 :2002JAN 1 8 


1297 


1314 




TKA 
IM 


Trn rkcm^a m h rn n P 


1 33 


LG: 1 4526 19.1 :2002JAN 1 8 


1315 


1330 




TKA 
IM 


v^yiUoL/iio 


1 33 


LG: 1 45261 9. 1 :2002JAN 1 8 


1331 


1353 




TK A 

IM 


rar isri it^i i lui vji it? 


1 33 


LG: 1 45261 9. 1 :2002JAN 1 8 


1354 


1476 




TKA 
IM 


zXTractyiiuiui 


33 


LG: 1 45261 9. 1 :2002J AN 1 8 


1477 


1499 




T^ A 
IM 


rarisiTi©! 1 iijiui 


1 33 


LG: 1 4526 19.1 :2002J AN 1 8 


1500 


1587 




TK A 
IM 




33 


LG: 1 45261 9. 1 :2002JAN1 8 


1780 


1851 


forward 1 


CD 

or 




33 


LG:1452619.1 :2002JAN1 8 


3805 


3888 


forward 1 


OD 

or 




33 


LG: 1 46261 9. 1 :2002J AN 1 8 


3043 


3099 


forward 1 


CD 

or 




33 


LG:145261 9.1 :2002JAN1 8 


902 


946 


forward 2 


CD 
or 




33 


LG:1452619.1 :2002JAN18 


902 


952 


forward 2 


QD 
or 




1 33 


LG: 1452619.1 :2002JAN1 8 


902 


964 


forward 2 


QD 
or 




33 


LG:1452619.1 :2002JAN18 


884 


955 


forward 2 


CD 
or 




33 


LG : 1 4526 19.1 :2002J AN 1 8 


2111 


2176 


forward 2 


QD 

or 




33 


LG: 1 45261 9. 1 :2002JAN1 8 


884 


982 


forward 2 


CD 




33 


LG: 145261 9.1 :2002JAN1 8 


902 


982 


forward 2 


CD 

or 




33 


LG:145261 9.1 :2002JAN1 8 


2274 


2342 


Torwarcj o 


CD 

or 




33 


LG: 1 4526 19.1 :2002J AN 1 8 


2253 


2342 


forward 3 


SP 




34 


LG: 145341 7.6:2002JAN1 8 


1 


2453 




TM 


Extracellular 


34 


LG: 145341 7.6:2002JAN1 8 


2454 


2476 




TM 


Transmembrane 


34 


LG: 1 45341 7.6:2002J AN 1 8 


2477 


2488 




TM 


Cvtosollc 


34 


LG: 1 45341 7 .6:2002J AN 1 8 


2489, 


2508 




TM 


Transmembrane 


1 34 


LG: 145341 7.6:2002JAN1 8 


2509 


2511 




TM 


Extracellular 



85 



BNSDOCID: <WO 03062379A2_L> 
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TABLE 4 



SEQID ' 
NO: 


Femplate ID 


SiOn \ 


Stop 


"ramo 


jomain 
Type 


1 opoioyy 


34 


LG: 1 45341 7.6:2002JAN1 8, 


2512 


2534 




IM 


\ rarisnnernDrane 


34 


LG: 1 45341 7.6:2002JAN 1 8 


r> fT o c 

2535 


2554 




IM 


oyiosoiic 


34 


LG: 1 4534 1 7 .6: 2002 J AN 1 8 


2555 


2574 




llvl 


1 rarisnnerTiDr une 


34 


LG: 1 45341 7.6:2002JAN 1 8 


2575 


2593 




A 


rXiraceuuiar 


34 


LG: 1 45341 7.6:2002JAN 1 8 


2594 


2616 




TKA 

llvl 


1 rarisrnBmDrane 


34 


LG: 1 4534 1 7 .6:2002J AN 1 8 


2617 


2635 




IM 


vJyTOSOlIC 


34 


LG: 1 45341 7.6:2002JAN 1 8 


2636 


2658 




Tti A 

TM 


1 ransmerriDrane 


34 


LG : 1 4534 1 7 .6:2002 J AN 1 8 


2659 


3378 




TM 


bXTraceiiuiar 


34 


LG : 1 4534 1 7 .6:2002JAN 1 8 


3379 


3401 




TM 


1 ransruGrnDran© 


34 


LG : 1 4534 1 7 .6:2002J AN 1 8 


3402 


3533 




TM 


Cytosolic 


34 


LG:1463417.6:2002JAN18 


3534 


3556 




TM 


Transmembrane 


34 


LG: 1 4534 1 7.6:2002JAN 1 8 


3557 


3564 




TM 


bxTraceiiuiar 


34 


LG: 1 4634 1 7 . 6: 2002 J AN 1 8 


1 


3534 




TK A 

TM 


Extracellular 


34 


LG : 1 4534 1 7 .6: 2002J AN 1 8 


3535 


3557 




TK A 

TM 


Transmembrane 


34 


LG: 145341 7,6:2002JAN1 8 


3558 


3564 




TK A 

TM 


Cytosolic 


34 


LG: 1 45341 7.6:2002JAN 1 8 


223 


324 


forward 1 


SP 




34 


LG: 1 45341 7.6:2002JAN 1 8 


247 


324 


forward 1 


SP 




34 


LG: 1 45341 7.6:2002J AN 1 8 


259 


321 


forward 1 


SP 




34 


LG: 1 4534 1 7.6:2002JAN 1 8 


265 


318 


forward 1 


bP 




34 


LG: 1 45341 7.6:2002JAN 1 8 


265 


324 


forward 1 


SP 




34 


LG:145341 7.6:2002JAN1 8 


7675 


7722 


forward 1 


SP 




34 


LG: 145341 7.6:2002JAN18 


5108 


5215 


forward 2 


eo 
SP 




34 


LG: 1 4534 1 7.6:2002J AN 1 8 


4172 


4237 


forward 2 


OO 

oP 




34 


LG: 1 45341 7.6:2002JAN 1 8 


7643 


llYl 


forward 2 


OD 
SP 


— 


34 


LG: 1 45341 7.6:2002J AN 1 8 


7643 


77M 


forward 2 


OO 

SP 




34 


LG: 145341 7.6:2002JAN1 8 


5567 


5626 


forward 2 


OO 

SP 




34 


LG: 1 45341 7.6:2002JAN 1 8 


7643 


7702 


forward 2 


OO 

SP 




34 


LG: 1 45341 7 .6:2002J AN 1 8 


1803 


1856 


forward 3 


OO 

SP 


— 


35 


LG: 1 48485.8:2002JAN 1 8 


1 


694 




TM 


Extracellular 


35 


LG: 1 48485.8:2002JAN 1 8 


695 


717 




TM 


Transmembrane 


35 


LG: 1 48485.8:2002JAN 1 8 


718 


801 




TM 


Cytosolic 


35 


LG : 1 48485.8:2002J AN 1 8 


802 


824 




TM 


Transmembrane 


35 


LG: 1 48485.8:2002JAN 1 8 


825 


838 




TM 


Extracellular 


35 


LG: 1 48485.8:2002J AN 1 8 


839 


861 




TM 


Transmembrane 


35 


LG: 1 48485.8:2002J AN 1 8 


862 


941 




TK A 

TM 


cyrosoiic 


35 


LG: 1 48485.8:2002J AN 1 8 


942 


964 




TM 


Transmembrane 


35 


LG: 1 48485.8:2002J AN 1 8 


965 


967 




TK A 

TM 


txrraceiiuior 


36 


LG: 1 48485.8:2002J AN 1 8 


968 


990 




A 

TM 


Transmembrane 


35 


LG: 1 48485.8:2002JAN 1 8 


991 


1069 




TK A 

TM 


oyrosoiic 


35 


LG: 1 48485.8:2002J AN 1 8 


1070 


1089 




TK A 

TM 


Transmembrane 


35 


LG:148485.8:2002JAN1 8 


1090 


1 1 14 




TM 


bxtraceiiuiar 


35 


LG:148485.8:2002JAN1 8 


1 


20 




A 

TM 


oytosoiic 


OO 




91 


ov 




TM 


Transmembrane 


35 


LG: 148485.8:2002JAN1 8 


40 


53 




TM 


Extracellular 


35 


LG: 1 48485.8:2002J AN 1 8 


54 


76 




TM 


Transmembrane 


35 


LG: 1 48485.8:2002J AN 1 8 


77 


192 




TM 


Cytosolic 


35 


LG:148485.8:2002JAN1 8 


193 


215 




TM 


Transmembrane 


35 


LG: 1 48485,8:2002J AN 1 8 


216 


622 




TM 


Extracellular 


35 


LG:148485.8:2002JAN1 8 


623 


645 




TM 


Transmembrane 



86 



BNSEXX3ID: <WO 03062379A2..1. > 



wo 03/062379 



PCT/ljS03/01363 



TABLE 4 



SEQ ID 
NO: 


Template ID 


Start 


Stop 


Frame 


Domain 
Type 


Topology 


35 


LG: 1 48485.8:2002JAN1 8 


646 


794 




TM 


Cytosolic 


35 


LG: 1 48485.8:2002J ANl 8 


795 


817 




TM 


Transmembrane 


35 


LG: 1 48485.8:2002JAN 1 8 


818 


845 




TM 


Extracellular 


36 


LG:148486.8:2002JAN18 


846 


868 




TM 


Transmembrane 


35 


LG: 1 48485.8:2002J AN 1 8 


869 


1045 




TM 


Cytosolic 


36 


LG: 1 48485.8:2002JAN 1 8 


1046 


1065 




TM 


Transmembrane 


35 


LG: 1 48485.8:2002J ANl 8 


1066 


1074 




TM 


Extracellular 


35 


LG: 1 48485.8:2002J AN 1 8 


1075 


1097 




TM 


Transmembrane 


35 


LG: 1 48485.8:2002J AN 1 8 


1098 


1114 




TM 


Cytosolic 


35 


LG: 1 48485.8:2002J ANl 8 


1 


799 




TM 


Extracellular 


35 


LG: 1 48485.8:2002JAN1 8 


800 


822 




TM 


Transmembrane 


35 


LG: 1 48485.8:2002JAN 1 8 


823 


834 




TM 


Cytosolic 


35 


LG: 1 48485.8:2002J AN 1 8 


835 


857 




TM 


Transmembrane 


35 


LG: 1 48485.8:2002JAN 1 8 


858 


946 




TM 


Extracellular 


35 


LG: 1 48485.8:2002JAN1 8 


947 


969 




TM 


Transmembrane 


35 


LG: 1 48485.8:2002JAN1 8 


970 


980 




TM 


Cytosolic 


35 


LG: 1 48486.8:2002JAN1 8 


981 


1003 




TM 


Transmembrane 


35 


LG: 1 48485.8:2002JAN 1 8 


1004 


1042 




TM 


Extracellular 


35 


LG: 1 48485.8:2002J ANl 8 


1043 


1065 




TM 


Transmembrane 


35 


LG: 1 48485. 8:2002J AN 1 8 


1066 


1113 




TM 


Cytosolic 


35 


LG: 1 48485.8:2002JAN1 8 


2381 


2452 


forward 2 


SP 




35 


LG: 1 48485.8:2002JAN1 8 


1373 


1465 


forward 2 


SP 




35 


LG: 1 48485.8:2002JAN 1 8 


1373 


1474 


forword 2 


SP 




35 


LG: 1 48485.8:2002J AN 1 8 


2381 


2446 


forward 2 


SP 




36 


LG: 1 502670. 1 :2002JAN 1 8 


293 


376 


forward 2 


SP 




36 


LG: 1 502670. 1 :2002J AN 1 8 


293 


382 


forward 2 


SP 




36 


LG: 1 502670. 1 :2002J AN 1 8 


293 


364 


forward 2 


SP 




36 


LG: 1 502670. 1 :2002J AN 1 8 


293 


382 


forward 2 


SP 




37 


LG:206593.3:2002JAN 1 8 


1 


464 




TM 


Extracellular 


37 


LG:206593.3:2002JAN18 


465 


484 




TM 


Transmembrane 


37 


LG:206593.3:2002JAN1 8 


485 


516 




TM 


Cytosolic 


37 


LG:206593.3:2002JAN18 


1364 


1462 


forward 2 


SP 




38 


LG:228273.22:2002JAN1 8 


1 


924 




TM 


Extracellular 


38 


LG:228273.22:2002JAN 1 8 


925 


947 




TM 


Transmembrane 


38 


LG:228273.22:2002J AN 1 8 


948 


959 




TM 


Cytosolic 


38 


LG:228273.22:2002JAN1 8 


960 


982 




TM 


Transmembrane 


38 


LG:228273.22:2002JAN1 8 


983 


1804 




TM 


Extracellular 


38 


LG:228273,22:2002JAN1 8 


1 


1643 




TM 


Extracellular 


38 


LG:228273.22:2002JAN 1 8 


1644 


1666 




TM 


Transmembrane 


38 


LG:228273.22:2002JAN18 


1667 


1803 




TM 


Cytosolic 


38 


LG:228273.22:2002JAN1 8 


2863 


2949 


forward 1 


SP 




38 


LG:228273.22:2002JAN18 


3875 


3934 


forward 2 


SP 




39 


L€:2283 1 9.2:2002JAN 1 8 


1 


305 




TM 


Extracellular 


39 


LG:22831 9.2:2002JAN1 8 


306 


328 




TM 


Transmembrane 


39 


LG:22831 9.2:2002 JAN 1 8 


329 


410 




TM 


Cytosolic 


39 


LG:2283 1 9.2:2002J AN 1 8 


411 


433 




TM 


Transmembrane 


39 


LG:22831 9.2:2002JAN1 8 


434 


585 




TM 


Extracellular 


39 


LG:2283 1 9.2:2002J AN 1 8 


90 


152 


forward 3 


SP 




39 


LG:2283 1 9.2:2002JAN 1 8 


90 


143 


forward 3 


SP 





87 



* WO03/(>62379 PCT/US03/01363 



TABLE 4 



SEQID 1 
NO: 


remplate ID 5 


>TQrT V 


>TOp F 






"onoloav 


39 1 


.G:2283 1 9.2:2002J AN 1 o ^ 


/U 




OrWvJivJ 0 > 






39 1 


LG:228319.2:2002JAN1 8 ^ 




1 00 1 


orwQici 0 » 


jr 





39 


LG:22831 9,2:2002JAN 1 8 




1 OR H 


orwcirci o ^ 


^P 




40 


LG:2291 65. 1 6:2002J AN 1 o 


1 


\ uzo 




1 1 VI 


-Ytrnop^lii ilnr 


40 


„G:2291 65. 1 6:2002JAN 1 8 




IU40 




liVI 


i 1 ^1 lOl 1 Iwl 1 11.^1 ^1 Iw 


40 


LG:2291 65. 1 6:2002JAN 1 8 


104/ 


1 07 1 




IIVI 




40 


LG:2291 65. 1 6:2002JAN 1 8 


1272 






TKA 


Tr/^ocnooroh*\r/nr^o 


40 


LG:2291 65. 1 6:2002J AN 1 8 


1295 


looo 




ilVI 


^Y+ror^olli il^r 


40 


LG:229 1 65. 1 6:2002JAN 1 8 


1 CO 

1536 


looo 




!iVI 




40 


LG :229 1 65 . 1 6:2002J AN 1 8 


1559 


loo9 




T^/l 


v«^y IUovjllL.» 


40 


LG:229 1 65. 1 6:2002J AN 1 8 


1670 


loo/ 




TKA 
1 iVI 


Tr/^ o c ro CkfTO l^m Pi Ck 


40 


LG:2291 65. 1 6:2002JAN 1 8 


1588 


1616 




IIVI 


CAM VJiV^^IIUlUl 


40 


LG:2291 65. 1 6:2002J AN 1 8 


1 


806 




TKA 


Cv+r/*i/^^lli ilnr 

[lAllVj\^C7llLJIlJil 


40 


LG:229 1 65. 1 6:2002JAN 1 8 


807 


o2o 




TKA 
1 IVI 




40 


LG:229 1 65. 1 6:2002J AN 1 8 


827 


Q QQ 
000 




TKA 
IIVI 




40 


LG:2291 65. 1 6:2002J AN 1 8 


839 


Q A 1 
00 1 




TKA 
IIVI 


Tr^ncnnonnhrono 

1 1 Ul lal 1 lC7l 1 lUl VJI IC7 


40 


LG:2291 65. 1 6:2002JAN1 8 


862 


lo2o 




TKA 
1 IVI 


Pv+ror^olli ilnr 


40 


LG:229 1 65. 1 6:2002JAN 1 8 


lo2o 


1 040 




TKA 
I IVI 


Tr n nQmom h^rno <^ 

1 1 KJil lol 1 lOl 1 lU^I \Ji IC? 


40 


LG:229 1 65. 1 6:2002J AN 1 8 


1546 






TKA 
1 IVI 


wy luouiiw 


40 


LG:2291 65. 1 6:2002J AN 1 8 


looo 


lOo/ 




1 IVI 


TmriQrnomhmn^ 

1 1 \Jt\ lol 1 IVI 1 ll*-/! Iv7 


40 


LG:2291 65. 1 6:2002J AN 1 8 


1 coo 

1588 


1 A1 A 
I6IO 




TKA 
1 IVI 


Pv+mr^olli il/~ir 

CaIi vJV^VllVJIVJl 


40 


LG:2291 65. 1 6;2002JAN 1 8 


1 


735 




1 IVI 




40 


LG:2291 65. 1 6:2002JAN 1 8 


736 


/OO 




TKA 
1 IVI 


IILiI loi 1 IVI 1 IkJI vJI IV 


40 


LG:2291 65. 1 6:2002J AN 1 8 


756 


77 0 




TKA 
1 IVI 


v^y iL/owHv.^ 


40 


LG:229 1 65. 1 6:2002J AN 1 8 


-7-7 Z 

776 


798 




IIVI 




40 


LG:2291 65. 1 6:2002J AN 1 8 


799 


o2o 




TKA 
I IVI 


-v+rpip^olli ilnr 

.aI 1 VJOVIIUiUI 


40 


LG:229 1 65. 1 6:2002J AN 1 8 


829 


851 




IIVI 


Trr^ oc POQ no m P% O 


40 


LG:2291 65. 1 6:2002 J AN 1 8 


0 CO 

852 


0 AO 

862 




TKA 
IM 


^^/+/^er^lip* 

v-^yruotiiiw 


40 


LG:229 1 65. 1 6:2002J ANT 8 


863 


00c 
885 




TKA 
IM 


t ICJi lol 1 ivl I lu/i Iv 


40 


LG:2291 65. 1 6:2002J AN 1 8 


886 


899 




TKA 
IM 


tXTracviiuiiJir 


40 


LG:2291 65. 1 6:2002JAN1 8 


900 


931 




IM 


1 rarisrn©rT itjftJi iv 


40 


LG:229 1 65. 1 6:2002JAN 1 8 


932 


1 0^0 

1270 




TKA 
IM 


v^yroooiio 


40 


LG:2291 65. 1 6:2002J AN 1 8 


1271 


1293 




TKA 
IM 


1 ransi T ivi i il>i i v 


40 


LG:2291 65. 1 6:2002JAN 1 8 


1294 


"1 000 
1302 




TKA 
IM 


cxira c V II u 1 u I 


40 


LG:2291 65. 1 6:2002J AN 1 8 


1303 


T 000 

1320 




IM 


Tri^p*erY^QPO l^rpi P^ O 

} ranornvri lUi ui i v 


40 


LG:2291 65. 1 6:2002JAN 1 8 


1321 


1507 




TKA 
IM 


e 1 1 ^ 
^yTOSOIlO 


40 


LG:2291 65. 1 6:2002J AN 1 8 


T COO 

1508 


T COO 

1530 




TKA 
IM 


T rpi o c PO ^ no H\ m p\ o 
1 1 Ul lot 1 Ivl 1 iL^I \Ji IV 


40 


LG:2291 65. 1 6:2002JAN 1 8 


1 C 0 T 

1531 


looo 




TKA 
IM 


CXTlUOvllUlvJI 


40 


LG:2291 65. 1 6:2002JAN1 8 


1564 


T COA 

1586 




TKA 
IM 


Trpi o c PO Q no l^r PI P» o 

1 r\jr loi 1 Ivl I iL^i vji iv 


40 


LG:229 1 65. 1 6:2002J AN 1 8 


loo7 


1 A1 C 
I6IO 





TKA 
MVI 


>w^y iv.^ow./iiw 


40 


LG:2291 65. 1 6:2002JAN1 8 


0000 

2080 


0 1 AA 
2IO6 


forword 1 


Or 




40 


LG:229 1 65. 1 6:2002J ANT 8 


4676 


4753 


Torworu z 


or 




An 




4676 


4747 


forward 2 


SP 




40 


LG:2291 65. 1 6:2002JAN1 8 


4676 


4753 


forward 2 


SP 




40 


LG:2291 65. 1 6:2002JAN1 8 


4698 


4772 


forward 3 


SP 




40 


LG:229 1 65. 1 6:2002J AN 1 8 


4698 


4754 


forward 3 


SP 




40 


LG:2291 65. 1 6:2002JAN 1 8 


4698 


4757 


forward 3 


SP 




40 


LG:2291 65. 1 6:2002JAN1 8 


4698 


4778 


forward 3 


SP 




40 


LG:2291 65. 1 6:2002JAN1 8 


4698 


4778 


forward 3 


SP 





88 



BNSDOCID; <W0 03062379A2J.> 



wo 03/062379 



PCT/US03/01363 



TABLE 4 



SEQ ID 
NO: 



Template ID 



40 



Start Stop 



LG:2291 65. 16:2002JAN1 8 



1404 



1496 



Frame 



Domain 
ype 



forward 3 



SP 



Topology 



41 



41 



41 



41 



41 



41 



41 



41 



42 



42 



LG:230895.9:2002JAN 1 8 



LG:230895.9:2002JAN 1 8 



139 



LG:230895.9:2002JAN18 



162 



696 



LG:230895.9:20Q2JAN1 8 



749 



LG:230895.9:2002J AN 1 8 



749 



LG:230895.9:2002J AN 1 8 



749 



LG:230895.9:2002JAN 1 8 



749 



LG:230895.9:2002JAN1 8 



749 



LG.233552.5:2002JAN18 



LG:233552.5:2002JAN1 8 



1188 



138 



M 



Cytosolic 



161 



TM 



Transmembrane 



M 



Extracellular 



820 



forward 2 



SP 



826 



forward 2 



SP 



820 



forward 2 



SP 



814 



forward 2 



SP 



826 



forward 2 



SP 



1187 



1210 



TM 



TM 



Extracellular 



Transmembrane 



42 



42 



42 



LG:233552 .5.2002J AN 1 8 



1211 



1228 



M 



Cytosolic 



LG:233552.5:2002JAN1 8 



LG:233552.5:2002JAN1 8 



793 



TM 



Extracellular 



794 



816 



TM 



Transmembrane I 



42 



42 



42 



42 



42 



42 



LG:233552.5:2002JAN1 8 



817 



132 



TM 



Cytosolic 



LG:233552.5.2002JAN 1 8 



1133 



1152 



TM 



Transmembrane 



LG:233552.5:2002JAN1 8 



1153 



LG:233552.5:2002JAN1 8 



1162 



1161 
1184 



M 



Extracellular 



TM 



Transmembrane 



LG:233552.5:2002JAN 1 8 



185 



1204 



TM 



Cytosolic 



LG:233552.5:2002J AN 1 8 



1205 



1227 



M 



Transmembrane 



42 



42 



42 



42 



42 



42 



42 



42 



42 



43 



43 



43 



43 



LG:233552.5:2002JAN1 8 



1228 



1228 



TM 



Extracellular 



LG:233552.5:2002JAN 1 8 



3379 



3432 



forward 1 



SP 



LG:233552.5:2002JAN1 8 



3601 



3645 



forward 1 



SP 



LG:233552.5:2002JAN1 8 



719 



802 



forward 2 



SP 



LG:233552.5:2002JAN 1 8 



746 



808 



forward 2 



SP 



LG : 233552.5:2002JAN18 



746 



814 



forward 2 



SP 



LG:233552.5:2002JAN1 8 



719 



820 



forward 2 



SP 



LG:233552.5:2002JAN 1 8 



170 



223 



fonvard 2 



SP 



LG:233552.5:2002JAN1 8 



170 



229 



forward 2 



SP 



LG:234430.7:2002JAN 1 8 



2233 



2298 



forward 1 



SP 



LG:234430.7:2002JAN 1 8 



LG:234430.7:2002JAN 1 8 



LG:234430.7:2002JAN 1 8 



2233 



2292 



2233 



2346 



1817 



forward 1 



SP 



forward 1 



SP 



1894 



forward 2 



SP 



43 



43 



44 



44 



44 



44 



44 



44 



44 



LG:234430.7:2002JAN 1 8 



LG:234430.7:2002JAN 1 8 



LG:236659. 1 :2002JAN18 



LG:236659. 1 :2002JAN18 



LG:236659. 1 :2002JAN18 



LG:236659.1 :2002JAN18 



LG:236659, 1 :2002JAN18 



LG:236659. 1 :2002JAN18 



LG:236659. 1 :2002JAN1 8 



1817 



1894 



forward 2 



SP 



1874 



1945 
155 



forward 2 



SP 



TM 



Cytosolic 



156 



178 



TM 



Transmembrane 



179 



1636 



1635 
1658 



TM 



Extracellular 



1659 



1678 



1679 



1701 



1702 



1715 



TM 



Transmembrane 



TM 



Cytosolic 



TM 



Transmembrane 



TM 



Extracellular 



44 



LG:236659. 1 :2002JAN18 



1716 



1734 



TM 



Transmembrane 



44 



44 



LG:236659. 1 :2002JAN18 



1735 



1740 



TM 



Cytosolic 



LG:236659.1 :2002JAN18 



1741 



1760 



TM 



Transmembrane 



44 



44 



44 



44 



LG:236659.1 ■.2002JAN1 8 



1761 



1794 



TM 



Extracellular 



LG:236659. 1 :2002JAN18 



1795 



1817 



TM 



Transmembrane 



LG:236659. 1 :2002JAN18 



1818 



1873 



TM 



Cytosolic 



LG:236659.1 :2002JAN18 



1874 



1893 



TM 



Transmembrane 



89 



BNSOOCIO: <WO__030ea37aA2J.> 



wo ()3/(>62379 



PCT/US03/CU363 



TABLE 4 



SEQ ID 1 
NO: 


remplate ID 


3Tan 


:>TOp 




lype 


fooolopix/ 
1 v.,^|Jwiwy y 


44 1 


_G:236659 . 1 :20U2J AN 1 o 


loV4 


■>nm 
tdUU 1 




1 IVI 


-Y+moolli ilor 

..Ail VjV^C7IILJI^I 


44 


LG:236659. 1 :2002J AN 1 o 








1 IVI 


1 1 vJl lo) 1 ic^i 1 iLJi ^Ji it:^ 


44 


.G:236659. 1 :20u2JAN 1 8 




£}Jro 




rM 

1 IVI 


<~^y 1 v-/oL/IIL^ 


44 


,G:236659. 1 :2002J AN 1 8 


,^1394 


^ 1 1 A 

c\ \o 




IIVI 


1 \ vJI ibi 1 It^l 1 xvji It? 


44 


LG:236659. 1 :2002JAN 1 8 


21 1 7 






1 iVl 


— v+r/^i/^^lli il/^r 
;.aI I (JC't^llVJIUl 


44 


1 t^f\ ✓ ^ T . /^^^*^^ 1 A Kilo 

LG:236659. 1 :2002JAN 1 8 


2ooo 


Zoo/ 




MVI 


1 i Ul lOI 1 t \IJ\ VJI IC? 


44 


LG:236659.1 :2002JAN 1 8 


no CO 

235o 


2x37/ 




1 IVI 


^"^vyf^c^li^ 
V^y IvJoUMO 


44 


LG:236659. 1 :2002JAN 1 8 


2378 


2o9o 




IIVI 


jransiiioi iiuiui icy 


44 


LG:236659. 1 :2002J AN 1 8 


2396 


2440 




IM 


txrracoiiuiar 


44 


LG:236659. 1 :2002JAN 1 8 


2441 


2459 




IIVI 


1 rariSmerTiDrcji 


44 


LG:236659. 1 :2002JAN 1 8 


2460 


2495 




MVI 


s^yTOSOliC 


44 


LG:236659.1 :2002JAN18 


2496 


25 lo 




1 IVI 


1 ransn i©rriL)i vji it? 


44 


LG:236659. 1 : 2002JAN 1 8 


2519 


2915 




IIVI 


tXTrac©iiuiar 


44 


LG:236659, 1 :2002JAN1 8 


1 


lo7o 




IIVl 


tXTracenuicjr 


44 


LG:236659. 1 :2002J AN 1 8 


1677 


io9o 




IIVI 


1 rarisrTi©rTiDrci! 


44 


LG:236659. 1 :2002J AN 18 1 1 697 


1 /uo 




IIVI 




44 


LG:236669. 1 :2002JAN1 8 


1709 


\7o\ 




IIVI 




44 


LG:236659. 1 :2002JAN 1 8 


1732 


1 1 ACS. 

1 74U 




IIVI 


CATTa(J6IIUIQr 


44 


LG:236659. 1 :2002JAN 1 8 


1741 


1 /oU 




IIVI 




44 


LG:236659. 1 :2002JAN1 8 


1761 


1 7ou 




liVI 


^~*\ e /o II 
k.->yT05L)IIC 


44 


LG:236659. 1 :2002J AN 1 8 


1781 


lolJo 




1 IVI 


1 1 CJIioi 1 lc?l 1 ItJIUI 


44 


LG:236659. 1 :2002JAN 1 8 


1804 


2473 




T^/l 
1 IVI 


Cv+r/o/^dili ll/or 
t XTTCJOtslI U ILJ I 


44 


LG:236659. 1 :2002JAN1 8 


2474 


2496 




IIVI 


Tr <o r\ c nn ^ inn lo r /o r» o 
1 1 vJtl Ibi 1 loi I lUI \a\ \^ 


44 


LG:236659. 1 •.2(X>2JAN18 


2497 


2502 




IIVI 


v^yroovjiio 


44 


LG:236659. 1 :2002JAN1 8 


2503 


2525 




IIVI 


1 rarisriiernDrcir it? 


44 


LG:236659. 1 :2002 J AN 1 8 


2526 


2914 




IIVI 


txTrac^iiuKJi 


44 


LG:236659, 1 :2002JAN1 8 


1 


Moo 




IM 


C\/4T/^/^^illi il^~ti' 

cXi rcic@ii u iQr 


44 


LG:236659. 1 :2002JAN 1 8 


1737 


1759 




IM 


1 rariorriQrriDran© 


44 


LG:236659. 1 :2002JAN 1 8 


1760 


1993 




IM 


wyTOoOIIC 


44 


LG:236659. 1 :2002JAN1 8 


1994 


2016 




IM 


1 rarisrrienriDrane 


44 


LG:236659. 1 ;2002J AN 1 8 


2017 


2020 




IIVI 


tXTrQC©iiuiar 


44 


LG:236659.1 :2002JAN18 


2021 


203o 




IM 


1 rarisnn©rTiDrcine 


44 


LG:236659. 1 :2002JAN1 8 


2039 


2335 




TKA 
IM 


L-'yTOSOIIC 


44 


LG:236659. 1 :2002JAN1 8 


2336 


2358 




IM 


1 rorisrTiQrnDrar It? 


44 


LG:236659,1 :2002JAN18 


2359 


2914 




IM 


CXirCiC^ollLllQr 


44 


LG:236659. 1 :2002JAN1 8 


5200 


5262 


forward 1 


OD 

or 




44 


LG:236659. 1 :2002JAN 1 8 


3833 


3895 


forward 2 


CD 

or 




44 


LG:236659. 1 :2002J AN 1 8 


6732 


6/9/ 


forward 3 


CD 
or 




44 


LG;236659, 1 :2002JAN1 8 


1026 


1 lu6 


Torwara o 


CD 
or 




44 


LG:236659.1 :2002JAN1 8 


1026 


1 100 


forward 3 


CD 

or 




45 


LG:236767.26:2002JAN 1 8 


1118 


1 189 


forward 2 


QD 
or 




45 


LG:236767.26;2002JAN 1 8 


1118 


1 195 


forward 2 


CD 

or 




AO 


LG:236767.26:2002JAN 1 8 


1118 


1 189 


forward 2 


SP 




45 


LG:236767.26:2002JAN1 8 


1118 


1183 


forward 2 


SP 




46 


LG:237489.7:2002JAN1 8 


1 


70 




TM 


Extracellular 


46 


LG:237489.7:2002JAN1 8 


71 


93 




TM 


Transmembrane 


46 


LG:237489.7:2002JAN1 8 


94 


94 




TM 


Cytosolic 


46 


LG:237489.7:2002JAN1 8 


95 


117 




TM 


Transmembrane 


46 


LG:237489.7:2002JAN1 8 


118 


1144 




TM 


Extracellular 



90 



BNSCXX3ID: <WO 030e2379A2_L> 



wo 03/062379 



PCT/US03/01363 



TABLE 4 



SEQ ID 
NO: 


Template ID 


Start 


Stop 


-rame 


Domain 
Type 


Topology 


46 


: 23 7489 . 7 : 2002 J AN 1 o 


1 


1 l2o 




TK A 
IM 


1 

rxtracollular 


46 


-G:237489.7:2002JAN1 8 


1 124 


1 14o 




TK A 


I ransmGrnoranG 


46 


-G:237489.7:2002JAN 1 8 


1 144 


1 144 




TM 


Cytosolic 


46 


.G:237489.7:2002JAN1 8 


1 


n lo 




TK / 

TM 


Extracellular 


46 


-G:237489.7:20u2JAN ] 8 


1 1 14 


1 136 




TK A 
TM 


TransmGmbranG 


46 


LG:237489.7:2002JAN1 8 


1 137 


1 143 




TM 


cyTosoiic 


46 


-G:237489.7:2002JAN1 8 


1096 


1 152 


forward 1 


OP* 

SP 




46 


LG:237489.7:2002JAN 1 8 


1568 


1684 


forward 2 


SP 




46 


LG:237489.7:2002JAN 1 8 


2484 


2564 


forward 3 


SP 




46 


LG:237489.7:2002JAN 1 8 


2484 


2558 


forward 3 


SP 




46 


LG:237489.7:2002JAN18 


2484 


2567 


forward 3 


SP 




46 


LG : 237489 . 7 : 2002 J AN 1 8 


2484 


2555 


forward 3 


SP 




46 


LG:237489.7:2002JAN18 


2484 


2573 


forward 3 


SP 




46 


LG:237489.7:2002JAN1 8 


2484 


2549 


forward 3 


SP 




46 


LG:237489.7:2002JAN 1 8 


2484 


2564 


forward 3 


SP 





47 


LG:23821 8.20:2002JAN 1 8 


1 


794 




TM 


ExtracGllular 


47 


LG:23821 8.20:2002JAN18 


796 


817 




TM 


Transmembrane 


47 


LG:23821 8.20:2002JAN 1 8 


818 


1053 




"TK A 

TM 


Cytosolic 


47 


LG:2382 1 8.20:2002J AN 1 8 


1054 


1076 




TK A 

TM 


Transmembrane 


47 


LG:23821 8.20:2G02JAN 1 8 


1077 


1090 




TM 


Extracellular 


47 


LG:2382 1 8.20:2002J AN 1 8 


1091 


1113 




TK A 

TM 


Transmembrane 


47 


LG:23821 8.20:2002JAN18 


1114 


1265 




TK H 

TM 


Cytosolic 


47 


LG:23821 8.20:2002JAN1 8 


1266 


1288 




TK A 

TM 


Transmembrane 


47 


LG : 2382 1 8.20:2Q02J AN 1 8 


1289 


1630 




TM 


Extracellular 


47 


LG :2382 1 8.20:2002J AN 1 8 


1631 


1653 




TK A 

TM 


Transmembrane 


47 


LG:2382 1 8.20:2002J AN 1 8 


1654 


1735 




TM 


Cytosolic 


47 


LG:23821 8.20:2002JAN1 8 


1736 


1758 




TM 


Transmembrane 


47 


LG:23821 8.20:2002JAN1 8 


1759 


1761 




TM 


Extracellular 


47 


LG:23821 8.20:2002JAN1 8 


1762 


1779 




TM 


Transmembrane 


47 


LG:23821 8.20:2002JAN1 8 


1780 


1799 




TM 


Cytosolic 


47 


LG : 2382 1 8 .20:2002J AN 1 8 


1800 


1822 




TM 


Transmembrane 


47 


LG:23821 8.20:2002JAN1 8 


1823 


1836 




TM 


Extracellular 


47 


LG:23821 8.20:2002J ANl 8 


1837 


1859 




TM 


Transmembrane 


47 


LG:23821 8.20:2002JAN 1 8 


1860 


2005 




TM 


Cytosolic 


47 


LG:2382 1 8.20:2002J AN 1 8 


1 


1584 




TM 


Extracellular 


47 


LG:2382 1 8.20:2002J AN 1 8 


1585 


1607 




TM 


Transmembrane 


47 


LG:23821 8.20:2002JAN1 8 


1608 


1639 




TM 


Cytosolic 


47 


LG:23821 8.20:2002JAN1 8 


1640 


1662 




TK A 

TM 


Transmembrane 


47 


LG:23821 8.20:2002JAN1 8 


1663 


2005 




TK A 

TM 


Extracellular 


47 


LG:23821 8.20:2002JAN1 8 


1 


1090 




TM 


Extracellular 


47 


LG:23821 8.20:2002JAN1 8 


1091 


1 1 13 




TK it 

TM 


Transmembrane 


47 


LG:238218.20:2002JAN18 


1 1 14 


1142 




TM 


Cytosolic 


A7 


LQ7:2oo2 1 8.2(J:2UUzJAN 1 tt 


1 l4o 


1 loo 




IM 


1 ransmemDrane 


47 


LG:23821 8.20:2002JAN1 8 


1166 


1222 




TM 


Extracellular 


47 


LG:23821 8.20:2002JAN1 8 


1223 


1245 




TM 


Transmembrane 


47 


LG:23821 8.20:2002JAN 1 8 


1246 


1265 




TM 


Cytosolic 


47 


LG:23821 8.20:2002JAN1 8 


1266 


1288 




TM 


Transmembrane 


47 


LG:238218.20:2002JAN18 


1289 


1793 




TM 


Extracellular 


47 


LG:23821 8.20:2002JAN1 8 


1794 


1816 




TM 


Transmembrane 



91 



wo «3/()62379 



PCT/liS03/01363 



TABLE 4 



SEQID 1 
NO: 


remplate ID 5 


Mart c 


DTOp 






'oririlnnx/ 


47 


_G :2382 1 8 .20:2002 J AN 1 o 


lo 1 / 


1 OOO 




1 IVi ' 




47 


-G:23821 8.20:2002JAN1 o 


loo/ 


looy 




1 IVI 


fr pi n <i m m h m o 


47 


_G:23821 8.20:2002JAN1 8 


1 DAD ' 


^Uuo 




I IVI 




47 


.G:23821 8.20:2002JAN 1 o 


3ol4 


jVUU 1 


lorwarci \ 


Dr 




47 


,G:23821 8.20:2002JAN1 8 


3ol4 


oo/v 


Oiwara i 






47 


LG:2382 1 8.20:2002J AN 1 8 


3o 14 


oov ! 


~/*<kr\A//**ir/H 1 

lOrwara i 


QP 




47 


LG:2382 1 8.20:2002J AN 1 8 


4927 


4yoU 


lorwara i 


c;p 




47 


LG:238218.20:2002JAN18 


3o14 


3691 


roiwora i 


Dr 




47 


LG :2382 1 8.20:2002J AN 1 8 


4927 


49/4 


rorwara i 


QP 




47 


LG:238218.20:2002JAN18 


3814 


o OOC 

3oo5 


forward 1 


CD 
Or 




47 


LG:238218.20:2002JAN18 


4927 


>*oor% 

4989 


forward 1 


QD 




47 


LG:23821 8.20:2002J AN 1 8 


4900 


4992 


torwora i 


QD 




47 


LG:238218.20:2002JAN1 8 


4927 


4980 


Torwara i 


QD 




47 


LG:23821 8.20:2002JAN1 8 


3814 


3o85 


rorwara i 


QD 

or 




47 


LG:23821 8.20:20G2JAN1 8 


518 


coo 

o9o 


Torwara z 


QD 




47 


LG:238218,20:2002JAN1 8 


CIO 

olo 


59o 


Torwara ^ 


QD 

Or 




47 


LG:238218.20:2002JAN18 


518 


coo 

5oo 


torwara z 


QD 

Or 




47 


LG :2382 1 8.20: 2002J AN 1 8 


CIO 

518 


OOO 


Torwara ^ 


QD 

or 




47 


LG:23821 8.20:2002JAN1 8 


CIO 

olo 


OQ 1 


Torwara a 


QP 
Or 




47 


LG:23821 8.20:2002JAN1 8 


CIO 

518 


CAC 

OOO 


lorwara a 


QD 
Or 




47 


LG:23821 8.20:2002J AN 1 8 


CIO 

51o 


O/ 1 


Torwora z 


QD 

Or 




47 


LG:23821 8.20:2002JAN1 8 


2400 


24oo 


Torwora o 


QD 

Or 




47 


-G:23821 8.20:2002J AN 1 8 


2400 


^4oy 


Torwara o 


QD 
Or 




47 


LG:23821 8.20:2002J ANl 8 


1941 


2009 


Torwara o 


QD 

Or 




47 


LG:23821 8.20:2002JAN 1 8 


1941 


2U lo 


Torwara o 


QD 

Or 




47 


LG:23821 8.20:2002JAN1 8 


1941 


200o 


Torwara o 


QD 

Or 




47 


LG:23821 8.20:2002J AN 1 8 


1941 


20 lo 


Torworo o 


QD 
Or 




47 


LG:23821 8.20:2002JAN18 


1941 


20 1 o 


Torwara o 


QD 
Or 




48 


LG :239939. 1 4:2002J AN 1 8 


1 


3 




1 IVl 


HXTruOollUiVJl ' 


48 


LG:239939. 1 4:2002J AN 1 8 


4 


26 




II VI 


1 ransrii©!! iKji vji it? 


48 


LG:239939. 1 4:2002J AN 1 8 


27 


149 




I IVI 




48 


LG:239939. 1 4:2002J AN 1 8 


150 


169 






1 rarisrnsrTiDrcif 


48 


LG:239939. 1 4:2002J AN 1 8 


170 


183 




ThA 

IM 


txrracsiiuicir 


48 


LG:239939. 1 4:2Q02J AN 1 8 


184 


206 




TKA 
IM 


irarisrn©!! ikJiui lo 


48 


LG:239939. 1 4:2002J AN 1 8 


207 


379 




TWA 
IM 


/^/^ e/^ 1 1 ^ 

v^^yTOSOiio 


48 


LG:239939.14:2002JAN1 8 


380 


402 




ThA 
IM 


Trr^r\cry^^rT\)r\r^r\^ 

1 rarisiTierT It)! vji it^ 


48 


LG:239939. 1 4:2002J AN 1 8 


403 


434 




ThA 
1 IVI 


cXTruc?@nui<jii 


48 


LG:239939. 1 4:2002J AN 1 8 


o7o 


OOA 

V26 


Torworo o 


QP 
Or 




48 


LG:239939. 1 4:2002J AN 1 8 


o7o 


oon 
929 


Torwora o 


QD 
Or 




48 


LG:239939. 1 4:2002JAN 1 8 


o7o 


OCA 

9o6 


Torwara o 


QP 
Or 




49 


LG:242288.1 1 :2002JAN18 


973 


1044 


forward 1 


CD 

Or 




49 


LG:242288. 1 1 :2002JAN1 8 


4097 


4195 


forward 2 


QD 
Or 




ou 




64 


117 


forward 1 


SP 




50 


LG:242491 .29:2002JAN 1 8 


64 


120 


forward 1 


SP 




50 


LG:242491 .29:2002JAN1 8 


64 


123 


forward 1 


SP 




50 


LG:242491 .29:2002JAN18 


31 


117 


forward 1 


SP 




50 


LG:242491 .29:2002JAN1 8 


64 


126 


forward 1 


SP 




50 


LG:242491 .29:2002JAN1 8 


64 


117 


forward 1 


SP 




50 


LG:242491 .29:2002JAN 1 8 


31 


123 


forward 1 


SP 





92 



BNSDOCIO: <WO 03062379A2..I _> 



wo 03/062379 



PCT/US03/01363 



TABLE 4 



SEQID 
NO: 


Template ID 


Start 


Stop 
- 


Frame 


Domain 
Type 


Topology 


50 


LG:242491 .29:2002JAN18 


64 


129 


foryward 1 


SP 




50 


LG:242491 .29:2002JAN18 


43 


117 


forward 1 


SP 




50 


LG:242491 .29:2002JAN1 8 


31 


123 


forward 1 


SP 




51 


LG:243488.41 :2002JAN1 8 


1 


525 




TM 


Extracellular 


51 


LG:243488.41 :2002J AN 1 8 


526 


548 




TM 


Transmembrane 


51 


LG:243488.41 :2002JAN 1 8 


549 


665 




TM 


Cytosolic 


51 


LG:243488.41 :2002JAN1 8 


656 


678 




TM 


Transmembrane 


51 


LG:243488.41 •.2002JAN 1 8 


679 


715 




TM 


Extracellular 


51 


LG:243488.41 :2002JAN 1 8 


716 


735 




TM 


Transmembrane 


51 


LG:243488.41 :2002JAN1 8 


736 


742 




TM 


Cytosolic 


51 


LG:243488.41 :2002JAN1 8 


1 


665 




TM 


Extracellular 


51 


LG:243488.41 :2002JAN1 8 


666 


688 




TM 


Transmembrane 


51 


LG:243488.41 :2002JAN 1 8 


689 


742 




TM 


Cytosolic 


51 


LG:243488.41 :2002J AN 1 8 


361 


438 


forward 1 


SP 




51 


LG:243488.41 :2002JAN1 8 


1940 


2017 


forward 2 


SP 




51 


LG:243488.41 :2002JAN1 8 


1940 


2020 


forward 2 


SP 




52 


LG:247792. 1 8:2002J AN 1 8 


1 


1050 




TM 


Extracellular 


52 


LG:247792. 1 8:2002JAN 1 8 


1051 


1073 




TM 


Transmembrane 


52 


LG:247792. 1 8:2002JAN1 8 


1074 


1142 




TM 


Cytosolic 


52 


LG:247792. 1 8:2002J AN 1 8 


1930 


2016 


forward 1 


SP 




52 


LG:247792. 1 8:2002JAN 1 8 


1930 


2010 


forward 1 


SP 




53 


LG:253193. 1 7:2002JAN18 


1 


201 




TM 


Extracellular 


53 


LG:2531 93. 1 7:2002JAN1 8 


202 


224 




TM 


Transmembrane 


53 


LG:253 1 93. 1 7:2002J AN 1 8 


225 


440 




TM 


Cytosolic 


53 


LG:2531 93. 1 7:2002JAN1 8 


441 


463 




TM 


Transmembrane 


53 


LG:253 1 93. 1 7:2002JAN 1 8 


464 


771 




TM 


Extracellular 


53 


LG:2531 93. 1 7:2002JAN1 8 


1 


52 




TM 


Cytosolic 


53 


LG:2531 93. 1 7:2002JAN1 8 


53 


75 




TM 


Transmembrane 


53 


LG:2531 93. 1 7:2002JAN1 8 


76 


84 




TM 


Extracellular 


53 


LG:253 1 93. 1 7:2002J AN 1 8 


85 


107 




TM 


Transmembrane 


63 


LG:253 1 93. 1 7:2G02JAN 1 8 


108 


200 




TM 


Cytosolic 


53 


LG:2531 93. 1 7:2002J AN 1 8 


201 


223 




TM 


Transmembrane 


53 


LG:253 1 93. 1 7:2002JAN 1 8 


224 


291 




TM 


Extracellular 


53 


LG:2531 93. 1 7:2002JAN 1 8 


292 


314 




TM 


Transmembrane 


53 


LG:253 1 93. 1 7:2002J AN 1 8 


315 


371 




TM 


Cytosolic 


53 


LG:253 1 93. 1 7:2002JAN 1 8 


372 


394 




TM 


Transmembrane 


53 


LG:253 1 93. 1 7:2002J AN 1 8 


395 


770 




TM 


Extracellular 


53 


LG:253 1 93. 1 7 :2002 JAN 1 8 


1 


20 




TM 


Cytosolic 


53 


LG:253193.17:2002JAN18 


21 


40 




TM 


Transmembrane 


53 


LG:253 1 93. 1 7 :2002JAN1 8 


41 


49 




TM 


Extracellular 


53 


LG:253 1 93. 1 7:2002JAN 1 8 


50 


72 




TM 


Transmembrane 


53 


LG:253 1 93. 1 7:2002JAN1 8 


73 


152 




TM 


Cytosolic 


53 


LG:253 1 93. 1 7:2002JAN 1 8 


153 


171 




TM 


Transmembrane 


53 


LG:253 1 93. 1 7:2002JAN 1 8 


172 


211 




TM 


Extracellular 


53 


LG:253 1 93. 1 7:2002JAN 1 8 


212 


234 




TM 


Transmembrane 


53 


LG:253 1 93. 1 7:2002J AN 1 8 


235 


290 




TM 


Cytosolic 


53 


LG:2531 93. 1 7:2002JAN18 


291 


313 




TM 


Transmembrane 


53 


LG:253 1 93. 1 7 :2002J AN 1 8 


314 


770 




TM 


Extracellular 


53 


LG:2531 93. 1 7:2002JAN1 8 


1513 


1578 


forward 1 


SP 





93 



wo (IS/OfilST'J 



PCT/US«3/«1363 



TABLE 4 



SEQID 
NO: 



Template ID 



53 



I c;-9S31 93. 1 7:2002JAN1 8 



53 



I Q-.953193.17:2002JAN18_ 



54 



I (^■?57Q88.20:2002JAN1 8 



54 



54 



54 



54 



55 



55 



55 



55 



55 



55 



55 



55 



55 



Start 



Stop 



257 



257 



Frame 



322 



forward 2 



319 



f:5-?fi7Q88.20:2002J AN 1 8 



21 



f:;:757Q88.20.2002JAN 1 8 



44 



LG:257088.20:2002JAN 1 8 
LG.257088.20:2002JAN 1 8 
I G-'?fi7n88.20:2002JAN 1 8 



I C:;;?<S5552.1 :2002JAN1 8 



I a;965552. 1 :2002JAN1 8 



I G;?6S552.1 :2002JAN1 8 



LG:265552/li20g2JANT8_ 



20 



43 



1028 



1028 



1937 



219 



1253 



1153 



1147 



Domain 
Type 



forward 2 



Topology 



SP 



SP 



TM 



TM 



forward 2 



SP 



forward 2 



1999 
218 



forward 2 



238 



239 



247 



248 



LG:265552.1i2002JAN18_ 



268 



I G;965552. 1 :2002J AN 1 8 



342 



I G;9A5552. 1 :2002JAN1 8 



I G 0A5552.1 :2002JAN18 



LG:265552. 1:2002JAN18 



55 



55 



55 



55 



55 



55 



LG:265552. 1 :2002JAN18 



267 



365 



341 



364 



630 



164 



87 



I Gr?65552.1 :2002JAN18 



227 



LG:265552. 1:2002JAN18 



250 



LG:265552. 1 :2002JAN18 



292 



IG:265552.1:2002JAN18 



315 



LG:265552.1 :2002JAN18 



55 



IG:265552.1:2002JAN18 



55 



LG:265552. 1:2002JAN18 



55 

55 



65 



55 



.55 



55 



382 



405 



LG:265552. 1 ;2002JAN18 



484 



LG:265552. 1:2002JAN18 



507 



LG:265552, 1.2002JAN18 



817 



I G.265552. 1 :2002JAN1 8 



683 



LG:265552. 1:2002JAN18 



683 



55 



55 



I G:265552.1 :2002JAN18 



683 



I G;265552.1 :2002JAN18 



LG:265552. 1 :2002JAN18 



55 



55 



LG:265552. 1 :2002JAN18 



56 



LG:275355. 1 2:2002JAN18 



56 



I G:275355. 1 2:2002J AN 1 8 



56 



LG:275355.12:2002JAN18_ 



56 



56 
56 



56 



56 



56 



56 



.G:265552. 1 :2002JAN18 



LG:275355. 1 2:2002JAN18 



LG:275355. 12:2002JAN18 



LG:275355. 12:2002JAN18 



LG:275355. 1 2:2002JAN18 



LG:275355. 1 2:2002JAN 1 8 
LG:275355. 12:2002JAN18 



I G-975355. 1 2:2002J AN 1 8 



1 G 97R -^RS. 1 2:2002JAN1 8 



LG:275355/12^2g^JAN18^ 



56 



56 



I a-OlFASB. 1 2:2002JAN 1 8 



226 



249 



163 



186 



SP 



SP 



TM 



Cytosoiic 



Transmembrane 



Extracellular 



TM 



TM 



Cytosoiic 



Transmembrane 



Extracellular 



TM 



Transmembrane 



TM 



Cytosoiic 



TM 



Transmembrane 



TM 



TM 



291 



314 



629 



381 



404 



483 



506 



629 



867 



754 



742 



760 



683 



748 



683 



683 



683 



387 



TM 



TM 



TM 



forward 1 



foHA/ard 2 



forward 2 



M 



M 



Extracellular 



Extracellular 



Transrr^mbrane 



Cytosoiic 



Transmembrane 



Extracellular 



Transmembrane 



TM 



Cytosoiic 



Extracellular 



TM 



Transmembrane 



TM 



Cytosoiic 



TM 



Transmembrane 



TM 



SP 



SP 



SP 



forward 2 



SP 



757 



forward 2 
forward 2 



745 



forward 2 



748 



386 



409 



410 



429 



430 



453 



388 



452 



514 



387 



410 



SP 



forward 2 



SP 



Extracellular 



SP 



SP 



TM 



TM 



TM 



TM 



TM 



453 



1084 



1084 



1084 



513 



TM 



1155 



forward 1 



1161 



forward 1 



1161 



I ^.o7R<^R^ 1 9-9nn2JANl 8 1 86 



145 



forward 1 
forward 2 



Extracellular 



M 



Transmembrane 
Cytosoiic 



Transmembrane 



TM 
TM 



TM 



SP 



SP 



Extracellular 



Extracellular 



Transmembrane 



Cytosoiic 
Transmembrane I 



Extracellular 



94 



BNSDCX5ID: <WO 03062379A2.L.> 



wo «3A>62379 



PCT/US03/01363 



TABLE 4 



WO* 


ifcylTipiUT© \U 


oTarr 


Stop 


Frame 


Domain 
Type 


Topology 




1 fCi'Oftnm /I I'onnoiAMiQ 

LV=7.ZOUU 1^. 1 .ZUUZJ/W\ \ 0 


1 


100 




TM 


Extracellular 


0/ 


1 /d'Oftom yi I'OnnoiAMiQ 
LV=7.ZOUU I ^. 1 .^UU^JAlN 1 0 


1 m 
101 


123 




TM 


Transmembrane 


^7 
0/ 


1 /^•oonm yi i-onnoiAMio 
Lvc^.^ouu 1 A. 1 .^UUzJAlN 1 0 


1 o>i 

124 


238 




TM 


Cytosolic 


0/ 


1 i^'Oftnm /I I'OnnoiAMiQ 


239 


256 




TM 


Transmembrane 


R7 


1 /^'r^sinm >i i 'Onno 1 a ni n o 


OC7 

257 


270 




TM 


Extracellular 


0/ 


i^«Ofinm>i I'OnnoiAMiD 
14. 1 .zUUiCJAN 1 0 


271 


293 




TM 


Transmembrane 


^7 


\ fH'Ofinni A I'OnnoiAMiQ 
Lvc7.^oUU 1 4. I .^UU-iiJArN 1 0 


on>i 
294 


314 




TM 


Cytosolic 


0/ 


LQiy.^oUu 1 4. 1 ;-^002JANl 0 


315 


334 




TM 


Transmembrane 


f^7 


LC37.20UUI 4. 1 :2uu2J AN 1 0 


335 


335 




TM 


Extracellular 


0/ 


LCr^.zoOOl 4. 1 :20u2JAN 1 0 


1 


99 




TM 


Extracellular 


*^7 


LCcr.zoUU 14.1 :2UU2JAN 1 8 


100 


122 




TM 


Transmembrane 


0/ 


L(=7.2oUu 14,1 :2u02JAN 1 0 


123 


335 




TM^ 


Cytosolic 


0/ 


Lv^.2oUU 1 4. 1 :2002J AN 1 0 


457 


543 


forward 1 


SP 




0/ 


LC='.zoUU 1 4. 1 : 2002 J AN 1 0 


457 


537 


forward 1 


SP 




*^7 
0/ 


LC=7.2o00 1 4. 1 :2002JAN 1 8 


457 


528 


forward 1 


SP 




R7 


Lt?.2o00 1 4. 1 :2002J AN 1 8 


467 


528 


forward 1 


SP 




^^7 
0/ 


LQs^.^ioOO 1 4. 1 :20U2JAN1 8 


457 


543 


forward 1 


SP 




0/ 


LQ?.zoOO 14. 1 :2002JAN1 8 


712 


765 


forward 1 


SP 




0/ 


Lv=7.,!ioUu 1 4. 1 .2U02JAN 1 0 


457 


549 


forward 1 


SP 




f^7 


Lty.^oUO 1 4. 1 : 2002 J AN 1 8 


165 


239 


forward 3 


SP 




*\7 
0/ 


Lv=7.2o00 14.1 .2002 J AN 1 8 


165 


236 


forward 3 


SP 




0/ 


Hcy.2o00 1 4. t .20 02 J AN 1 8 


165 


236 


forward 3 


SP 




0/ 


Lv:7.2o00 ! 4. 1 .2002JAN1 8 


165 


251 


forward 3 


SP 




c;7 
0/ 


LC=^.2o00 1 4. 1 .2002JAN1 8 


165 


242 


forward 3 


SP 




f^7 


LCc7 . 2o00 1 4. 1 :2002JAN 1 8 


267 


335 


forward 3 


SP 




00 


. Zvvvo / . 0 . 2002 J AN 1 8 


1 


790 




TM 


Extracellular 


00 


U^.ZSr/vo / .o:2002J AN 1 8 


791 


813 




TM 


Transmembrane 


00 


LC=7.2y Wo7.3:2uu2JAN 1 8 


814 


1010 




TM 


Cytosolic 




LC=7:2y9y37.3:2002JANl 8 


817 


888 


forward 1 


SP 




00 


LCsr:2y9937.o:20u2JANl 8 


2726 


2785 


forward 2 


SP 




oy 


LG.ol 1 197.3:2u02jAN18 


1 


1547 




TM 


Extracellular 


oy 


LC=7.ol 1 I97.3:2002JAN18 


1548 


1570 




TM 


Transmembrane 


RO 

oy 


LC=7.3I 1 197.3:2002JAN18 


1571 


1584 




TM 


Cytosolic 


oy 


Lv=7.3 1 1 197.3:2002JAN18 


2227 


2307 


forward 1 


SP 




oy 


Lvzr.o I I !y/.o:2002JAN18 


2227 


2322 


forward 1 


SP 




oy 


1 •'3111 07 Q • onno 1 a n n 0 
Lv=7.o ! 1 iy/.o.2002JAN 10 


4552 


4608 


forward 1 


SP 




oy 


t /^•'ii 1 1 07 "a. onno 1 a mi 0 
Lvs'.o 1 1 iy/.o.2002JAN 18 


4552 


4614 


forward 1 


SP 




oy 


1 1 1 cyj Q«onno 1 a nh q 
Lv3».ol 1 iy/.o.2002JAN18 


2850 


2915 


forward 3 


SP 




oy 


I •'3111 0"7 0 « onno 1 A K 1 1 0 
Lvr7,o 1 1 !9/.o:2002JAN18 


2850 


2921 


forward 3 


SP 




oy 


i O''^! 1 1 07 Q'Onno 1 A N1 1 0 
Lvc?.o 1 1 iy/.o.2002JAN18 


z "7 r* 

675 


761 


forward 3 


SP 






Lt=7.o2 1 UoV .2:2002JAN 1 8 


1 


630 




TM 


Extracellular 


AO 

ou 


1 O'-QOi nAO o.onno 1 a ni 1 0 
Lt7. o2 1 0oy.2.2002JAN 1 8 


631 


653 




TM 


Transmembrane 


60 


LG:32 1 069.2*2002JAN 1 8 


Afi4 


AAR 




TN A 
IM 


Cytosolic 


60 


LG:321 069.2:2002JAN 1 8 


666 


688 




TM 


Transmembrane 


60 


LG:32 1 069.2:2002JAN 1 8 


689 


702 




TM 


Extracellular 


60 


LG:32 1 069.2:2002JAN 1 8 


703 


725 




TM 


Transmembrane 


60 


LG:321 069.2:2002JAN 1 8 


726 


886 




TM 


Cytosolic 


60 


LG:32 1 069.2:2002JAN 1 8 


887 


909 




TM 


Transmembrane 


60 


LG:321 069.2:2002JAN 1 8 


910 


1343 




TM 


Extracellular 



95 



BNSOOCID: <WO 030S237gA2_l. > 



wo ()3/(>62379 



PCT/US03/01363 



TABLE 4 



SEQ ID 
NO: 


Template ID 


Start 


Stop 


-rams 


uomam 
Type 


lopoioyy 


60 


LG:321 069.2:2002JAN1 8 


1 


Oo4 




IM 


tXTracsiiuiar 


60 


_G : 32 1 069 .2: 2002J AN 1 8 


OOO 


ACQ 

O5o 




TK/l 

IM 


1 ransiTiernDrcin© 


60 


-G:321 069.2:2002J AN 1 8 


654 


004 




IM 




60 


„G:321 069.2:2002JAN1 8 


665 


AQ*7 

oo/ 




IM 


1 ransiTiernDrane 


60 


LG:321 069.2:2002J AN 1 8 


z. o o 

688 


oOo 




IM 


tXTraceiiuiar 


60 


LG:32 1 069.2:2002J AN 1 8 


807 


829 




nv A 
TM 


Transmernbrane 


60 


LG:321 069.2:2002JAN1 8 


830 


1078 




TM 


Cytosolic 


60 


LG:321 069.2:2002J AN 1 8 


1079 


1 101 




IM 


1 ransmerTiDrane 


60 


LG:321069.2:2002JAN18 


1102 


1 127 




TM 


Extracellular 


60 


LG:321 069.2:2002JAN1 8 


1128 


1 150 




TM 


Transmembrane 


60 


LG:32 1 069.2:2002J AN 1 8 


1 151 


1343 




TM 


Cytosolic 


60 


LG:321 069.2:2002JAN 1 8 


1 


448 




TK A 

TM 


Cytosolic 


60 


LG:321 069.2:2002JAN1 8 


449 


468 




TK A 

TM 


Transmembrane 


60 


LG:321 069.2:2002JAN1 8 


469 


477 




TK A 

TM 


Extracellular 


60 


LG:321069.2:2002JAN18 


478 


500 




TK A 

TM 


Transmembrane 


60 


LG:321 069.2:2002JAN1 8 


501 


506 




TK A 

TM 


Cytosolic 


60 


LG:321 069.2:2002JAN 1 8 


507 


629 




TK A 
TM 


1 ransmemorane 


60 


LG:32 1 069.2:2002J AN 1 8 


530 


630 




TK A 
iM 


Extracellular 


60 


LG:321 069.2:2002JAN 1 8 


631 


c o 

653 




TK A 
IM 


1 ransmemorane 


60 


LG:321 069.2:2002JAN 1 8 


654 


665 




TK A 
TM 


oyrosoiic 


60 


LG:321 069.2:2002J AN 1 8 


666 


688 




TK A 

TM 


f ransmemorane 


60 


LG:321 069.2:2002JAN1 8 


689 


692 




TK A 

TM 


Extraceliular 


60 


LG:321069.2:2002JAN18 


693 


712 




TK A 
IM 


1 ransmemorane 


60 


LG:32 1 069.2:2002J AN 1 8 


713 


1070 




TK A 
TM 


Cytosolic 


60 


LG:32 1 069.2:2002JAN 1 8 


1071 


1093 




TKi! 
TM 


1 ransmemorane 


60 


LG:321 069.2:2002J AN 1 8 


1094 


1 102 




TK A 

TM 


Extracellular 


60 


LG:321 069.2:2002JAN 1 8 


1103 


1 122 




TK A 

TM 


Tr ansmembrane 


60 


LG:321069.2:2002JAN1 8 


1123 


1 128 




TK A 

TM 


cyTosoiic 


60 


LG:32 1 069.2:2002J AN 1 8 


1129 


1 151 




TK A 

TM 


Transmembrane 


60 


LG:321 069.2:2002JAN1 8 


1152 


1343 




TK A 

TM 


Extracellular 


60 


LG:321069.2:2002JAN18 


535 


600 


forward 1 


SP 




60 


LG:321 069.2:2002J AN 1 8 


535 


606 


forward 1 


SP 




61 


LG :330900.8:2002J AN 1 8 


1 


1252 




TK A 

TM 


J 

Extracellular 


61 


LG:330900.8:2002JAN18 


1253 


1275 




TK A 

TM 


Transmembrane 


61 


LG:330900.8:2002JAN18 


1276 


1294 




TK A 

TM 


Cytosouc 


61 


LG:330900,8:2002JAN18 


1295 


1317 




TK A 

TM 


Transmembrane 


61 


LG:330900.8:2002JAN1 8 


1318 


1326 




TK A 

TM 


extracellular 


61 


LG:330900.8:2002J AN 1 8 


1327 


1349 




TK A 
TM 


Transmembrane 


61 


LG:330900.8:2002JAN1 8 


1350 


1360 




TK A 

TM 


Cytosolic 


61 


LG:330900.8:2002JAN1 8 


1361 


1383 




TK A 

TM 


Transmembrane 


61 


LG:330900.8:2002J AN 1 8 


1384 


1458 




TK A 

TM 


bxTracenuiar 


61 


LG:330900.8:2002J ANl 8 


1459 


1481 




TK A 

TM 


Transmembrane 


Al 

O 1 


Lvc7.0ouyUU,0.ZUUZJMiN lO 


14ft9 






TM 

I IVl 


Cvtosolic 


61 


LG:330900.8:2002JAN1 8 


1502 


1524 




TM 


Transmembrane 


61 


LG:330900.8:2002JAN1 8 


1525 


1577 




TM 


Extracellular 


61 


LG:330900.8:2002JAN 1 8 


1578 


1600 




TM 


Transmembrane 


61 


LG:330900.8:2002JAN 1 8 


1601 


1630 




TM 


Cytosolic 


61 


LG:330900.8:2002JAN1 8 


1631 


1653 




TM 


Transmembrane 


61 


LG:330900.8:2002JAN1 8 


1654 


1678 




TM 


Extracellular 



96 



BNSDCCID: .eWO 030e237aAa.l_> 



wo 03/062379 



PCT/US03/01363 



TABLf 4 



SEQ ID 

NO: 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



Template ID 



Start Stop 



■G:330900.8:2002JAN 1 8 



■G:330900.8:2002JAN1 8 



LG:330900.8:2002JAN1 8 



■G:330900.8:2002JAN18 



LG:330900.8:2002JAN1 8 



23 



LG:330900.8:2002JAN 1 8 



46 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN18 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN18 



LG:3309(X).8.2002JAN 1 8 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN1 8 



LG:330900.8:2CK)2JAN 1 8 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN 1 8 



Frame 



1649 



650 



1673 



22 



45 



116 



136 



438 



461 



597 



620 



634 



652 



672 



695 



1357 



1377 



1381 



1672 



1678 



16 



135 



437 



460 



596 



619 



633 



Domain 
Type 



Topology 



TM 



Extracellular 



TM 



Transmembrane 



TM 



Cytosollc 



TM 



TM 



Transmembrane 



TM 



TM 



TM 



TM 



TM 



651 



671 



694 



1356 



1376 



TM 



TM 



TM 



1380 



1404 



1434 



1457 



1403 



1433 



1456 



1476 



M 



TM 



TM 



TM 



Extracellular 



Cytosollc 



Transmembrane 



Extracellular 



Transmembrane 



Cytosollc 



Transmembrane i 



Extracellular 



Transmembrane 



Cytosollc 



Transmembrane 



Extracellular 



Transmembrane 



TM 



Cytosollc 



TM 



Transmembrane 



TM 



Extracellular 



TM 



Transmembrane 



TM 



Cytosollc 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



61 



62 



62 



62 



62 



62 



62 



62 



62 



62 



LG:330900.8.2002JAN 1 8 



1477 



1499 



TM 



Transmembrane i 



LG:330900.8:2002JAN 1 8 



1500 



1503 



TM 



Extracellular 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN 1 8 



1504 



1526 



TM 



Transmembrane 



1527 



1654 



1655 



1672 



1673 



1677 



LG:330900.8:2002JAN1 8 



3012 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN1 8 



LG:330900.8:2002J AN 1 8 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN1 8 



LG:330900.8:2002J AN 1 8 



LG:330900.8:2002JAN 1 8 



LG:330900.8:2002JAN1 8 



LG:330900.8:2002JAN1 8 



3089 



3012 



3083 



3012 



3089 



3012 



3074 



3012 



3083 



3012 



3012 



3012 



3012 



3012 



LG:330900.8:2002JAN1 8 



3027 



LG:330931 .9:2002JAN18 



LG:330931 .9:2002JAN18 



LG:330931 ■9:2002JAN18 



LG:330931 .9:2002JAN18 



LG:330931 .9:2002JAN18 



LG:330931 .9:2002JAN18 



LG:330931 .9:2002JAN18 



LG:330931 .9:2002JAN18 



LG:330931 .9:2002JAN1 8 



1401 



1424 



1430 



1448 



1702 



1725 



1817 



1840 



TM 



Cytosollc 



TM 



Transmembrane 



TM 



Extracellular 



foHA/ard 3 



SP 



forwards SP 



forwards SP 



forward 3 



SP 



forward 3 



SP 



3077 



forward 3 



SP 



3089 



forward 3 



SP 



3095 



3080 



forward 3 
foHA^ard 3 



SP 



SP 



3095 



forward 3 



3083 



forward 3 



1400 



1423 



1429 



1447 



1701 



1724 



1816 



1839 



1853 



SP 



SP 



TM 



Extracellular 



TM 



Transmembrane 



TM 



Cytosollc 



TM 



Transmembrane 



TM 



TM 



TM 



TM 



TM 



Extracellular 



Transmembrane 



Cytosollc 



Transmembrane 



Extracellular 



62 



LG:330931 .9:2002JAN1 8 



1854 



1873 



TM 



Transmembrane | 



97 



BNSt)OCID: <WO. 



.a3062379A2J. > 



PCT/IJS03/01363 



WO 03/062379 



TABLE 4 



SEQ ID jTemplate ID 
NO 



Start 



62 



I G.330931 ■9:2002JAN]8 



62 



62 



62 



1 G:330931 .9:2002JANT8 



Stop 



1874 



1951 



lft:330931.9:2002JAN18 



I G-33Q931 .9:2002JAN18_ 



62i^I^liSro^ANT8 



62 



IG:330931.9.2002JAN18 



Frame 



1950_ 
1973 



I Domain 



Topology 



TM 



1974 



1993 



2016 



1992 



2015 



2035 



Cytosolic 



TM 



Transmembrane 



TM 



TM 



IC;'330931.9.2002JAN18 



lG":33093L9;^2JArM 



1110 



LG"-330?3l!?;^^ANT8lI_m 
LGi^31^9;^^AN18 



1133 



1109 



1132. 
1144 



TM 



Extracellular 



Transmembrane | 



Cytosolic 



TM 
TM 



Extracellular 



TM 



Trnrsmembrane 



Cytosolic 



Tmnsmembrane 



Fxtracellular 
Transmembrane 




98 



BNSDOCIO <W0 03062379A2.I > 



wo 03/062379 



PCT/US03/01363 



TABLE 4 




99 



BNSDOCID: <WO 030ea379A2 l.> 



wo (13/062379 



PCT/US03/(M363 



TABLE 4 



SEQ ID 
NO: 


Template ID 


oTarr 


oTOp 


"rome 


uomain 
Type 


lopoiogy 


66 


LG.337452.2o:20u2J AN 1 o 


1 loo 




— -I — 

forward 1 


OD 

or 




66 


LG:337452.25:2002JAN1 8 


2237 


2314 


forward 2 


CD 

or 




66 


LG:337452.25:2002JAN 1 8 


^ CI A 

1514 


loUU 


forward 2 


ec5 
or 




67 


LG:340580. 1 6:2002JAN1 8 


1 


393 




FM 


i — i 

extracellular 


67 


LG:340580. 1 6:2002JAN 1 8 


394 


4 lo 




IM 


1 ransrnem Diane 


67 


LG:340580. 1 6:2002J AN 1 8 


417 


422 




TM 


cyrosoiic 


67 


LG:340580. 1 6:2002JAN1 8 


423 


A Ar\ 

440 




TM 


Transmembrane 


67 


LG:340580. 1 6:2002JAN 1 8 


441 


1 131 




TM 


Extracellular 


67 


LG:340580. 1 6:2002J AN 1 8 


1 132 


1 151 




TM 


Transmembrane 


67 


LG:340580. 1 6:2002JAN1 8 


1152 


1685 




TM 


Cytosolic 


67 


LG:340580. 1 6:2002JAN 1 8 


1686 


1708 




TK /I 

TM 


Transmembrane 


67 


LG:340580. 1 6:2002JAN1 8 


1709 


1722 




TM 


Extracellular 


67 


LG :340580. 1 6:2002JAN1 8 


1723 


1745 




TK 4 

TM 


Transmembrane 


67 


LG:340580. 1 6:2002JAN1 8 


1746 


1796 




TK A 

TM 


Cytosolic 


67 


LG:340580. 1 6:2002JAN 1 8 


1797 


iol9 




TK il 

TM 


Transmembrane 


67 


LG:340580. 1 6:2002JAN1 8 


1820 


TOOT 

1881 




TM 


Extracellular 


67 


LG:340580. 1 6:2002J AN 1 8 


1882 


1901 




TK A 

TM 


Transmembrane 


67 


LG:340580, 1 6:2002JAN 1 8 


1902 


1975 




TK A 

TM 


Cyrosonc 


67 


LG:340580. 1 6:2002J AN 1 8 


1976 


1998 




TK A 

TM 


Transmembrane 


67 


LG:340580, 1 6:2002J AN 1 8 


1999 


2288 




TK il 

TM 


Extracellular 


67 


LG:340580* 1 6:2002JAN1 8 


2289 


231 1 




TK il 

TM 


Transmembrane 


67 


LG:340580. 1 6:2002J AN 1 8 


2312 


2317 




TK il 

TM 


Cyrosoiic 


67 


LG:340580. 1 6:2002JAN1 8 


2318 


2335 




TK il 

TM 


Transmembrane 


67 


LG:340580. 1 6:2002J AN 1 8 


2336 


2446 




TK A 

TM 


Extracellular 


67 


LG:340580. 1 6:2002JAN1 8 


1 


42 




TM 


cyTosoiic 


67 


LG:340580. 1 6:2002JAN1 8 


43 


61 




TK A 

TM 


Transmembrane 


67 


■ r\ ii^sf~ #*%/*\ 1 ^ ^fs^^f^ 1 A Klin 

LG:340580. 1 6:2002JAN1 8 


62 


80 




TK i! 

TM 


Extracellular 


67 


LG:340580. 1 6:2002J AN 1 8 


81 


98 




TK il 

TM 


Transmembrane 


67 


LG:340580. 1 6:2002JAN1 8 


99 


197 




TK A 

TM 


Cytosolic 


67 


LG:340580. 1 6:2002JAN1 8 


198 


220 




TK il 

TM 


Transmembrane 


67 


LG:340580. 1 6:2002JAN 1 8 


221 


393 




TK A 

TM 


Extracellular 


67 


LG:340680. 1 6:2002JAN1 8 


394 


416 




TK il 

TM 


Transmembrane 


67 


LG:340580. 1 6;2002JAN1 8 


417 


428 




TM 


Cytosolic 


67 


LG:340580. 1 6:2002J AN 1 8 


429 


451 




TM 


Transmembrane 


67 


LG:340580. 1 6:2002J AN 1 8 


452 


2288 




TK il 

TM 


Extracellular 


67 


LG:340580. 1 6:2002JAN 1 8 


2289 


231 1 




TM 


Transmembrane 


67 


LG:340580. 1 6:2002JAN 1 8 


2312 


2323 




TK il 

TM 


Cytosolic 


67 


LG:340580. 1 6:2002JAN 1 8 


2324 


2346 




TM 


Transmembrane 


67 


LG:340580. 1 6:2002JAN1 8 


2347 


2400 




TK il 

TM 


Extracellular 


67 


LG:340580. 1 6:2002J AN 1 8 


2401 


2423 




TK A 

TM 


Transmembrane 


67 


LG:340580. 1 6:2002JAN 1 8 


2424 


r\ A A£^ 

2446 




TK A 

TM 


Cytosolic 


67 


LG:340580. 1 6:2002J AN 1 8 


1 


80 




TK A 

TM 


Cytosolic 


A*? 
0/ 




O 1 






1 IVI 




67 


LG:340580. 1 6:2002J AN 1 8 


104 


391 




TM 


Extracellular 


67 


LG:340580. 1 6:2002J AN 1 8 


392 


414 




TM 


Transmembrane 


67 


LG:340580. 1 6:2002JAN1 8 


415 


426 




TM 


Cytosolic 


67 


LG;340580. 1 6:2002J AN 1 8 


427 


449 




TM 


Transmembrane 


67 


LG:340580. 1 6:2CHD2JAN 1 8 


450 


1729 




TM 


Extracellular 


67 


LG:340580. 1 6:2002JAN 1 8 


1730 


1761 




TM 


Transmembrane 



100 



BNSDOCID: <WO___030e2379A2_l_> 



wo 03/062379 



PCT/US03/01363 



TABLE 4 



SEQID 1 
NO: 


remplate ID J 


start £ 


>top f 


-rame 1 
- 


Domain 
fype 


opoiogy 


67 1 


.G:340580. 1 6:2002J AN 1 8 


1762 


1791 




IM < 


^ytosolic 


67 1 


.G:340580. 1 6:2002J AN 1 8 


1792 


1814 




IM 


1 rarisrnBrn Drone 


67 1 


.0:340580. 1 6:2002JAN 1 8 


1815 


1835 




rM 


iXTrac©iiuiar 


67 1 


LG:340580. 1 6:2002JAN 1 8 


1836 


1853 




rK h 


1 ransm©mDrane 


67 


LG:340580. 1 6:2002JAN 1 8 


1854 


1873 




IM 


Cytosolic 


67 


LG:340580. 1 6:2002J AN 1 8 


1874 


1896 




FM 


Fransmsmbrane 


67 


LG:340580. 1 6:2002JAN1 8 


1897 


1979 




TM 


Extracellular 


67 


LG:340580. 1 6:2002JAN 1 8 


1980 


2002 




TM 


Transmembrane 


67 


LG:340580. 1 6:2002JAN 1 8 


2003 


2092 




TM 


Cytosolic 


67 


LG:340580.16:2002JAN1 8 


2093 


21 15 




TM 


Transmembrane 


67 


LG:340580. 1 6:2002JAN 1 8 


2116 


2286 




TM 


Extracellular 


67 


LG:340580. 1 6:2002JAN 1 8 


2287 


2309 




TM 


Transmembrane 


67 


LG:340580. 1 6:2002JAN 1 8 


2310 


2321 




TM 


Cytosolic 


67 


LG:340580. 1 6:2002JAN 1 8 


2322 


2344 




TM 


Transmembrane 


67 


LG:340580. 1 6:2002J AN 1 8 


2345 


2363 




TM 


Extracellular 


67 


LG:340580. 1 6:2002JAN 1 8 


2364 


2386 




TM 


Transmembrane 


67 


LG:340580. 1 6:2002J AN 1 8 


2387 


2392 




TM 


Cytosolic 


■ 67 


LG:340580. 1 6:2002JAN 1 8 


2393 


2415 




TM 


Transmembrane 


67 


LG:340580. 1 6:2002JAN 1 8 


2416 


2446 




TM 


Extracellular 


67 


LG:340580. 1 6:2002JAN 1 8 


5926 ^ 


5973 


forward 1 


SP 


- 


67 


LG:340580. 1 6:2002J AN 1 8 


3085 


3189 


forward 1 


SP 




67 


LG:340580. 1 6:2002J AN 1 8 


5926 


5985 


forward 1 


SP 




67 


LG:340580. 1 6:2002JAN 1 8 


5926 


6000 


forward 1 


SP 




67 


LG:340580. 1 6:2002JAN 1 8 


5926 


6003 


forward 1 


SP 




67 


LG:340580. 1 6:2002JAN 1 8 


2573 


2632 


forward 2 


SP 




67 


LG:340580. 1 6:2002JAN 1 8 


2673 


2656 


forward 2 


SP 




67 


LG:340580. 1 6:2002J AN 1 8 


2573 


2662 


forward 2 


SP 




67 


LG:340580. 1 6:2G02J AN 1 8 


5187 


5264 


forward 3 


SP 




67 


LG:340580. 1 6:2002J AN 1 8 


5202 


5264 


forward 3 


SP 




67 


LG:340580. 1 6:2002JAN 1 8 


5187 


5243 


forward 3 


SP 




67 


LG:340580. 1 6:2002JAN 1 8 


5187 


5252 


forward 3 


SP 




67 


LG:340580. 1 6:2002J AN 1 8 


5187 


5258 


forward 3 


SP 




67 


LG:340580. 1 6:2002J AN 1 8 


5187 


5258 


forward 3 


SP 




68 


LG:350272.6:2002JAN 1 8 


1 


649 




TM 


Extracellular 


68 


LG:350272.6:2002JAN 1 8 


650 


672 




TM 


Transmembrane 


68 


LG:350272.6:2002JAN1 8 


673 


679 




TM 


Cytosolic 


68 


LG:350272.6:2002JAN 1 8 


1967 


2038 


forward 2 


SP 




68 


LG:350272.6:2002J AN 1 8 


1832 


1888 


forward 2 


SP 




68 


LG:350272.6:2002J AN 1 8 


1967 


2032 


forward 2 


SP 




68 


LG:360272.6:2002J AN 1 8 


1967 


2038 


forward 2 


SP 




68 


LG:350272.6:2002JAN 1 8 


1967 


2035 


forward 2 


SP 




68 


LG:350272.6:2002JAN 1 8 


1793 


1891 


forward 2 


SP 




68 


LQ:35u272.o.2uU2JAN !o 


10A7 

1 yo/ 










68 


LG:350272.6:2002JAN 1 8 


1787 


1885 


forward 2 


SP 




68 


LG:350272.6:2002JAN1 8 


1218 


1277 


forward 3 


SP 




68 


LG:350272.6:2002JAN1 8 


1218 


1274 


forward 3 


SP 




68 


LG:350272.6:2002JAN 1 8 


1218 


1280 


forward 3 


SP 




69 


LG:397228. 1 :2002JAN 1 8 


1 


106 




TM 


Cytosolic 


70 


LG:401 325.41 :2002JAN1 8 


1867 


1959 


forward 1 


SP 





101 



BNSDOCID: <WO 03062379A2 J . > 



wo (13/(162379 



PCT/US«3/()1363 



TABLE 4 



SEQID 
NO: 


emplate ID S 


Marr v 






domain 1 


"oDoloav 1 


70 L 


.Gt401 325.41 :2U02JAN 1 0 ^ 




>A1 7 f 


or\A/nrH ^ ? 


>p 




70 L 


.G:401 325.41 :2002JAN 1 o 




>A1 1 f 
lO I 1 1 


or\A/nrH ^ f 


>p 




70 I 


G:401 325.41 ;2002JAN 1 o 






f^rvA/orH ^ ? 


5P 




70 I 


.0:401 325.41 :2002JAN 1 o - 




lOVO 1 








70 


.G:401 325.41 :2002J AN 1 8 i 


dooo ^ 




orwar z v 






71 


G:402029. 1 4:2002J AN 1 o 


1 ' 
1 ^ 


cXJi 


• 


IVI ' 


ixtrocellular | 


71 1 


«G :402029. 1 4:2002 J AN 1 8 








i IVI 


Fransmembrane 1 


71 


u.G:402029. 1 4:2002J AN 1 8 




3UO 




rM ( 

1 IVI ^ 


Cvtosolic 1 


71 


LG:402029. 1 4:2002J AN 1 8 


3UO 


3ZO 




1 IVI 


fronsmembrcin© 1 


71 


LG:402029. 1 4:2002JAN 1 8 


326 






rM 

1 IVI 


-xtracellular 1 


71 


LG:402029. 1 4:2002JAN 1 8 


34U 


00/ 




rM 

1 IVI 


Transmembrane t 


71 


LG:402029. 1 4:2002J AN 1 8 


QCQ 
OOO 


OOt 




TM 

1 IVI 


Cvtosolic 1 


71 


LG:402029. 1 4:2002J AN 1 8 


o/U 


OVZ 




TM 

i IVI 


Transmembrane 1 


71 


LG:402029. 1 4:2002J AN 1 8 


ovo 


1 lA/ 




TK/1 

1 IVI 


Fytracellular 1 


71 


LG:402029. 1 4:2002J AN 1 8 




zou/ 


IVJIWvJIlvJ 1 






71 


LG:402029. 1 4:2002J AN 1 8 


1 o4^ 


1 AO 1 


f*^r\A#oir/S 1 
TOIWOIU 1 


Or 




72 


LG:407233.2:2002JAN1 8 


T 
1 


/ /O 




TM 

1 IVI 


Extracellular 1 


72 


LG:407233.2:2002JAN1 8 


7*7 yl 
/ /4 


7 OA 

/ yo 




TM 

1 IVI 


Transmembrane 1 


72 


LG:407233.2:2002J AN 1 8 


/y/ 


70R 

/yo 




TM 

1 IVI 


Cvtosolic 1 


72 


LG:407233.2:2002JAN1 8 


I 


R7 
0/ 




TM 

1 IVI 


Cytosolic 1 


72 


LG:407233.2:2002JAN1 8 


OO 


oU 




TM 

1 IVI 


Transmembrane 1 


72 


LG:407233.2:2002JAN1 8 


Q 1 
O 1 


70R 

/yo 




TM 

IVI 


Extracellular 1 


72 


LG:407233.2:2002JAN1 8 


1 


OU 




TM 

1 IVI 


Extracellular | 


72 


LG:407233,2;2002J AN 1 8 


CI 

Ol 


7*^ 

/o 




TM 

1 iVi 


Transmembrane | 


72 


LG:407233.2:2002JAN1 8 


1 A 


oyu 




TM 

1 IVI 


Cvtosolic 1 


72 


LG:407233.2:2002J AN 1 8 


OY 1 


A 1 0 




TM 

1 IVI 


Transmembrane | 


72 


LG:407233.2:2002JAN1 8 


A'\ A 

414 


AAO 

ooy 




TM 

1 IVI 


Eytracellular 


72 


LG:407233.2:2002JAN 1 8 


OvU 


71 0 
/ IZ 




TM 

1 IVI 


ransmembrane 


72 


LG:407233.2:2002JAN 1 8 




70P 

/yo 




TM 

1 IVI 


Cvtosolic 


72 


LG:407233.2:2002JAN 1 8 


1 loU 


1 OAA 

IzOO 


TOrVvvJrCJ 1 


Or 




72 


LG:407233.2:2002JAN 1 8 


1 OO 

139 


z lo 


TOrWCJivJ 1 


^P 

Or 




72 


LG:407233.2:2002JAN1 8 


1 192 


1 OK7 

IzO/ 


TOrWCJIvJ 1 


Or 




72 


LG:407233.2:2002JAN 1 8 


1204 


1 OAA 

izOO 


Torwciru i 


^P 

Or 




72 


LG:407233.2:2002JAN 1 8 


11 o2 


1 OAK 

IzOO 


Torwvjivj o 


^P 

Or 




73 


LG:407346. 1 :2002JAN 1 8 


1 


CIO 
0 IV 




TM 
1 IVI 


-xtracellular 


73 


LG:407346. 1 :2002JAN 1 8 


COO 

o20 


04Z 




TM 

1 IVI 


Transmembrane 


73 


LG:407346. 1 :2002JAN 1 8 


o4o 


CAO 

OOZ 




TM 

1 IVl 


Cvtosolic 


73 


LG:407346. 1 :2002J AN 1 8 


CAQ 
OOO 


ooo 




TM 

1 IVI 


Transmembrane 


73 


LG:407346. 1 :2002JAN 1 8 


CQ A 

OOO 


1 70C 

1 /zo 




TM 

1 IVI 


Extracellular 


73 


LG:407346. 1 :2002J AN 1 8 


1 72o 


1 /4o 




TM 

1 IVI 


Transmembrane 


73 


LG:407346. 1 :2002JAN 1 8 




ZU/ 1 




TM 

1 IVI 


Cvtosolic 


73 


LG:407346. 1 :2002jAN 1 8 


0070 

2U/Z 


ono/i 

zuy4 




TM 

1 IVI 


Transmembrane 


/ 0 


1 (^•407346 1 •2002JAN18 


2095 


2126 




TM 


Extracellular 


73 


LG:407346. 1 :2002J AN 1 8 


2127 


2149 




TM 


Transmembrane 


73 


LG:407346. 1 :2002J AN 1 8 


2150 


2161 




TM 


Cytosolic 


73 


LG:407346, 1 :2002J AN 1 8 


1 


2001 




TM 


Extracellular 


73 


LG:407346. 1 :2002J AN 1 8 


2002 


2021 




TM 


Transmembrane 


73 


LG:407346. 1 :2002J AN 1 8 


2022 


2161 




TM 


Cytosolic 


73 


LG:407346. 1 :2002J AN 1 8 


1 II6I6 




TM 


Extracellular 



102 



BNSDOCIDi <WO 030e2379A2_L> 



wo 03/062379 



PCT/IJS03/01363 



TABLE 4 



SEQ ID 
NO: 


Template ID 


Start 


Stop 


Frame 


Domain 
Type 


Topology 


73 


LG:407346. 1 :2002JAN 1 8 


1617 


1639 




TM 


Transmembrane 


73 


LG:407346. 1 :2002JAN 1 8 


1640 


1741 




TM 


Cytosolic 


73 


LG:407346. 1 :2002JAN 1 8 


1742 


1764 




TM 


Transmembrane 


73 


LG:407346. 1 :2002JAN 1 8 


1765 


2161 




TM 


Extracellular 


74 


LG:407689.7:2002JAN 1 8 


1 


2173 




TM 


Extracellular 


74 


LG:407689.7:2002JAN 1 8 


2174 


2196 




TM 


Transmembrane 


74 


LG:407689.7:2002J AN 1 8 


2197 


2202 




TM 


Cytosolic 


74 


LG:407689. 7:2002JAN 1 8 


2203 


2225 




TM 


Transmembrane 


74 


LG:407689.7:2002JAN 1 8 


2226 


2259 




TM 


Extracellular 


74 


LG:407689.7:2002JAN 1 8 


2188 


2262 


forward 1 


SP 




74 


LG:407689.7:2CX)2JAN1 8 


4693 


4752 


forward 1 


SP 




74 


LG:407689.7:2002JAN 1 8 


2182 


2262 


forward 1 


SP 




74 


LG:407689.7:2002JAN1 8 


2104 


2181 


forward 1 


SP 




74 


LG:407689.7:2002JAN 1 8 


1378 


1458 


forward 1 


SP 




74 


LG:407689.7:2002JAN 1 8 


2023 


2094 


forward 1 


SP 




74 


LG:407689.7:2002JAN1 8 


4693 


4755 


forward 1 


SP 




74 


LG:407689.7:2002JAN1 8 


6269 


6331 


forward 2 


SP 




74 


LG:407689.7:2002JAN1 8 


1206 


1274 


forward 3 


SP 




75 


LG:407700. 1 :2002JAN 1 8 


1 


20 




TM 


Cytosolic 


75 


LG:407700.1:2002JAN18 


21 


43 




TM 


Transmembrane 


75 


LG:407700. 1 :2CX)2JAN1 8 


44 


750 




TM 


Extracellular 


75 


LG:407700. 1 :2002JAN1 8 


1 


571 




TM 


Extracellular 


76 


LG:407700. 1 :2002JAN 1 8 


572 


594 




TM 


Transmembrane 


75 


LG:407700. 1 :2002JAN 1 8 


595 


714 




TM 


Cytosolic 


75 


LG:407700. 1 :2002JAN 1 8 


715 


737 




TM 


Transmembrane 


75 


LG:407700. 1 :2002JAN1 8 


738 


750 




TM 


Extracellular 


7§ 


LG:407700. 1 :2002JAN 1 8 


47 


106 


forward 2 


SP 




75 


LG:407700. 1 :2002JAN1 8 


47 


106 


forward 2 


SP 




75 


LG:407700. 1 :2002JAN 1 8 


47 


139 


forward 2 


SP 




75 


LG:407700. 1 :2002JAN1 8 


47 


103 


forward 2 


SP 




75 


LG:4D7700. 1 :2002J AN 1 8 


47 


109 


forward 2 


SP 




75 


LG:407700. 1 :2002JAN1 8 


378 


464 


forward 3 


SP 




76 


LG:4 1 046 1 .92:2002JAN 1 8 


1 


262 




TM 


Extracellular 


76 


LG:410461 .92:2002JAN18 


263 


285 




TM 


Transmembrane 


76 


LG:410461 .92:2002JAN18 


286 


492 




TM 


Cytosolic 


76 


LG:410461 .92:2002JAN18 


493 


515 




TM 


Transmembrane 


76 


LG:410461 .92:2002JAN18 


516 


950 




TM 


Extracellular 


76 


LG:41 0461 .92:2CK)2JAN1 8 


258 


344 


forward 3 


SP 




76 


LG:41 0461 .92:2002JAN 1 8 


258 


344 


forward 3 


SP 




76 


LG:410461.92:2002JAN18 


258 


338 


forward 3 


SP 




76 


LG:410461 .92:2002JAN18 


273 


344 


forward 3 


SP 




76 


LG:41 0461 .92:2002JAN 1 8 


273 


338 


forward 3 


SP 




76 


LG:41 0461 ,92:2002JAN 1 8 


258 


338 


forward 3 


SP 




76 


LG:41 0461 .92:2002JAN 1 8 


276 


338 


forward 3 


SP 




77 


LG:4n 043.3:2002JAN1 8 


1 


121 




TM 


Cytosolic 


77 


LG:41 1043.3:2002JAN18 


122 


144 




TM 


Transmembrane 


77 


LG:41 1 043.3:2002JAN 1 8 


145 


203 




TM 


Extracellular 


77 


LG:41 1043.3:2002JAN18 


204 


223 




TM 


Transmembrane 


77 


LG:41 1043.3:2002JAN18 


224 


468 




TM 


Cytosolic 



103 



BNSDOCID; <WO 03062379A2 J_> 



wo 03/062379 



PCT/US03/01363 



TABLE 4 



SEQID 
NO: 


femplate ID J 


DiarT K 


STOp 


ram© 


_>'VJI I IvJII 1 

lype 


ror*riloo\/ 


11 


_G:41 1 04o.3:2002JAN 1 o ^ 


/ICO 


1 




ThA 


1 1 \Jii lot 1 101 1 iiw'i ivy 


11 


LG:41 1043.3:2002JAN18 








1 IVl 


-v+mr^olli ilr^r 


11 


LG:41 1043.3:2002JAN18 




DOD 


roiwara o 


c;p 




78 


LG:438690.47:2002JAN1 8 


1 


1 CI 0 




IVI 


—'\r\'r/-tr^r\\\i il/~ir 


78 


LG:438690.47:2002JAN 1 8 


1513 


looo 




IVI 




78 


LG:438690.47:2002JAN 1 8 


1536 


1 /O/ 




IVI 


^^yrosoiic 


78 


LG:438690.47:2002JAN1 8 


1768 


1 /o/ 




IVI 


ra risrri© rn L>r vj r 1 


78 


LG:438690.47:2002JAN18 


1788 


1 "7DQ 




T^/l 
IVI 


-XTracenuicji 


78 


LG:438690.47:2002J AN 1 8 


1 


1506 




IVI 


iXTracBiiuiar 


78 


LG:438690.47:2002JAN1 8 


1507 


1 coo 

1529 




IVI 


rarisru© rri Dru ri© 


78 


LG:438690.47:2002JAN1 8 


1530 


1662 




M 


oyrosoiic 


78 


LG:438690.47:2002JAN1 8 


1663 


I60O 




IVI 


rarisrri©iT iiji ui it? 


78 


LG:438690.47:2002JAN1 8 


1686 


T "700 

17oo 


-— - 


T\A 
IVI 


iXTraceiiuiuir 


78 


LG:438690.47:2002J AN 1 8 


3451 


0 coo 
3522 


forward 1 


CD 

or 




78 


LG:438690.47:2002JAN1 8 


Mil 


1060 


forward 1 


CD 

or 




78 


LG:438690.47:2002JAN1 8 


3451 


Q COO 

3522 


Torwora i 


QD 
or 




78 


LG:438690.47:2002JAN1 8 


3451 


QCOC 


forward 1 


CD 

or 




78 


LG:438690.47:2002JAN1 8 


3032 


000c 
3085 


forward 2 


CD 

or 




78 


k M A ^ ^^^^ ^^^^^^^^ 1 A K, 1 ^ A 

LG:438690.47:2002JAN1 8 


3032 


ovjy I 


forward 2 


QD 

or 




78 


LG:438690.47:2002JAN1 8 


1043 


T 1 ori 
1 120 


forward 2 


CD 

or 




78 


LG:438690.47:2002JAN1 8 


3032 


31UU 


forward 2 


CD 

or 




78 


LG:438690.47:2002JAN1 8 


582 


650 


Torwara o 


CD 

or 




79 


LG:444677.81 :2002JAN1 8 


1055 


Till 

Mil 


Torwara 2 


CD 
or 




79 


LG:444677.81 :2002JAN1 8 


818 


000 
ooO 


forward 2 


CD 

or 




79 


LG:444677.81 :2002JAN1 8 


234 


000 
293 


forward 0 


CD 

or 




80 


LG:457464.24:2002JAN1 8 


1 


438 




IM 


C\/ irr^ 1 1 1 il^^r 

cXiTac@iiuicjr 


80 


LG:457464.24:2002JAN1 8 


439 


461 






1 rarisrriQrnDrciri© 


80 


LG:457464.24:2002JAN1 8 


462 


r- 0 Z. 

536 





IM 


v^yTOSOIIC 


80 


LG:457464.24:2002JAN 1 8 


1000 


1092 


forward 1 


OD 

oP 




80 


LG:457464.24:2002JAN1 8 


1347 


1400 


forward 3 


OD 

or 




80 


LG;457464.24:2002JAN1 8 


1347 


1403 


forward 0 


CD 

or 




81 


LG:7684793 . 1 5:2002J AN 1 8 


940 


1002 


forward l 


SP 




81 


LG:7684793. 1 5:2002J AN 1 8 


940 


1 000 
1008 


forward 1 


CD 

oP 




81 


LG:7684793. 1 5:2002J AN 1 8 


3253 


3345 


forward 1 


SP 




81 


LG:7684793. 1 5:2002JAN 1 8 


3155 


3244 


forward 2 


CD 
SP 




81 


LG:7684793. 1 5:2002J AN 1 8 


2117 


2194 


forward 2 


CD 

5P 




81 


LG:7684793, 1 5:2002JAN 1 8 


2114 


2188 


forward 2 


CD 
SP 




81 


LG:7684793. 1 5:2002JAN 1 8 


3984 


4058 


forward 0 


CD 

bP 




82 


LG:7687485. 1 :2002JAN1 8 


1 


oco 

252 




T^ A 
1 IVI 


V^yTOSOIlC 


82 


LG : 7687485. 1 :2002J AN 1 8 


253 


0"7C 

275 




T^ ^ 
Im 


1 ransrrisrT jDicirie 


82 


LG:7687485. 1 :2002JAN 1 8 


276 


380 





IM 


tXTrac©iiuiai 


82 


LG:7687486. 1 :2002JAN 1 8 


78 1 


000 
828 


forward 1 


CD 

or 




oz 


\ Cxn fs9<l A9}\ 1*9009 IAN 18 


781 


834 


forward 1 


SP 




82 


LG:7687485. 1 :2002JAN 1 8 


299 


367 


forward 2 


SP 




82 


LG:7687485. 1 :2002J AN 1 8 


299 


361 


forward 2 


SP 




83 


LG:7689661 .4:2002JAN18 


1 


345 




TM 


Extracellular 


83 


LG:7689661 .4:2002JAN 1 8 


346 


365 




TM 


Transmembrane 


83 


LG:7689661 .4:a302JAN18 


366 


509 




TM 


Cytosolic 


83 


LG:7689661 .4:2002JAN1 8 


510 


532 




TM 


Transmembrane 



104 



BNSDOCID: <WO 030e2370A2.l_> 



wo 03/062379 PCT/US03/01363 



TABLE 4 



SEQ ID 
NO: 



Template ID 



83 



83 



84 



LG:7689661 .4:2002JAN18_ 



LG:7689661 ■4:2002JAN18 



LG:7690373. 1 :2002JAN18 



84 



I G:7690373.T.2002JAN1 8 



84 



I G:7690373.1 :2002JAN18 



85 



I a:7696560. 1 ■.2002JAN1 8 



I C:7696560. 1 :2002JAN 1 8 



Start 



533 



1562 



Stop 



757 



1618 



95 



96 



119 



557 



Frame 



Domain 
Type 



forward 2 



118 



219 



556 



576 



Topology 



TM 



SP 



TM 



TM 



TM 



TM 



TM 



Extracellular 



Cytosolic 



Transmembrane 



Extracellular 



Extracellular 



Transmembrane 



85 



LG:7696560. 1:2002JAN18 



577 



602 



TM 



Cytosolic 



85 



I G:7696560.1 :2002JAN18 



1135 



1194 



forward 1 



SP 



85 



I G;7696560.1 :2002JAN18 



83 



86 



I G:76981 90.26:2002JAN 1 8 



86 
86 



I G:7698190.26:2002JAN18 



1467 



I (:;:7698190.26.2002JAN18 



1490 



86 



LG:76981 90.26:2002JAN18 



86 



LG:7698190.26:2002JAN18_ 



1461 



86 



LG:76981 90.26:2002JAN18 



1484 



86 



86 



86 



86 



LG:76981 90.26:2002J AN 1 8 
I C:7698190.26:2002JANlF 



1466 



I G:7698190.26:2002JAN18 



1489 



I c;:7698190.26:2002JAN18 



2872 



86 



LG:76981 90.26:2002JAN18 



87 



87 



87 



88 



88 



4408 



I a:7763560. 1 2:2002JAN 1 8 



LG:7763560. 1 2:2002JAN 1 8 

LG:7763560. 1 2:2002JANlF 
I (:;:7763587.20:2002JANT8" 



I G:7763587.20:2002JAN18 



88 



88 



LG:7763587 ■20:2002JAN 1 8 
I G:7763587.20:2002JAN18" 



89 



89 



89 



LG:899263. 1 0:2002JAN18 



89 



90 



90 



90 
90 



G;R99263. 1 Q:2002J AMI 8 



G:899263. 1 0:2002JAN18 



LG:899263. 1 0.2002JAN18 



LG:977837.31 :2002JAN1 8 
I c:?!977837.31:2002JANi8" 



166 



forward 2 



SP 



1466 



1489 



1521 



1460 



1483 



1521 
1465 



1488 



1520 



2976 



4470 



162 



2225 



2225 



431 



476 



476 



1692 



785 



TM 



Extracellular 



TM 



Transmembrane 



TM 



Cytosolic 



TM 



Extracellular 



TM 



forward 1 



forward 1 



1260 



forward 1 



2308 



forward 2 



2308 



forward 2 



523 



forward 2 



520 



forward 2 



550 



forward 2 



1787 



784 



807 



911 



93 



56 



I G:977837.31 :2002JAN1 8 



79 



167 



55 



78 



84 



Transmembrane 



TM 



Cytosolic 



TM 



Extracellular 



TM 



Transmembrane 



TM 



Cytosolic 



SP 



SP 



SP 



SP 



SP 



SP 



forward 3 



forward 3 



SP 



SP 



SP 



TM 



TM 



TM 



Extracellular 



Transmembrane 



Cytosolic 



SP 



TM 



Extracellular 



TM 



Transmembrane 



TM 



Cytosolic 



I G:977837.31 :2002JAN1 8 



85 



107 



TM 



Transmembrane 
Extracellular 



90 



91 



91 



LG:977837.31 :2002JAN1 8 
LG:978560. 1 3:2002J AN 1 §" 
I G:978560.13:2002JAN18" 



108 



1400 



320 



TM 



1399 



TM 



Extracellular 



1419 



91 



LG:978560. 13:2002JAN18 



1420 



91 



I G:978560.13:2002JAN1 8 



91 



I G:978560. 1 3:2002JAN1 8 



91 



91 



91 



91 



91 



91 



1397 



I (:;:978560.13:2002JAN18 



1420 



I G:978560.13:2002JAN18 



2735 



I (:;;978560.13:2002JAN18 



3971 



I a;978560.13:2002JAN18 



3971 



I G:978560. 1 3:2002JAN1 8 



2735 



I G:978560. 1 3:2002JAN1 8 



I g;978560. 1 3:2002J AN 1 8 



2735 



3971 



TM 



1426 



TM 



Transmembrane 
Cytosolic 



1396 



TM 



Extracellular 



1419 



TM 



1425 



2806 



forward 2 



4039 



4033 



2809 



2806 



4030 



TM 



Transmembrane 
Cytosolic 



SP 



forward 2 



SP 



forward 2 



SP 



forward 2 



SP 



forward 2 



forward 2 



SP 
SP 



105 



BNStXXID' <WO 030e2379A2.1.> 



wo 03/062379 



PCTAJS<»3/01363 



TABLE 4 



SEQID 
NO: 



Template ID 



91 



91 



LG:9785<^0-13:2002JAN1 8 
LG:978560J320g2JAN18 



91 



I G:978560.13:2002JAN18 



91 



I g':978560.13.2002JAN18 



91 



I G:978560. 1 3:2002J AN 1 8 



91 



'"fSQ7ftfi6Q.1 3:2002JAN1 8 



91 



G:978560.1 3:2002JAN18 



91 



■ "G'Q7R fi60. 1 3:2002J ANl 8 



92 



I GQ79390.2:2002JAN18 



92 



92 



" G:979390.2:2002JAN1 8 
" G O79390.2:2002JAN1 8 



92 



92 



93 



94 



94 



94 



94 



94 



94 



I G 079390.2:2002JAN18 



" ,G:979390.2:2002J AN 1 8 
IG-9R3 Q19.1-.2002JAN18 



I G-9972Q2.7:2002JAN18 



LG:997202.7:2002JAN 1 8 



LG:997202.7:2002JAN1 8 



I G9972Q2.7:2002JAN18 



I G O972O2.7:2002JAN18 



LG:997202.7:2002J AN 1 8 



94 



LG:997202.7.2002JAN1 8 



94 



94 



94 



94 



94 



I G-997202.7:2002JAN1 8 



94 



94 



94 



94 



94 



LG:997202.7:2002JAN1 8 



94 



I G 997202.7:2002JAN1 8 



94 



94 



94 



94 



94 



94 



95 



95 



95 



95 



95 



95 



95 



95 



95 



95 



95 




LG:997202.7:2002J AN 1 8 



I .G:997202.7:2002J ANl 8 
"lG:997202.7:2002JAN1 8' 



LG:997202.7:2002J AN 1 8 
LG:997202.7:2002JAN18 



LG:997202.7:2002JAN1 8 



I Gr997202.7:2002JAN18 



1 G:997202.7:2002JAN18 



LG:997202.7:2002JAN 1 8 
LG:997202.7:2002JAN1 8 



LG:997202.7:2002JAN 1 8 
LG:997202.7:2002JAN1 8 



LG:998756.3:2002J AN 1 8 



LG:998756.3:2002JAN 1 8 



LG:998756.3:2Q02JAN 1 8 



LG:998756.3:2002J AN 1 8 
LG:998756.3:2002J AN 1 8 



LG:998756.3:2002J AN 1 8 



LG:998756.3i2002JAN 1 8 



LG:998756.3:2002J AN 1 8 



LG:998756.3:2002JAN1 8 



1 G-99R75(S.3:2002JAN18 



iG-09R7fi<S.3:2002JAN18 



106 
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TABLE 4 




107 



BNSDOCID: <WO 03062379A2J..> 



wo 03/062379 



PCT/US03/01363 



TABLE 4 



SEQID 1 
NO: 


Femplate ID J 


iTorr s 


:5Top 


rram© 


lype 




98 1 


_G:233444.9:2002JAN1 8 


1 AO 


loyi 




1 IVI 


-v+rnoc^lli ilnr 

_ A 1 1 V.^ C7 1 1 U 1 V.<l 1 


98 I 


LG:233444.9:2002JAN 1 8 




1 / 




1 IVi 


rrnnQrnomhmno 


98 


LG:233444.9:2002JAN 1 o 


218 


£.0/ 




1 iVI 




98 


-G:233444.9:2002J AN 1 8 


2oo 


'^An 
ZOU 




1 IVI 


TmnQrnf^mhrnn^ 

1 1 Ul lOI 1 Iv7l 1 Ik^l V_JI IC7 


98 


.G:233444.9:2002JAN 1 8 


HAT 

26 1 


0"7>1 




1 IVI 


-v+rnoolli ilor 


98 


LG:233444,9:2002J AN 1 8 


2/5 


/V/ 




1 IVI 


||\JI lol 1 V&\ 1 IL^IUl IC? 


98 


LG:233444.9:2002J AN 1 8 


298 


4oU 




1 iVI 




98 


LG:233444.9:2002JAN1 8 


431 


/ICO 

45o 




IIVI 


1 ranbi i it^i i \vj\ \^ 


98 


LG:233444.9:2002JAN1 8 


454 


4/2 




TWA 
IIVI 


tXTiaoc^uuiui 


98 


LG:233444.9:2CXD2JAN1 8 


473 


>mc 




TWA 
1 IVI 


Trr^ncnfiornhmrif^ 

1 1 KJii lOl 1 l"i 1 llw/l vJI Iv7 


98 


LG:233444.9:2002JAN1 8 


496 


A"7 1 

671 




TKA 
1 IVI 




98 


LG:233444.9:2002J AN 1 8 


672 


694 




IIVI 


1 1 vJi lol I Ic^l 1 ic< 


98 


LG:233444.9:2002J AN 1 8 


695 


"7AT 

761 




IM 


CAlTvJWC7llLIIVJl 


98 


LG:233444.9:2002JAN1 8 


-7x0 
762 


/o4 




TWA 
\ IVI 




98 


LG:233444.9:2002J AN 1 8 


785 


000 

oOz 




TWA 


v^y ivjouiio 


98 


LG:233444.9:2002JAN1 8 


oOo 


00c 




TWA 
1 IVI 


If VJI lOI I 1 ll^lVJf 119 


98 


LG:233444.9:2002JAN1 8 


o26 


y lU 




TWA 
1 IVI 




98 


LG:233444.9:2002JAN1 8 


1 


1 V4 




I IVI 


nAliUoc^llLilvJi 


98 


LG:233444.9:2002JAN 1 8 


IOC 

ivo 


Z 1 / 




TWA 
1 IVI 


1 1 Ul Idl 1 IVI 1 11^1 \M IC? 


98 


LG:233444.9:2002JAN1 8 


2I0 


22o 




1 IVI 


v»^y 1 


98 


LG:233444.9:2002J AN 1 8 


229 


OCT 




TWA 
1 IVI 


1 \\Ji\ Ibl 1 1^1 1 \VJ\ vJl ic? 


98 


LG:233444.9:2002JAN1 8 


262 


oUl 




TWA 
IIVI 


C A 11 vj t; 1 1 Li 1 L-l I 


98 


LG:233444.9:2002JAN1 8 


802 


oz4 




1 IVI 


1 1 Ul lol 1 IC7l 1 IL/I VJI IC' 


98 


LG:233444.9:2002JAN1 8 


825 


y 10 




TWA 
ilVI 


V-^yTt/ovjiio 


99 


LG:234824.7:2002J AN 1 8 


1 


1 19o 




TWA 
IIVI 


CXITvJv^^UUKJr 


99 


LG:234824.7:2002JAN1 8 


1 194 


1 0 1 A 
I2IO 




TWA 
1 IVI 


1 1 vJI iol 1 lc?l 1 ILJI VJi vz? 


99 


LG:234824.7:2002JAN18 


1217 


1 007 

122/ 




TWA 
IIVI 


v^ynjovjiio 


99 


LG:234824.7:2002J AN 1 8 


1228 


1250 




TWA 
\ IVI 


1 rcjnsi 11^1 1 ikji VJI It? 


99 


LG:234824.7:2002J AN 1 8 


1251 


1253 




TWA 
IM 


cxiTvjC6iiuivjr 


99 


LG:234824,7:2002JAN 1 8 


1254 


1273 




TWA 
1 IVI 


1 rurisiTiQrT iL/ivji ifc? 


99 


LG:234824.7:2002JAN18 


1274 


1279 




TWA 
IIVl 


v-*yTosoiic 


99 


LG :234824 . 7 : 2002 J AN 1 8 


1280 


I0O2 




1 IVI 


1 1 VJl ibl 1 lol 1 IkJl VJl 1C7 


99 


LG:234824.7:20D2JAN 1 8 


1303 


1942 




TWA 
IM 


tAiracoiiuivjir 


99 


LG:234824.7:2002JAN 1 8 


1943 


1 AC 

1965 




TWA 
IIVI 


llQrionioi T iL>l VJI lo 


99 


LG:234824.7:2002J AN 1 8 


1966 


1984 




TWA 
IIVI 


V-*yT050IIC* 


99 


LG:234824.7:2002JAN 1 8 


1 


1945 




TWA 
\ IVI 


txrrQ C6 1 1 u 1 vj 1 


99 


LG:234824.7:20Q2JAN1 8 


1946 


1 OAQ 

1968 




TWA 
\ IVI 


1 ransinsiT tkji VJl it? 


99 


LG:234824.7:2002J AN 1 8 


1969 


1984 




TWA 
1 IVI 


V«*yT050ilC 


99 


LG:234824.7:2002JAN1 8 


1 


1936 




TWA 
IIVI 


CATrci06iiuicjr 


99 


LG:234824.7:2002JAN 1 8 


1 00*7 
1937 


1 DCA 

1956 




TWA 
I IVI 


1 1 VJI loi 1 it^l I IkJI VJI It? 


99 


LG:234824.7:2002JAN1 8 


1957 


lyo4 




TWA 
1 IVI 


v^y 1 vjovjiiv-f 


99 


LG:234824.7:2002JAN 1 8 


2337 


2408 


^ 0 

forward 3 


Or 




oo 
yy 




2337 


2390 


forward 3 


SP 




99 


LG:234824.7:2002JAN18 


2508 


2579 


forward 3 


SP 




99 


LG:234824.7:2002JAN 1 8 


2721 


2822 


forward 3 


SP 




99 


LG:234824.7:2002JAN 1 8 


4626 


4676 


forward 3 


SP 




99 


LG:234824.7:2002JAN1 8 


2508 


2582 


forward 3 


SP 




100 


LG:235708.23:2002JAN 1 8 


1 


67 




TM 


Extracellular 


100 


LG:235708.23:2002JAN1 8 


68 


90 




TM 


Transmembrane 



108 



BNSDOCID: <WO 030e2379A2^L> 



wo (»3/(>62379 
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TABLE 4 



SEQID T 
NO: 


emplcrte ID S 


tart S 


top F 


rame C 
T 


)omain T 
ype 


opology 


100 L 


G:235708.23:2002JAN18 ? 


»1 1 


01 


T 


M C 


::ytosolic 


100 L 


.G:235708.23:2002JAN18 1 


02 1 


24 


1 


M 1 


ransmembrane 


100 L 


G:235708.23:2002JAN18 1 


25 1 


270 


1 


M E 


Extracellular 


101 L 


.G:236649.14;2002JAN18 1 




157 


1 


IVl E 


Extracellular 


101 I 


.G:236649.14:2002JAN18 ^ 


158 ^ 


180 


1 


■M 1 


ransmembrane 


101 I 


.G:236649.14:2002JAN18 ^ 


181 ^ 


192 


1 


IVI < 


Cytosolic 


101 I 


G:236649.14:2002JAN18 ^ 


193 i 


515 


1 


FM 1 


[ransmembrane 


101 I 


.G:236649.14:2002JAN18 I 


516 i 


529 


1 


FM 1 


Extracellular 


101 1 


.G:236649.14:2002JAN18 i 


530 I 


552 


1 




[ransmembrane 


1 101 1 


.G:236649.14:2002JAN18 i 


553 « 


504 




rM < 


Cytosolic 


101 


LG:236649. 1 4:2002JAN 1 8 


1 


391 




FM 


Extracellular 


101 


LG:236649. 1 4:2002JAN 1 8 


392 


414 




m 


Transmembrane 


101 


LG:236649. 1 4:2002JAN 1 8 


415 


455 




TM 


Cytosolic 


101 


LG:236649. 1 4;2002J AN 1 8 


456 


478 




TM 


Transmembrane 


101 


LG:236649. 1 4:2002JAN 1 8 


479 


539 




TM 


Extracellular 


101 


LG:236649. 1 4:2002J AN 1 8 


540 


562 




TM 


Transmembrane 


101 


LG:236649. 1 4:2002JAN 1 8 


563 


603 




TM 


Cytosolic 


101 


LG:236649. 1 4:2002JAN1 8 


1 


392 




TM 


Cytosolic 


101 


LG:236649. 14:2002JAN 1 8 


393 


415 




TM 


Transmembrane 


101 


LG:236649. 1 4:2002J AN 1 8 


416 


454 




TM 


Extracellular 


101 


LG:236649. 1 4:2002JAN 1 8 


455 


477 




TM 


Transmembrane 


101 


LG:236649. 1 4:2002JAN 1 8 


478 


603 




TM 


Cytosolic 


102 


LG:332474.7:2002JAN1 8 


1 


300 




TM 


Cytosolic 


102 


LG:332474.7:2002JAN1 8 


301 


320 




TM 


Transmembrane 


102 


LG:332474.7:2002JAN 1 8 


321 


321 




TM 


Extracellular 


102 


LG,332474.7:2002JAN1 8 


892 


963 


forward 1 


SP 




102 


LG:332474.7:2002J AN 1 8 


429 


494 


[forward 3 


SP 




102 


LG:332474.7:2002JAN1 8 


429 


482 


1 forward 3 


SP 




1 102 


LG:332474.7;2002JAN1 8 


429 


512 


1 forward 3 


SP 




102 


LG:332474.7:2002JAN18 


429 


491 


1 forward 3 


SP 




102 


LG:332474.7:2002JAN1 8 


429 


488 


Iforward 3 


SP 




103 


LG:335727.8:2002JAN1 8 


1 


346 




TM 


Extracellular 


103 


LG:335727.8:20Q2JAN1 8 


347 


369 




TM 


Transmembrane 


103 


LG:335727.8:2002JAN1 8 


370 


377 




TM 


Cytosolic 


1 103 


LG:335727.8;2002JAN 1 8 


1 


214 




TM 


Extracellular 


103 


LG:335727.8:2002JAN18 


215 


237 




TM 


Transmembrane 


103 


LG:335727.8:2002JAN1 8 


238 


341 




TM 


Cytosolic 


103 


LG:335727.8:2002JAN1 8 


342 


360 




TM 


Transmembrane 


103 


LG:335727.8;2002JAN1 8 


361 


377 




TM 


Extracellular 


103 


LG:335727.8:2002JAN1 8 


25 


90 


[forward 1 


SP 




104 


LG:48 1 983. 1 :2002JAN 1 8 


1 


19 




TM 


Extracellular 


104 


LG :48 1 983 . 1 :2002J AN 1 8 


20 


42 




TM 


Transmembrane 


104 


LG:481983.1 :2002JAN1 8 


43 


450 




*I*K il 

TM 


Cytosolic 


104 


LG:48 1 983 . 1 :2002J AN 1 8 


451 


469 




TM 


Transmembrane 


104 


LG:481983.1 :2002JAN18 


470 


488 




TM 


Extracellular 


104 


LG:481983.1 :2002JAN18 


489 


511 




TM 


Transmembrane 


104 


LG:48 1 983. 1 :2002JAN 1 8 


512 


571 




TM 


Cytosolic 


104 


LG:481 983. 1 :2002J AN 1 8 


572 


594 




TM 


Transmembrane 


104 


LG:481 983. 1 :2002JAN 1 8 


695 


603 




TM 


Extracellular 
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TABLE 4 



SEQ ID 
NO: 


Template ID 


oTart 


oTOp 


Framo 


uonnain 
Type 


1 opoiogy 


104 


LG:4o 1983.1 :2u02JANlo 


OU4 






TN/I 
MVI 


! rcjiioi Tiorr ikjicji it:? 


104 


LG:481983.1 :2002JAN18 


o2j 


92o 




TKA 


k-^-yrosQiic 


104 


LG:481983.1 :2002JAN18 


929 


vol 




llvi 


1 rarisrriBmDrarie 


104 


LG:48 1 983. 1 :2002JAN 1 8 


952 


loo2 




IM 


tXTTacGiiulur 


104 


LG:481983.1 :2002JAN18 


1 o o o 


14uo 




TKA 

llv) 


I rarisrTiernDranG 


104 


LG:48 1 983 . 1 :2002J AN 1 8 


1406 


161 1 




TKA 
IM 


\-^yTosoiic 


104 


LG:48 1 983. 1 :2002J AN 1 8 


1612 


1634 




TK A 
IM 


Transmembrane 


104 


LG:48 1983.1 :2002JAN18 


1635 


2147 




TK A 
TM 


txTraceiiuior 


104 


LG;481 983. 1 :2002JAN1 8 


2148 


2170 




TK A 

TM 


Transmembrane 


104 


LG:48 1 983. 1 :2002JAN 1 8 




2271 




XK A 

TM 


Cytosolic 


104 


LG:48 1 983. 1 :2002J AN 1 8 


1 


36 




T^ A 

TM 


bxtraceiiuiar 


104 


LG :48 1 983 . 1 : 2002 J AN 1 8 


37 


59 




TK A 

TM 


1 ronsmemorane 


104 


LG:48 1 983. 1 :2002J AN 1 8 


60 


159 




TK A 

TM 


Cytosolic 


104 


LG:481983.1:2002JAN18 


160 


179 




XK A 

TM 


Transmembrane 


104 


LG:48 1 983. 1 :2002J AN 1 8 


180 


188 




TK A 

TM 


fT^ ^-^mm^^ lift ll^^l* 

bxTraceiiuiar 


104 


LG;48 1 983. 1 :2002J AN 1 8 


189 


206 




IM 


1 ronsmemDiane 


104 


LG:481 983. 1 :2002JAN1 8 


207 


243 




TK A 
IM 


L^yrosoiic 


104 


LG:48 1 983. 1 :2002J AN 1 8 


244 


266 




TKA 
IM 


1 ronsmemorane 


104 


LG:48 1 983. 1 :2002J AN! 8 


267 


280 




TK A 
IM 


bxTroceiiuiar 


104 


LG:48 1 983. 1 :2002JAN 1 8 


281 


303 




TK A 
iM 


1 ronsmemorane 


104 


LG:48 1 983. 1 :2002JAN1 8 


304 


447 




TK A 
TM 


v^yrosoiic 


104 


LG:48 1 983. 1 :2002JAN1 8 


448 


470 




TK A 

TM 


1 ronsmemorane 


104 


LG:48 1 983. 1 :2002J AN 1 8 


471 


927 




TK A 
IM 


txTroceiiuiar 


104 


LG:48 1 983. 1 :2002JAN1 8 


928 


950 




TK A 

TM 


1 ronsmemorane 


104 


LG:481 983. 1 :2002JAN1 8 


951 


969 




TKi! 
TM 


c^yrosoiic 


104 


LG:48 1 983, 1 :2002J AN 1 8 


970 


992 




TK A 

TM 


Transmembrane 


104 


LG:48 1 983. 1 :2002JAN 1 8 


993 


1 160 




TK A 

TM 


Extracellular 


104 


LG:481 983. 1 :2002JAN1 8 


1 161 


1 183 




TK A 

TM 


Transmembrane 


104 


LG:48 1 983. 1 :2002J ANl 8 


1 184 


1216 




TK A 

TM 


Cytosolic 


104 


LG:48 1 983. 1 :2002JAN 1 8 


1217 


1239 




TM 


Transmembrane 


104 


LG:48 1 983. 1 :2002JAN1 8 


1240 


2271 




TM 


Extracellular 


104 


LG :48 1 983. 1 :2002J AN 1 8 


1465 


1524 


forward 1 


SP 




104 


LG:481983.1 :2002JAN18 


1465 


1518 


forward 1 


SP 




104 


ii^tyiQioQ'a I'OnnoiAMiR 
XSs.'Vi 1 Voo. 1 .^UU^JAIM 1 0 




1 ouv 


ICIIWUIU i 


Or 




104 


LG:481 983. 1 :2002JAN 1 8 


3116 


3160 


forward 2 


SP 




104 


LG:48 1 983. 1 :2002JAN 1 8 


1271 


1345 


forward 2 


SP 




104 


LG:481983.1 :2002JAN18 


1271 


1351 


forward 2 


SP 




104 


LG:48 1 983, 1 :2002JAN 1 8 


570 


626 


forward 3 


SP 




104 


LG;481 983. 1 :2002JAN1 8 


831 


905 


forward 3 


SP 




104 


LG:48 1 983. 1 :2002J AN 1 8 


1833 


1892 


forward 3 


SP 





110 



BNSCXDCID: <WO 03oe2378A2.l_> 



wo 03/()62379 



PCT/US«3/01363 



CO 

< 



to 



:2 o 

o 



(N ^ 
O o 



o 



o 
o 



o <> 
CO UO 



1 — r*-* 



O CO 

00 lO 
I — 

CO jI 

CO CO 

CO o 



o 
o 



s - ^ 

<> CO 



, o 

o >o o 

O CM 



CO o 

CO 1^ «^ »^ 
CM CM CO ^ 



CM 

o 



T, T 2 O 



CO 

■»— 

c 
0 
c 
o 
a 
E 
o 
o 



CM 
GO 

CO 
CM 



S 
^ :8 

CO ^ 

SSI 

i5i 



CO 
00 

I 

o 
o 

CM 

u5 

CO 
lO 
I 

5^ 

CM 



O 



GO 

o 



o 

CO 



CN! 



lO O CM 

o 

~ T CS 

St 2 5 s § 



00 

o 

00 

CO 
CM 



CO 



CM 
CO 
CM 



sO Q I r— f— 



5 S 



CM 

OO O 

r--. CO 

CM 



15 2^ 

^ o 
o 



[J5 



CO 
CM 
O 



o 



CM r-- 00 

^ 

lO lO 

Til' 

CO lO CM 

Ch »— CO 

CM CM CO 



8 



:5 8: S 



CO 

CO 



CO ^ 
CO T T 



CO 

CO 
lO 
OO 



»^ b: 



CM 
O 



r-^ CM 



CO 00 lO 

O CM CNJ 

in lo o 

CM LO CM 

O CM O 

CM CO CO 



CO lO r-^ j-r 
to CO CO 
lo lO to in uD lo 



00 

I 

o 

CO 
CM 

o 
c> 

CO 

1^ 



. o r-. CO r- CM ij- 



2 ^ 

<) 65 



o to 

CM O 



t-^ CO to 
CM 

lO O LO 



On CM CM to lO <5 lO 

CM - V T T 

;Lr T CO 00 3; to 

;r CM Q ^. Q 



53 



5^ § ib^ 



00 
CM 



OO 
co O 



OO I 
CM O 
vO OO 

- . to 

O CO 

I — o 

lO CN 



^ <r» 

t8 « 
5 «> 

CM (N 

O <— 

CO 



CO 

12 CD 



^ 2 ;_- CM csi CO 



CO 



CM 
^ lO 
OO 



CO 



S 



CO 



CM 

o 

00 

o 

CO 

I 

CD 



to 

00 



CO 



to lO 

*T 1 

O O 

r- CM 



s 



CM 



CO 

to 

I 

CM 
O 
CM 



s 

CO 



o 



o 



00 



to 

CM 
O 

"a 

to 



CM 

to 

CO 



I 

I 

I 

to 
o 



O OO 

Q A CM 

o ^ 
T 2 



<5 
In 

o 



to j;i 

CO 



do <? 
CM ' 



S 2: 



o 

S 
o 

OO 
CO 

o 
o 



OO *~~ 
O CO 



00 



OO o 
CM 

to CO 



O CO 
00 CO CO 

to 



T <) <> ^ 

lO CM O O CO CO 
eQ ^ CM CM CM 



OO 
CM 

CM 
CO 



CO CM 

o 

to 

CO o 



o 

CM 

I— CO 



to 



LO 
OO 

o 
o 



. ^ 00 o 

CM 1^ 

sO o to to 

12 T V T 

T to ^ LO 

O »— 



CO 
to to 

>6 CD 
CO CO 
CM CM 



§ 

to 

CO 



CM II 
CO 

^ <S 

CO O 
O CO 



nQ 

CO 
1 

to 
o 

CO 

c>\ 

CD 

>o 

I 

CM 

do 
to 

CM 



CO 

o 



o 

CO 
CM CM 



00 
CM 

C^ 



TlcDU5or--r^cMoo 
rCococototoioio 



CO 



04 
O 

CO 
00 

o 

CM 



CM 



CO 
CM 
I 

o 



00 CO 
CO O 



CM 



00 

E 
< 

8 

CM 

<5 
o 

00 
CO 
CM 

CO 



CO 
I 

o 



o o 

CM 



.V CO 



o 
o o 



OO 

CO 

u 

CO 

CO 
CO 

t 

CO 

to 

LO 
I 

CO 
CD 
|cO 

5^ 

c5. 

CO Lir 



CO 



CM 

o 
o 

CM 

s 

OO 

o 
CD 



CO 



CM 



1^ 

CM 

i 

CO 



CO 

001 
00 
I I 

col 

CO 

io| 



CO 00 



LO 



CM 
O 
O 
CM 



CM 

cs 

OO 

to 
o 
o 

CD 



rv. 00 1 o 



111 



BNSDCXSID <WO 03062378*2 I > 



wo 03/062379 



PCT/IJS03/01363 



CD 
< 



CO 

od 

CO 

o 



CM LO 00 CO 

CO lO o 

CO CO o 

r-£ CO 

lO 'vT 

CO CO CO CO 

CM CN CN <N 



O CO 

CM O 

O O 

CO LO 

O CM 

CM CM 



O 
O 

o 



o 

CM 
<> CO 

in CM 



LO 




CM CM CM 
""sf LO OC) 

o> o o 

CM CM O 
CM CM CM 

lO 
O O 

O r- 

CM CM 



O 
CO 



c 

D 
QJ 

c 
© 
c 

£ 
o 

o 



O O 

CM CM CO <D 

CM CO O 

CM ^ CM CM 

O C3D O 

CM O O 

CO CO O 



CO 00 

LO CO 

CO CO 

CM CM 



CO CO 
CM CM 



CM 

CM CM 

I — *— OO 

CM 'nT ^ 

CM CM CM 

I I t 

O CM CO 

O O CO 

S CM CM 

CI) CO 

CM O 

CO CO O 

CM CM CM 



O 
LO 
CO 

o 

I — 

CM 
CM 

6^ 

LO 

CM 

CO 
CM 



O 



O LO O O; 

O CO lO 

CO CO CO 

r— CM CM CM 



O CO 
CM CM 



CO lO 
CO CO 



•O OO OO CO 

od lO CD 

sO OO LO LO CO LO 

OO CM O CO CO CO 

CN4 CM CM CNI CM , 

r— o LO c> CO 

O O- O O* CO o 

<5 OO OO o o o 

od c> •-^ CO od 

.— CO lO ^ lO ^ 

OO O CO CO O CO ^ 

CM CM CM CM CM CM 



<D »— 

• o c^ o CO 

o OO CO 

I LO CM od 

^ O LO CM 

V OO « — CO CO 

: csi c;^ CM 

I r— CO lO CD 

„ 1 <D 00 LO OO 

LO OO OO 



CM 



CO 
-O 

to 



00 LO ^ 
O LO 

O CO CO 

CM CM CM CM 



S CO 
LO 00 

CM c;j 
CO o 



CM CM CM CM 
LO O 

o o 

CM CM CM 

O r-^ 

CvJ lO lO 

CM CO O 

CM CM CM 

O O LO 

LO OO CM 

O O r- 

CM CM CM 

^ :S 

lO «— CO 

CO CO CO 

CM CM CM 

^ ^ lib 

lO OO CM 
O O 

CM CM CM 

od CM 

LO LO ^ 

CO CO OO 

CM CSI CM 

6- lO ^ 

CM 

o o 

CM CM CM 

c> o 

LO CO ^ 

CO CO ^ 

CM CM CM 



CM 



D 
Q. 

E 

CD 



Q 
Q 

LU 
CO 



o 

CM 
CO 

O 
O 

Q 



OO 
CO 
CM 
CM 

o 

CO 
CM 
I 

CO 
CO 
CM 
CM 

CO 

CM 
CM 
CM 

<) 
CO 

CM 
CM 
CM 

5' 

OO 
CM 

ci> 
o 



O LO 

O LO 

CO CO 

CM CM 



CO 00 



o 



CM CM 



CO 
LO 



CO CO 
CM CM 



CM 



CO LO 
CM CM 

O CO 



CO 

CM 
CM 

CO 

CM 
CD 

CO 

CM 



CM 



CM 

• — r**. 

00 lO 

CM CM 

OO CM 

O lO 

CM CO 

CM CM 

C> O 

CM CO 

00 >o 



CO 
CM 

55 

o 
CO 
CM 

LO 
OO 

CM 

as 

o: cS 

O lO 
OO O 

2S 



CM Ch 

O O 

CO CO 

CM CM 

<> 

CO 

O O 

CM CN4 

I — o 

O C> 

CO CO 

CM CM 

CO <) »— ~ 



LO LO 

^ 5 5 

CM CM CM 



CM 
CO CM 

LO 
CM CM 



CM CO 
CO 

CO 

CVi CM 



LO 
MD 



^ 

CM CM CM 

^ CM cS 



lO LO 
lO CM 



CM 



00 LO 



CM CM CM CM CM 



O 
OO 



CM CM CM 



CM CO 
CM CM 



CM CM 



CM CO 
CM CM 



CO CO 

CM CM 



^ o 

OO lO 

CO CO 

CM CM 

CM ^ 

CM lO 
OO 

o So 

CO CO 

CM CM 



CO CO 

CM CM 

CO CM 
CM 

o o 

CM CO 

OO Lp 

o 

CO CO 

CM CM 

OO O 

lO Ch 

CM CM _ 

^ 4 ^ 



I 

»— r~ 
r— r— CO 
^ ^ ^ 

CM CM CM 

^ C> LO 
" CO LO 
00 LO 



OO CO CO 
CM CM CM 

CM OO lO 
OO — CO 
LO lO 
CM CM CM 

CM CM CO 

>o O r> 
o 

CM CM CM 
I 



LO 

CO 
lO LO 



o 

CM CM CM 

LO o c> 

CO 00 OO 



CM CM CM CM CM CM 



t— f— 

.— •— CO 
^ 

CM CM CM 
CM CM CD 
CO O 
O OO O 
CM CM CM 



CO 
LO lO 



r> O »-r 



o CM 

<5 CM 

CM CO 

CM CM 

od od 

00 O 

lo 

CS3 CM 

CM CO 

CM CM 

CD 

O CM 
CO 

CM CM 



•— CO 

O O 

CO CO 

CM CM 

CO 5 

LO O 

CM CNJ 

r- CO 

O O 

CO CO 

CM CM 



CO CO 

CM CM 

^ CM 

o 

CM CM 

CO CO 

CM CM 

CM CD 

■O CM 

O O 

CM CM 

OJ CM 

o 

CO CO 

CM CM 

CM CO 

O MD 

CM CM 



Mb K 

CM CM CM 

CM S 
o 

CO CM CM 
I 



CM CM CM 

io CO 3 

^ <^ 

r- f— lO 

CM CM CM 
I< od 



^ CM 

I — CO 

, lO LO 

CM CM CM 

Ld CM CD 

lO O"^ ~ 

OO O _ 

CNJ CM CM 

o o 
o 



LO 



CO 



, lO lO 
CM CM CM 



O CO 
CO -O 



»— CM 



CM CM CM 



— O 
*0 CO O 
CM CM CM 



r— .— CO — 



CM 

T;r 

CM CM CM 

IT) lO r-T 

' O OO 
CO lO 



LO 

CM 



lO 



o 

LO 



o 



CM 

o 



CM CM CS 



5 ^ . 

CM CM CM 
CO 

CM CO CM 



CM <5 
O 



r— lO 



CO CO 
CM CM 



O 
CM 



lO CO 
CM CM 



CO 
O 



OO LO 
CM CM 



CM CM CM 

od <5 CM 

O O r— 

o CO 

CM CM CM 



CO CM 



5 ^ tC) 
CM CM CM 

S 9^ 

^ >o o 
CO 

CM CM CM 



112 



BNSDOCID: <WO 03062379A2J.> 

J 



wo 03/062379 



PCT/US03/01363 




113 



.030e2379A2_l_> 



wo 03/()62379 



PCT/US03/01363 




114 



BNSDOCID: <WO 03062379A2J_> 



wo 03/062379 



PCT/II 803/01363 




115 



BNSDOCID:<WO 03062379A2_I > 



wo 03/062379 



PCT/US03/01363 



5 CO ^ 



CM 

o 

"? 

R 

CM 
do 

o K 

CM O 



c 
o 

ory 

•4— 

c 
0 
c 
o 
a 
E 
o 

o 



LU 

I 

CO 

< 



o 

CO 

o 
I 

CO 
CO 

to 
<> 

o 

CO 



CO 

CM 

to 

f> 
o 
oo 

CM 
OO 

to 



oo 



E 

O 

Q 
Q 

LU 
<0 



O 
CM 

CO . . 
CM CM 

C> 

oo 



I to 

oo CO 

CO o 

^ a: 

. . o 

lO LO 

^ lO 



CM o o O CM 



CM CO 



CO 

o 

lO 



CO 

o 
o 

lO 



CM 



CM 



CM 

CM O 

O CO 
CM 

'nT lO 

o? C<l 

lO CO 
CM 



^ 6^ S 



o 



o 

O CM 
CO O 

CO O 

V cb 

lO CM 
CM O 
O - V 
CM 

CM 

CM CO 

lO »— 
CM O 
O - H 
00 

oo oo 

CM ~ 

oo 



lO 
CO 

5 

o 



CO lO O CO o 
CO ^ lO o oo 



LO 

o 

CM 



CO Ch CM •—•—«— CO 

CM C> >6 CD O 

CM CM O *— O 

CO ^ lo o 



o 

- , , _ _ CO 

r- r- r- r- CM CM 



4 



CM 
O 



lO 
CM 



CO O 

»— o 
o o 



O O CM 
O CM ^ 
O lO 



r- CM CM CM CM 



O oo O 

r- O lO O 

CO ^ lO O 



r— ^ CO 



O CM 
CM CM 



O O 

r-v LO 

00 



CM 

OO O 

-6 lo CM ub 
o 

CM CO 



r— O O 

r— ^ O 

O CO CO 

CM C^ CVi 

o c> 

i— CM CM 



'"sT 



O O- 
OO OO OO 



o 

CM CO 
O O OO 



WfSjo^JL^CMcOlOlOi^»^ 



CM CO 



lO 



o 



s 



CO 

- o 

CM CM 



lO 

o 

CM 



o 



O lO C> 

CO S & 

^ CM CO 



f— CO 
CO •— 



LO 

lO 



CO O O; 
lO r— CM 
OO O O O 
CN 



I 



I 



. OO 
§ CM 



^ 9: 

LO 

00 
OO -s 



<> o 

CM O O 

CO CO 

T csi oj 

CM lO CO 

CM 00 

lO r-- LO 

CM CM 



CO 



CO 
lO 

66 
o 



CM 
CM 

I 

lO oo 



o 

do 
lO 
CM 

I 

to 
o 

o 

lO 



_ oo CO 
o oo O 00 
CM CO lO 



r t ^.N ^^J ^ 



CO lO 
OO 
CO LO 
CS! CSJ 

o 

lO 



^ O 

CN 

I i I 

00 1^ CO 

o r^. 

CO ^ 



CN 

lO 
<5 



O CM 
CO CO 
CM CM 

r— CO 

r-^ lO 
o 

i— CM 



lo o § 

lO O iO 

lO lO lO _ 
CO ^ to 



^ I-"- o 



00 CM 

CM CO 

CM CM 

C^ C<J 

LO to 

OO O 



O^^,— ^,— ,— CM 



CM"^O00«— '•vTO-CMLOi— 
OCMOCMOIO-— "^OCM 
CO^»— OOOOOOOOCO 
I — f— I— r— CM»— »— CMCM 



CM 
O 

CO 
LO 

o 
OO 
o 



o 

CM 



CO 

° 2 ^ 



CO r— 

lO R lO 
S ^ T 

R 

;i: CM o 



U5 ^ 

SS do 

§ do 
^ GO 



00 



CO 

^ 

CO !g 
<5 

>o 
to 

I 

10 

CO 

I 

CO 

CM 
CO 

to 



CM 
O 

CO 

o 
-o 
CO 

<) 

o 

o o 
00 o 
CM 

S2 6 

^ CM 



o 

to 
o 

o 
to 

oo 



o 10 
00 
. . 

00 

LO 

to 
to 



CO 
CO 
CO 



CO 

to 
to 



CM 

. . o 
99 CD 

°^ 

CM § 

O to 

1^ i— 



06 
10 

s 

c> 
o 

CD 



CM 



116 



BNSDOCID: <WO C)3062379A2^I. > 



wo 03/062379 



PCT/IJS03/01363 



o 

O CO CSI <N 



CO CM 
rs. lo 
O C>4 



S2 

»— CM _ 

to CM CM CM CO 

2 ^ A 

T lO io CO 

00 CM CO lO 

CM r— CM CM CM 



c 
o 

Q. 

CO 

•£ 

0 
c 
o 



o 
O 



lO 
UJ 
CD 
< 



O CM 

o o> 

CO 

CM CM 

00 lib 

T GO lO 
r-^ o CM 

lO CM CM 
CM . . 

r— CO CM 

1X5 ^ 



00 ^ 
O 

LO O 

CM CO 
f I 

^ lO 

O OO 

CO lO 

CM CM 



00 1 — CM OO 00 00 CM 

CO UD ^ ^ - 

CO O 

CO CO CO 



a- o 

CO OO 



CM CO 



CO CO CO 



o o OO 

CO CO CO CO 

till 

LO O LO CM 

^ OO CO <> 

«^ ^ lO lO 

CO CO CO CO 



lO 

• — ^ 

Cj4 CM 

CO f— 
lO 

CO lO 

CM CM 



o 
00 



CO 00 <5 O 
CO op CO CO 

cb CO lO 
CM »o 

CM CO 



o 



CO CO CO CO 



to 

_ _ 

CO CO CO 

lO CO lO 

1^ CO OO 

lO lO 

CO CO CO 



CM O 

o 



9: ^ 



CM r— 'sT 

Qs CM 

CM LO lO 

CO CO CO 

' _L _L 
CO 

LO lO 

O CM CO 

CO CO CO 



o 



O CM 



CO CO CO CO 

I I 1 L 

csi OO OO 
^ o 

lO lO 
CO CO CO CO 



.— O OO OO 

. V o lO 
CM LO <5 

O CM CM CM CM 

^ CM lO r- 

O CO O 

f— CO 

CM CM CM 



OO CO 

O O 
lO CO O 



CM c> 



OO 

o 



00 



o 

I 

CO 

?3 <N 
^ 00 »— 



CM 

% 

lO 

CM 

CO 



CO CO CO CO 

C> CO o o 

O CO ^ 

O CM CO 

CO CO CO CO 



CO CO 
O 

<y o o 

CO CO CO 

ob CO <) 

O i— o 

LO LO 
CO CO CO 



CO 

o o 

CO CO 

00 
o o 

CO CO 



CM C> 

^ CO 

o o 

CO CO 

CO CO 



LO 
O OO 
CO CO 
1 I 
LO 
CO 

o o 

CO CO 



CO 

o 
o 



CO CO 

-6 cb 



CO 

_ o 

CO CO 



o 



o 



lo cb 

CO lO 



O ^ 

o »— o 
o 

CM CM CM 



lO lO 



I 



CM CO 
CO 

CM CM CM 



5 5 



CO ^ _ 
CO CO CO 



o 



LO 
CO 



O CM CO 
CO CO CO 



OO 

_ CO O 

C> OO 00 _ 

CO CO CO CO 

I I I I 

O OO CM O 

CSI O O <D 

-"sT LO LO 

CO CO CO CO 



St 



CM lO 

''^r LO 

OO 
CO CO 
I I 

CO OO 

O CM 

-O o 

CO CO 



O O CO CO CO ^ CM 

OOO'^LOO^'^^O 
OOr— CMCMCMCOCOCO 



to 



o 

CM O 
CM 



5 



2: CO 

S2 CM CM CM 

o 



O •— 00 

OO CO CM 

C> CM CO 

CM CO CO 



^ CM 

O O CO 

O O CO 

CO CO CO 

ob 

_ c> 

CO CO 



— 9: 
to 

OO CO 
sO r- 
O 



O 

CD 



o 



CM CM 



o 

CM 



O OO 



CM CM 
CM 



i— CM ^ 
CM CM CM 



O CO _ 

CO CO CO 

-6 CM ob 

O CM CM 

O CM CO 

CM CO CO 



O ^ § 

O C> O; - 

CO CO CO CO 

"O l6 ub 

O lO OO ^ 

CO 'sT ""nT 



CO CO CO CO 



0*^00 

r— O O O 

_ OO r» OO 

lO »— CM CM CM 



_ _ _ o o o 

CM CO CO CO CO CO CO 



^ 00 r-. 

O CM C> 
OO OO O OO 



^ ^ O O ^ CO 
C> r- CM CM CM 



<X> <> <^ 

f— OO to OO CO 



O CO CO ^ ^ LO 
CM CO CO CO CO CO CO 



CD 



a 

LU 
CO 



OO 

E 
< 

o 
o 

CM 

o 
o 

i 

CM 
CM 



OiO»— OOOCOCOO- 
cOCOcOl— CMCOCO'— 



CM CO OO CM 

^ COCOCM*— 

lOiOLOLOlOlOiOLOtOLOLOLO 

I I t I I I I I I I I I 

ooco'— r^oocMOCDOcor^ 

O — CMCMCOCO'^^lOlOO'P 
CMCMCMCMCMCMCMCMCMCMCMCM 



CO CO O CO 
CO CO CO CO 
lO LO lO ip 



CO 
CO CO 
to LO 



OO r*- »— CO ^ 

O CM CM CM CO 
CM CM CM CM CM CM 



CO 00 OO 

CO 00 CO » — 

S 5 - !^ 

"sj- ^ S S 5 Jo 

CM CM CM CM CM CM 



O CO 

CO 
iO LO 



r— OCOOOCOCMCOIO^*^. CMCO 
CO-^COCMCOCOCM-- '^CMCOCO 
lOLOLOLOLOlOLOLOLOLOlOLO 



CM !<. LO O CO 
O T" CM CM CM CO 



o in 



O 'nT o- 
LO to lO 



CMCMCMCMCMCMCMCMCMCMCM 



CO 
CO 

CM 
O 
CM 



CM S ^li 



CM 



O 
CO 

. "? 

CM LO 

CM CM 

CM CM 



O 

5 



••nT CO 

up LO 

OO CO 

CM CO 

CM CM 



O O CO r> -— 

O CO O 
lO lO Lp ^ ^ 



OO 

LO to 
CM CM 



2 

CM 



00 o 

CO CO 

8: 2= 

to o 

CO CO 



CO 

^ o 

CO CO 

LO C> 

o 

lO o 

CO CO 



O OO 

CO C> 

O OO 

CO CO 

CO OO 



00 O CM 

CO CO 

to to Lip 

ob <> c> 

CM CM 



I — CO CO CO 
^ ^^,^,,'^CMCOCOCO 
lOlOLOtOiOLOLOiOLO 



O O CM CO 
CO CO CO 



CO f— g: 

CM CO CO 



to o 



CO CO ^ 

to LO O 



CMCMCMCMCMCMCMCMCM 



O CO 

CM CO 

Ltp lO LO 

LO cb 



CO O CO o 

CO ^ CO r- 

LO LO lO to Lp 



OO CM 00 CM 
CM CO CO '^r 
CM CM CM CM 



CM CM 

CO c^ CO 

lO LO to 

I I 1 I 

o ^ <:> 

LO LO o 

CM CM CM CM 



CO CO CM 

O CO CO 

^ tip tg 

rvi r-* to o 

5 



nQ O OO O • — 

o ''^r CO CO 
to up lip up up 

vQ 1 — cQ 
CM CM CO CO ^ 
CM CM CM CM CM 



CM O lO CO 
r- O CO 

to up to 

CN CSI 

lO lO o 
CM CM CM CM 



OO 



CM CO CO ^ 
CO CO CO 

- uo LO to 



lOcoocMoot;^: 

CO'^CO^CMOCO 
lOLOLOtOtOtOlOiO 



CO 

to 

C^ 

OO 



iO'^c>cMooor^co 

(>.,— CMCMCOCO^ , 
X-c^JCMCMCMCMCMCMCMCMCMCM 



o r-. 
to to 



CO , , _ 

»— LO to to to to 



CO CO 
CO CO 



LO 



5 



CM OO 
CM CM 



CM 
CO CO 
to lO 
I I 

o o 

CO CO 



r- CM CM CM CM CM CM 



CM CO CO to CO 

CM CO CM r— CO 

lO to tip Lip tip 

CM cb <> to 

'vT to to O 

CM CM CM CM CM 



CO CO 
CO CO 

lO to 
ob 



? SJ := 

r-i- CM CM 



O OO 

^5 CO 

CM CM 

CM CM 



OO CO 

to CO 

up up 

cb ri. 

CO CO 

CM CM 



CO OO r— CO O 

CO O CO o 

uo to LO LO to 

ri- CN c<i ri. 4 

^ ^ to LO o 

CM CM CM CM CM 



00 



<5 

CM 

LO 

§t 

o 
c> 
o 

I 

CO 

CM 



117 



BNSDCXID: <WO 03062379A2„I > 



wo ()3/»62379 



PCT/US(>3/01363 



CO CVJ CO 

CO CO CO 

lO LO 



O CO CNF 
i— CO CO 
lO lO lO 



_ CO 
CM CM CM 



c 
D 
QJ 

ay 

*c 
0) 

c 
o 

Sj 



CO O 
CO 00 
CM CM 



CO O CO CO 

CO O CO CO 

lO lO LO 

I I I I 

00 CNJ CO ^ 

o o o 

CM CO CO CO 



CO 
CO 

to lO 

CVJ CO 
CO CO 



o 

CO ^ 
lO lO 

ch ^ 
^ lO 
CO CO 



CO CM 
CO 



S CO 8- 



o o 
"*sr CO 

up up lO LO 



CM CO CO CO CO 



O CO 
up up 

o 

CM CO 
CO CO 



CO ^ 

CO 

up up 

CO 

^ lO 

CO CO 



r— ^ CO CO O 

CM "«>r CM CO CO ^ 

LO LO LO u:) LO 



CO iO 
CO CM 

la LO 



^ 1^ <> H :Q 

CO OD O O CD 



.— 00 U5 



CMCMCMCMCOCOCOCO 



CM CO 
CO CO 



LO 
I 

LO 



CO CO 




O CM CO 

^ CO CO CO 

U5 up up up 

<) CM O CM 

o> o o 

CM CO CO CO 



CO 



s 



CO 

"? . 

P>» CO 

CM CO 

CO CO 



CO CO 
CO CO 

CO CO 



o 
oo CO 

CM CM 



CO CO o 

CM CO CO CM 

u:> uo LO U5 

^ ^ S 

CM CO CO CO 



CO CM 

I I 

o to 

CM CO 

CO CO 



CO 
CM CO 
I I 

o 

CO LO 

CO CO 



CO CO 

^ o 
up ^ 

O lO 

oo oo 

CM CM 



oo CO CO O 

CO CO CO CM 

lO to CD 

o o o 

CM CO CO CO 



CO 

CO CM 

up up 

CM CO 

CM CO 



CO CO 

up up 
o 



CO CO CO CO CO 



O CO 
vO CO 
U) 

uS 6^ 

LO LO 

CO CO 



o 
o 



o 



LO LO lO 



CO 
CO 

"? ^ 

lO 00 
CO CO 



r- CM 

o 

LO UD 



uS 



LO 

to LO 
CO CO 



00 

o o 

LO 

CO CO 



LO 00 

— u^ 

LO LO 

CO CO 



o 
to 

uS 



O ^ CO i— oo 

•'sf CM CO CO CO 

to LO lO LO to lO up 

i-^ CD uS ^ CM lO CM 

go CO O; ^ O »^ 



CO to 

~ CO 



CM CM CM CM 



CO CO 




CO oo CM ^ 
CO CM CO CO 



to Lip up 
^ Ch lO CM 

r> oo o 



CO 

- ... CM CO 
U? LO to LO 



r— CO CO r~ 



o o 



S2 



CO 

CO CO 
LO Up 

CSl 
CM CO 



CO CO 
CO CO 
U) LO 

& <5 
CO ^ 



CMCMCMCMcOCOCOcOCOCOCOCO 



i— CO 

CM CM 

to LO 

I I 

LO iO 

lO LO 

CO CO 



u:> U5 

^ 'Q 
to lO 

LO 

to 

CO CO 



1^ 



OCOCOCOCVJ*— r— CO 

r^cocococococMco 

tOtOLOlOLOUpUpUp 

<Dr^OOC>00;--'— 
CMCMCMCMCMCOCOCO 



OO CM 

CM 'nT 

to lO 

I I 

O CM 

CM CO 

CO CO 



CM CO 

^ CO 

to LO 

I I 

OO LO 

CO ^ 

CO CO 



"^OOOOOCOO 
r^'^NTco^oooco'^ 
^upupupup^upup 

l^^^^c^oocMOCM 
or^ooooooo*— 

CMCMCMCMCMCOCOCO 



r— CO 
OO CO 

~ to 



o 

CM CO 
CO CO 



CO o 

I 

CO 

CO CO 



00 O 
CM 

up 

to iO 
CO CO 



CM 

CO 

CO 
CO 
lO 
I 

CO 

CO 
CO 

to 

CD 
CO 

>o 
CO 

do 

CO 

up 
o 

CO 

CO 

CO 

"? 

o 

CO 

CO 
CO 

la 

CO 
CO 

CO 

to 
o 

CO 



<5 lO 



r— 



ub 
00 

o 
c5 

CM 



LO ^ 
O CM 



CO CO 

CO CM CO 

lo up - 

CM 



ub 
oo 

CO 



to 



CO CO CO 
CO CO CO 
up up up 

o oo 

O CO 



CO 2 

? o 

CM 

S "if 

'-r ^ CO CO 



CO O 

CM r^. 
CO 

1 I 

oo o 
o i— 



CO 
CM 

o 

CM 



CO 

oo 

CO 



00 CO 

CO CM CO 

up up up 

CO ^ to 
oo O CO 
CO ^ ^ 

CO CO CO 
CO CO CO 

up up up 

CM CNI oo 
CO O CM 
CO 

lO u5 
O »^ CM 
UD LO Lip 



CO *— 

to 



CM CM 

oo 

o 



r- OO 

00 



to 

CM 



CM CO to 
CO CO O 
to LO to 



CO CO 



CO 
CM 



CO CO 
CO CO CO 

LO LO LO 

ub ^ ob 

2: £^ 

CO CO 



i 

oo 
00 

CM 
LO 

- o 

" ^ 
00 



CO 

o 

C30 
CM 
CM 

T CO 
CO CO CM 
CO CO 



CO 
CM 

OO 
CM 



OO 

I 

o 

CM 



o CO 
r-^ CM 

oo CO 

.— o 

CO 71 

00 »— ^ 
CO CO 
OO »— 

O- 

OO CO 

sO CM 



s 

CM 



CM 



CN 



CD 



O CM 
CO 



oo 




I 

a 
E 

Q 

G 



118 



0306237dA2 I > 



wo 03/062379 PCT/US03/01363 



,— o CO 

CO 00 LO o 
CO o 



<N 04 r-r T- 



in r~ lO lO CNJ 

CO o o 



o 

CO 



c 

D 

Sj 

t/y 

-f- 

c 

© 

c 

o 

a 

E 

o 

O 



o 
o 



CNICNCNJC^JCsJCNJCVJCvlCSI 
C>o6oJ'<4cSCv|OCOLO'^p- 



O CO to CX5 

r^. r-". 



CM 00 
CO GO CO o 



CO 

o 



CM CM CM 



o oo o 

CM CM CO ^ 
CX> O 



CO LO CO 
*o o lO 



1^ o o o 
O CM CM r> 



CM*— lO'vT^. 



CMCM-CMCMCMCMCMC>JCMCMC^CVI 



lOCKCh-O^CJOr-;^ 
OOOOCOtpoOCM3^ 



r— 00 »— CO ^ 



CO 

in oo 



CM 



CM CM CM 



-O C> 00 

CO r- O O 

.— CM »— 

CM CM •— CM 



PI CO 



OO CM — 
sO CO CM 
CM 



o o 
o r*. 00 

CM CM 



CMCMCMCMCMCMCMCMCM 
CMC>CS<)CMCOobcO ^ ^ ^ 



CM 

00 

CM 



CM 
CM 



OC) O O CM lO CO 

>o r-^ 



CO 

00 00 o 



c^ o o CO 

O CO o 

o o o r— 

.— CM CM CM 



CM 

o 



CM 



O CO 
oo 00 

CO O 



o to oo 

r>s >o 

O r— 

CM CM 

<) 

O i— 

r--. r*- 



oo oo o 
CO o 

C^CMCMC^CNiCNCMO^ 



o o 
CM S3 



r- ^ ''^ 
CM r— 

CO CO 



CM 

I — ^ 



°8 



I^OOOOOOOOr-. 
I — I — I — I — I— CMCMCM 



CM 
CM 

ob 

CO 
CM 



00 lO 
OO o 

S S 
o 



o 



Q: CM 
o »— 

.— CM CM 



oo to O CM 

^^^CMr— CMCOr—r^ 

, — CMi — ^CM^' — COCO 
CNJCMCsJCslCgCMCMCM 



S :2 ^ s 



-o < — o *~ 
^ o ox rr o ^ 
1^ 00 o 00 o 



CO 

o 

CM CM 



CM 
I 

CM 

CO 
CM 



CO OO to 

o to o to 

O o- 

O 5>' 



o 



CM 



rv. CM CO 00 oo CO -o 
CO CM o o lo : 
~ CO CM »— ■— : CO 



Cvl CM CM CM CM CM 

O <> <o O 

O O O lO O CO 

oo oo O Ch O O r— 

I — 1 — I — 1— • — CM CM 



CO to OO CM 

O CO CO to O 

O O O OO 

f— CM CM CM 



O O CO 
O O 

r*^ 



to lO to CM 
CM to CO CO r— 

r— O*^"— CM"^ 

CMCMCMCMCMCMCMCM 

• ' ' • >L _L -JL JL 
~ P"t>:CMy25S^ 



:8 



CM r::: CO - - 
OO oo 00 o CD 



CM CM 



oo^*o<Sjt^co»— <>r^Chto^to 



CM r-- 
O Q 



oo 



I 



CO CO o 
CM O O 
CO 



r-sr-i^tojor^-^j;;^ 



CM CM CM CM CM 

C>CMf<.CMr<>OCMCOCOvO 

0- ^OOCMtOr-cOtOCO 

r^r^r^r^oooooo^op 

1 — • — I — I — I — I — f— «— CM CM 



CM 
CM 

CO 

CM 



O 

to 

c^ - ^ 

lO T °0 

to CM 2 
_> CM 

lO 



c> ^ 

C^ t5 r^. 

CM T 

O 4- CO 



CM ^ »— 



2 

CM 2 



CM 

CM 
t 

CM 
CO 
CO 
CM 



I I 1 

o 

, o »— CO 

;= CM 



lO to 

CM O 

CM CM 

C> CO 

o o 



o o 
o o 

r- CM 
CM CM 

lO 



o 
to o 

O CO 
.— CM 

A Cil 
to CM 



-? CM 



Q MD OO 
CN4 



c5 

CM 



r- CM O 



o J2 



CM 
CO 
MD C^ 



o 
^ o 

. CM CO 
^ CM <^ 

M3 lO 



CM CM 



CM 
O 00 



lO 

o 

CO 

CM 
CM 



CM 
CO 
CO 



<) CM 
O ^ 
CM 



to 



tib 



CO 
CM 
CM CM 

to 

oo 



o 
o 

<> 



CO O CO 
CM CO cv 
CM CM CM 



c::i 
to 



CO I— 

^ CM 



to Q: 

CM to _ 

CM CM 

CM CM CM 



o 



o 
£ 

d 
z 

Q 

a 

LU 
CO 



00 



s 

o 

CM 



O 

o 



119 



BNSDOCfO: <WO 03062379A2_I _> 



wo 03/062379 



PCT/US03/01363 



LU 
—J 
CO 

< 



c 
D 
CI 

CO 

c 
0) 
c 
o 
Sj 

e 

o 
O 



<> 

ixS 
CM 

o 

CO 

eg 

^ <^ 

T o 

I 

o 

s5 

CM CO 

r-- o 

CM ^ 



CO O 



C> 



-sj- o 

CO O 

>o 00 



o 
I 

o 
o 

00 

o 



o 



2 ^ 



9^ 
>o 

CO 

t 

CO 



o o 

CM CM 

O CO 

o 



CO CO 
c> o r;; 
CM oo O 
CM T 

CO 

o 



I 



1 



1^ CO 



O 00 

CO • — 

CM CM 

lO to 

O O 



o 
o 

I 

o 
to 
o 



to o 

CO 

T ^ 

CO o 

to :o 



00 



<N r- CM r- 



CO o 

31" Cr^ 



o o 

O CO 



CO CO 

o c> 



lO o o 



CM O 
CO 

CM CM 



O CO 
O CO 



CM OO 
O O 



— CM 
CM CM CM CM CM 



O CM 
*o O O 
0 0*0 



lO 
O 
O 



CO 

O O 

CM ^ 

CM CM 

O 

o o 

r— CM 



CO O O 

o o 

CM CO CM 
CM CM CM 



CM CM CM 



CO 

O CO 

CO CM 

CM CM 



00 O 

o — 

_ ^ CM 

CM CM CM 



OO OO 

CM O 

r- CO 

CM CM 



O 
O 



CO CM 
CM CM 



O 



O 

o 

CM CM 



o 



CO OO 



CM 



to — 

CM O 

OO 

I I 

o 
CO 



•"^^ to 

CO lO o 
OO o 

■O CO 



CM 



CO CM 
CM CM 



CO 

CO 

CM O 

8 

o 

"? 8S 

CO 

O - . 
CM CM 
CM 
1^ 



o 
to r>. 

O OO 

o 'T 



lO 
CO 



— O 

o o 



O OO 

o to 

^ T 
o 

CM 

lO 



o 

<5 



CM CNJ 

to to 
r-- o 



to . 

CM CM 
I I 
OO CM 
lO 
O O 



o 

O CO 

o o 



o to 



<5 
O 



OO o 



CM 

o 



to liS 
OO >0 
CO 



lO 



to "-^ 



:8 



O Np 

OO o 

CO CO 

CNJ CM 

lO CM 

o o 



o 



o 

CM C^ ^ 

O CO r— 



0»— CM^O-^O- - 
sOOOOr^OOCM'^O 

_ _ _ oooooooooo 

r— r— r— .— r— CMCMCMCM 



O CO 

:= Si 

CM CM 

r-K o 

to o 

o o 



O O ^ CM 

^ r- CM O 

CM CM CM 



O CM 
O 



o o 



CM CO 



CMCMCMCMCMCMCMCMCMCM 



O *— CM 
O O O 



to 



o o to 



o o o o o o 



O CM 

o o 



^ to 
o o 



CM CM CM CM 



o to 

CO o 
CM CM 
CNJ CM 

r-- CM 
o o 



O CO 



CM CM lO 
CM CM CM 



CM CO ^ 



O O 
O OO 
CO 



CsJCMCMCMCMCMCMCMCMCM 



O 



CO O 
O O 

o o 



^ CM to 



CM 

O Q 



CM CM CM CM 



O 

CM 
I 

to 
o 



o 
o 



o 

CO 
CM CM 



OJ Q 
»> CM CM 



^ o 

O O C> C> 



CMr^CMCMCO'"^'— coco 

_. ^. ^. ^. ^. 



CM T rr 

:9 59 59 59 
o o o o 



CM CM CM CM CM CM CM 
• ' cJ^ ixb C^ ^ oS 

CM CM CM CM 



CM 

o 



OO o 

o o 



CO 

, , OO 

to CM r- r— 



o 
o 

CO 



o 

CM 
CM 

o ^ 



to o 
o o 



CM 



o 



o 

1 o 

sO CO 



CO 



to 
o 

CO 



CM CM 

f— r— ^ 



59 
o 

CM 

§ 



o o 

o »— 

00 CM »— 
CM CM 

CD CO CO 

u5 o 

to o 



o r-- 

o CO 

CO 

Csl C;4 

o » — 

O lO 

CO O 



CM O 

;2 s§ 



CM OO 

o >o 
OO 

to 

!^ S 



to 
.— to 

CM OO 

^ T 
o o 

SS8 



O CM 

o o 

s§ 

OO to 
OO o 



o 

CO 



to o 



to CM 
CM to 



OO to 
to O 04 
CM OO O 
CM «— »— 



to OO 
CO O 

S CM 



OO 

O CO 

»— CM 

CM C^ 

o o 



o 

CM to 

o 

o 
o 



CM to OO to CM 

^ CO to to OO o 
COr-CMCMCMCMCMCOCO 
CMCMCMCMCMCMCMCMCM 



I 



I 



r-i— cOOiOcOtOOOi— 

ooooooo*— coto 
ooooooooo 



CM CM CM CM 



to CM 

00 r>s 

CM Em 

O OO 

o o 



CM CO 

CO O 

CM CM 

59 59 

o o 



s 



CM ^ CM CM 



00 

O Q 



I 



00 CO o o 

O O O CO 

CO CM CM CS 

CM CM CM CM 



o 



59 $9 
o o 



CO 

o 
o 



o 

CO 

o 



CM CM CM 



CM 



o 

CM CM 
CM CM 

O 00 

o o 



o 

CO 
CM CM 

O r- 

59 ;9 
o o 



r-. CM 

, O O CM O 
CO CM CM CO CO CO CO 
CMCMCMCMCMCMCMCM 



r>s CO OO 

O O r- 



CO to OO CM CM 

o o r-s o 
o o o 



6 

_ CO 
o o o _ 

CM CM CM CM 



p 



o 

Q 
G 

LU 
CO 



OO 



CM 

o 
o 

CO 

CO 



to 

CM 



120 



BNSDOCID: <WO 03062379A2.J_> 



wo 03/062379 



PCT/US03/(»1363 



CNJ 



o 

CM 
O 



oo 

CO 
CM 

C^J 



O 

CO 

CM 

& 
CN 



SScmcmcm'cnicmcmcm 



o 

CO 
CM 
I 

o 

CM 
CM 



o o 

CO 
<N CM 



CM 



CO 
CM 



t 



<5 

CM 

8 CM CM 



Csl 



O LO 
CO 
CM CM 



O O 
CO ^ 
CM CM 



O 

CO . > — ^ 

o CO o r::^ g 

CM O CO 

§ SC iS ^ 

I LO CO CO , 

lO »P "3 



o o o 

^2 S cs. 

<N CM CM CM 



00 

CM 
CM 



^ o ^ 

CM CM O: 
CO CO CM CO 
^ CM CM CM 

rv. LO C30 
o ^^ ^ 



SSScMCMCMCMCM 



c 

D 
I oT 
"c 

CD 

c 

o 

o] 

. o 

o 



LO 



5> 

o o o> o- 

CM CO CO CO CO 
^ CM CM CM 

CM O O LO 

CO C^. 
- C^l CM 



CM 
CM 



OO 



CM 
CO CO 
CM 2^ 

O Q 



o 9: 

CO CO 
CM CM 

sO « — 

00 

O 



5 

CM 
CM 



r- o 

r— O 
CM CO CO 



CM CM CM 04 CM 
. ^ > 



CM CM LO 
'st CM 

CM CM 



CO 



SSc^CMCMCMCvlCMCMCN 



O OO 

lO o 

CO CO 

CM CM 
>0 LO 

o o 

CM CM 



CM 



O OO 



CM CM CJ 



CM O - 
CO CO CO CO CO 

^ CV4 CM 2; 5^ 



O 00 O 
o ^ »~ 
CO CO CO CO 
CM CM CM CM 

1 ^ o 
§ § § S 



<> 00 o 50 
Q Q 

CO CO 

CM CM CM CVI 

CM CM CO CM 
OO O ' — 
r=- Csl CM CO 

CM CM CM CM CM CM 



CO 
CM 



CM 00 
O 

CO 



^ '2 g ^ s 

?3^S?3SSCMCM 

46r^c>iOLOioco 

S 8 S CM CM CM C^J CN CM 

;^ fCC C> i> 

•^^t C> O O CO 
CO S CO ^ CM 
CM CM CM CM CM 

2 S 



o 

CO 
CM 




O 00 

00 o 

CO CO 

jl:: ^ ^ 

<> CM C: 



c> 
o 10 

9: 2 

CO ^ 
«> CSJ 00 LO 

^ o o 50 
CM CO r-- 9: CM 

^ CO CO 



sQ CM CO CO 

C^J ^ • - ^ - ^ ^ 

CO CM ^ c: ?R 

. . r— o 00 ^ o 
o 00 

10 CM CM CO CO CO 

^ 2: ^ O <> 



o CO 0^ 

O O LO ^ 

gS'K^^^Sc^iSggg^ 
ScocmSJo^co^^-^^^^^ 

^ 3 00 rsS 00 g gj g - 

o f:^ £^ D; 
^ ^ ^ ^ 
^ 00 ic o 00 

CM ^ r— lO O 

^ 9: ^ ^ 



^ CO I> 

*~ ^ S5 

^ UO S CO CO 

A ^ CO CO CO CO 

2 6^ 60 

CO 



CO 



O CO »— 

CO CM CM 

CO iQ 10 

10 LO 10 

00 o 

sO 

CM CO 



10 10 lO 10 




121 



BNSDOCID <WO. 



03062379A2J > 



wo 03/062379 



PCT/US03/01363 



m 
1 

CD 

< 



00 
CO 

I 

CO 



do o ^ ^ 



5 § 

p § 



o CN o cvj to 

Csl CM CSJ CN CO CO CO 



"vT O CO 



00 



c 

D 
Q. 
CO 

4— 

c 
© 
c 
o , 
a ' 
E 
o 
O 



oo <} ^ 

2:: ° 

« E2 ° 
o ^ ^ 

CSI 

Ill 

S ;2 lo 



CO 1^ o 

^ O CO oo 

00 LO r*- 

CM CsJ (N 

1 1 I I 

CO 

CO CO 

i— CM 

CM CM CM 



O CM 

O <D CM 

O CO 

CO CO CO 



oo 

nO oo 

CM CM CO 



O 
O 



o 
o 

CO 

CO 
lO 

CO 



CO CO 

o o 



iQlOlOtOLOiOlOlOiOLOUO 

I I I I i I I i I i I 
OOCN^OOOOOOOOOOOOOOOO 



LOlOiOLOLOLOtOLOlO 



«— CO O 

oo CO O 

CM to 

CM CM CM 



oo O •— 
CO CM •— 

CM CO CO 



oo 
oo oo 



O 

CO 
CM 



CM CM CM 



O r— 

CO o oo 

lO oo r- 

CM CM CO 



o 

o 
o 



CO CM CO 

c> 3: 

CM O 

Cs| CM CNl 

r^. CO CM 

"St CO 

O r— CM 

CM CM CM 



o ^ 

CO r**». 

CM CO CO 

^ 

CM CM CO 



lO CM 

*s ^ s 

O I — CO 

CO ^ ^ 

^ O lO 

2: 

^ 00 o 

CO CO 'nT 



CO CO — 

5 o 

CM CM CM 

CO >>6 

CM 
o 



oo op to O 

iO O O 

CM CM CO CO 

I I I I 

O O LO 

CM r- CM 

— r-^ 



o 

CO 



oo 
CO 



lO CO 
CO oo 




^ ^ := 
§g2 



o in 

CO O 



r— CO O O 

c:*^ 5r 



00 CO 

. _ , . 00 O 

CMCMCMCMCNJCMCMCM 



CM CO 00 
I— Ch 
^ 



CM O CM 
CM ^ 



LO LO 

CO o 

0^ O 

CO O 



CM 

CO 



LO lO 



>o a* o 

CM CM 

CM CM ^ 

up LO to 

oo oo r*^ 

CM CM LO 

o o — 

lO to lO 



CM CM 



oo 

CM 

o 



'"^r CO CO 

LO LO CO 

CM CM CO 

LO lO LO 



LO LO 



00 oo 

CM CM 

o o 

lO LO 



s 




CM _ 
LO LO 



O CD ^ 

00 CO CO 

CO CM CM 

lO LO LO 

ri. oo 00 

CO CM CM 

!o LO LO 



CM CM 

r--. LO 

CM CM 
LO LO 
1 I 

oo oo 

CM CM 

o o 

LO LO 



LO IP 



CM 

oo 

LO 

ob 



00 oo 

CO CM CM 

o o o 

LO LO LO 



LO oo 

C> LO 

rv. CO 

? ^ 

op 

oo O 

CM 00 



CM ^ 

O CO 

LO CM 

LO up 

CO 

CO CM 

r— O 

iO uo 



1^ LO 

CM CM 

<y ^ 

LO LO 

I I 

00 oo 

CM CM 

o o 

LO lO 



""vT LO 

00 LO 

CO CM CM 

up up up 

CM oo oo 

CO CM CM 

o o 

lO to LO 



r— CM 

o o 



CO 

_ 

CM CM CM 

LO LO LO 

' oi> ob 

_ o o 

LO LO LO 



00 



LO O 



LO 
CM CO 



CM CO 

CO CM 

CO o 

lO <5 

I I 

CM CO 

oo 



to o 

CO 

CM CM 

lO ^ 

I I 

oo oo 

CM CM 

o o 

lO LO 



.— CM LO 
O CO ^ 
CM CM CM 
LO LO LO 
> I I 

CO oo oo 

CM CM CM 

- o o 

lO iO 



o 



o 

LO 



r~ lO 

lO 

CM CO CM 

lO LO LO 

I I t 

00 oo 00 

s s ^ 

LO LO LO 



r— oo O 

CO 

CO CM CO 
LO LO LO 




CO 00 

CO CM ^ 
CM CO CM 

LO up up 

oo LO 00 
to 40 



LO 
CM CM 

up up 

oo 00 
CM 



g 



CM CO 



o 



up up 

r-- o 

.— CM 

LO iO 



CM CO CO 

^ CM r> 

^ ^ Q: 

lip tip up 

00 oo CO 

CM CM CM 

o o 

U) UD LO 



r- o r>. 

CO ^ 

CM CM CM 

up up up 

oo oo 00 

CM CM CM 

o o o 

LO LO LO 



o o 

CO O 

CO CM 

lo S 



CM 

o o 

CO CM 00 

^ 'nT 

ci^ c^ c^ 

rv. CO 'nT 

^ ^ ^ 



oo 



S:5 . 

CO C> CM 

s s 2 

O O CO 
CO CM 

S Jo s 



o o 

'nT CO 
CM CM 

up up 

oo 00 
CM CM 
O Q 
lO lO 



o o 

<^ CM 

up up 

oo 00 
CM CM 

ss 



O <5 oo 

LO LO O 

c^! <>J 

up up LO 

00 oo 00 

CM CM CM 

o o o 

LO LO LO 



I 

Q. 

E 



00 

< 

CM 

o 
o 

CM 
CM 
CO 

s 

CO 
CO 



Q 
G 

CO 



CD 



CM 



122 



BNSOOCID: <WO. 



.0306237BA2.I,. > 



A 



wo 03/«62379 



PCT/US03/01363 



CM 

ci> 

CVI 

o 



o 

I 

GO 

CM 
O 



•o o o 

o o o m 

CM ^ <N CN 

lo LO in lo 



o 

CO 
CM CM 
O O 

in in 



tn CO 

O CM 

r— O 

LO in 



CO 

s 



c> o o 

o in CM CO f— 

CM CO CM CM CM 

lo m in in in 

CO 00 00 CM cx> 

CM CM CM CO 

~ O O O O 

in in m tn 



s 



o 

CM 

S 

o 
in 



o 

CO 
CM 

in 

CO 
CM 
O 

m 



CM 

O CM 

CO CM 

in up 

CO 

CM CO 

Q o 



CM 

in 
■ 

o 

CO 
O 



in in m in 



CM 

in 

00 
CM 

g 



in 

GO 
CM 

s 



c 

D 

a 

CO 

•4— 

c 

0) 

c 
o 
a 
E 
o 
O 



in o CO 

o ' — ' — 

CO CM CO CM 

in in in in 



CO o- 
O CM 



s 



CO CO 

o o 
in in 



in 

r-- o 

CO CM 

in in 

I I 

>0 CO 

CO CM 
O 

in in 




00 

CM 

o o 
in in 



00 o o 
lo o 

r-v »— CM 

in in in 

CO 00 CNJ 

CO CM r-- 

in o o 

in in in 



1^ 

CO 

CM CM 

in in 
ob CO 

CM CM 



CO 

in 



in 



00 CO 

CM CM 

S" 



CM 

in 
I 

CO 

CM 

s 



CO CO 

CM CM 

O O 

in in 



CM 

in 
I 

f— 

CO 

s 



CM 

in 
in 

s 



in 

in _ 

CO CO 

o o 

to in 



tn in 



in CO 

OO CO 



00 

o in 

CM CM 

lo in 

CO OO 

o o 



in CO o 

>— o 

CO CM CM 

up up in 

r>s OO o 

CO CM ^ 



CO 



o 

O CO 
CM CO 

up up 
00 OO CM r< 
CM I— in 



in in 



in in in 



in S S S u5 S S 



CO O O CO 

o o »— 

CM CO CO CM 

to in in in 

III I 

O 00 CO CO 

OO CM CM CM 

O O O O 

lo in in in 



in in 



o 

CO 
CO 

in 



00 in 

CM CM 

CM ^ 



CO o in 

CM O CO 

o rr Q 



CM CM O CO 

o LO m ^ 

lO O ' — CO OO 
CM CO CO CO CO 

cOo6c>' — O"*^' — CM 

oP^iCcMr^^cou:) 



CO o 
in r-- u^ 
o in CM 

CM CM 



CM OO 

o in 

UD 

CO CO 

uS ci^ 

CM in 

CO 

CO CO 



U5 in in u> 



Q 

i 

a 
E 



Q 
O 

LU 
CO 



« — o 

CO 

up up 
CO in 

CM CM 



o CM r-^ 

O CM CM O 
CO CM CM 

io lo in 

OO OO CO 
CO CM CM >0 



lO o 
o 

CM CM 

OO 00 

CM '"nT 



OO 
LO 

CM 




1^ OO lO 

o c> r- 

o lO 

CM CM Cvl 



o 



CO 



00 

in 

CO 



CO CO 

o 
in o 

CO CO 

66 i< 

B ^ 

c^ CO 

CM 
in o 

CO CO 



o 
o 

CO 

CM 
CO 

tn 
CO 

CM 

o 
o 

CO 

I 

c^ 
in 

CO 



o 
un 
o 

CO 



o 
o 

CO 



CO in _ 

O CO CM 

tn <5 CO 

CO CO CO 

6^ <) o 

CO C> 00 

CO o o 
CO CO cj 

o CM in 
o o 
in o OO 

CO CO CO 



^ r— r- CO 

S o 
jO OS o 

V CO CO CO 

S S ^ 

CO CO CO 



S [pSSSSSSSinin 



^T^T«-^r^ChC>'-^Choor-^<)CM 
Soo'^C>Oinr^or^^cM^co 

^CO<>CM<)C>CM^I^OCMCO^ 
^fligi^J^i^i-ev^CMCM CO CO CO CO 



OO 

< 

o 
66 

CM 
CO 

CD 



CO 
CM 



CM 
CO CO 

c^ o 

CO CO 
CO O 



CO CO CO 



123 



BNSDCX:iO: <WO 030e237SA2_L> 



wo 03/062379 



PCT/US03/01363 



o 
CO 



O 
CO 

I 

csi 



CO 



c 

O 

a 

CO 

c 
0) 
c 
o 
a 

e 

o 
O 



o o 

si 
si 

do «) 

O 



00 



oo 

H T 



I o 
o o o 

»~ 1 — 'st 



O lO CO O 
CO lO O O 

LO 00 o 



. o 

^ o 

CO o 

oo .— 

lO CO 

CM CM 

1 I 

— CO 

CO OO 

oo o 



Q 



CO o »— : 



CO O 



O CM 
CM CM CM CM 



CO la 



lO <D CM 
lO OO o 

r-. o 



to OO 

o o 

O CO 

oo O 



» o 



CO lO 

CM CM 

CM O 

f— I— 

I I 

CO 

r- CO 



oo CM CM — 

r— 00 oo 

oo CO to 

r- r— CM 

I I I I 

lO OO o 

r- c> 

^ ^N. oo 



o o 

^ CM 
CO 

CM CM 

I I 

CO CO 

CM CM 



O O 

'•vT ^ r- 

^ 

CM CM CM 

§ CM 5 

CM CO -^q- 

CM CM CM 



r-- 00 •— 

o o •— 

oo oo CO 

CM CM CO 

SIO «— 
o 

CM CM CM 



O CM 



O 

o 

CO 



oo _ 
oo 

CM CM 



CM 
CO 
» 

CO 

CM 



o o 

O r- 
CO 



OO •— 

LO lo r-^ 
lO o 



CM CO r-s. 
o a cr> 

- o 



CMCMCMCNCMCMCMCOCO 



CO lO 
O O 
O 



CM CM CM 



O 

CM 
CM 



00 

CO 5 
CM CM 



lO o 



r- lO O CO 

r- O lO to 

O O lO 

CO CO CO CO 



CM CM CM 



o 

00 ^ , , 

oo o 

CM CM CM 



O CM 



oo 

00 CO CO 
C> CO o 

CO r- 



. — O CO o 

r-H r-v o 

r-^ o CM 

CM CM 



CM 



to 



CO 

< 




o lO o 
»— GO o 

CO ^ 

CM CM CM CM 

I I I I 

CO O O Q 

o 

O r- CM CM 

CM CM CM CM 



O - 

o to 
lO o 



o 



5 



to CO CO CO 
r— CM CM r-- to 
^ CM CM CO ^ 



00 



o c^ 

O O ^ CM 

O O O Q 

t— CM «— CM 



CM 



a 

e 



Q 
Q 

LU 
CO 



CM 

i 

CO 

oo 

CO 

I 

CM 



oo oo oo 

- I— lo 

_ O CO 

CM CO CO CM 



CD ^6 

CM CM 



CO 'nT to 



oo 



O CM oo 00 

r— lO CM 

CO o 

CO CO CO CO 



CO 

R IS 



CMCMCMCMCMCMCMCMCM 




CM CM CM CM 



124 



BNSDOCID: <WO 030e2379A2^l .> 

/ 



wo 03/062379 



PCT/US03/01363 



CVJ CM CO 
\0 lO O O 
hsT CO o ^ 
CO CO CO CO 



Uo CO 

CM CO CO CO 



r— CO 00 

<D CM 

CO CO CO 
I I I 
O O CO 
f— O CO 
CM CM CM 
CO CO CO 



CJO O ^ 

r— CO CO 

1^ LO O - - 

CO CO CO CO CO 



O O 



CM O 



^ CO . 
CO CO CO CO 
CO CO CO CO CO 



o 



CM 
r-- CM 



o o 

_ CO CM 

CM CM CO 

CO CO CO CO CO 



CO 

o 



^ 



o 1^ 

CO CO CO 



LO CO LO 

^ OK ^ 

o 



lo o r-- _ ^ 

CO CO CO CO CO 



CO 

o 



lO m CO 
»— o 

O CNJ 



CM CO CO CO CO 



O lO 

O 00 _ 

CM CM CO 

CO CO CO 



O 
O 



CO 



CM 



CO CO CO 
CO CO CO CO 



l-N. '"^ CM O 

hsT o CO 

CM CM CO 'nT 

CO CO CO CO 

I I i. L 

lO lO 00 

00 »— »— o 

a- o 

CM CO CO CO 



r-. o o 

»— o o 

r-v ^o 

CO CO CO CO CO 

I I I » I 

O CM CM to 

O lO OO O 

CM CM CM CM CO 

CO CO CO CO CO 



.— OO lO 

CM OO 

o lo - 

CO CO CO CO 

I » ' * 

CO CM O 
CM O 

CO CO CO 

CO CO CO CO 



CO CO CO 

<> 

CO 
LO lO 



O O O Q 
O CM OO ^ 



CO CO CO 



6 



CO 
lO 

c^ 

LQ CO 



I 



o 

CM 

CO 

CO 



CM 
O 

CO 

I 



O CO O ^ 
lO <5 OO O 



CO ^0 



. - , . CO . 

O S CO ^ 5 



VO CM 



OO 



CO 

CO '•nT 



lO CM CM 
CM O 

CO CO 
I I 

O CO ^ 

CO CO 
lO to Q 
CO CO CO 



^ 

^ Q S 
^ o 



in lo 



""sT 

lO o 
OO 



5 




.— CO 

CO CO 
I 



LO 



OO 
_ O 
CM CO CO 
CO CO CO 



O 



CM 



2:^ 

r-. o 

CO CO 

I I I 

!ii 

o 2: S 

CO CO ^ 
CO CO CO 



OO o to 

CO o OO CM 

CM O Q- CO 

^ ^ ^ up 19 

O CO ^5 -O 

r— O 10 O 

o CO CO 

VO 



o o CO 10 o LO 
o CM — 

'^^r o 1^ 



00 

o 
o- o 

CM CO CO 



CO CO CO CO CO 

CM 10 1^ 00 p 

sO o ^ o 

^ CM CM CM 

CO CO CO CO CO 



CO CO 

ob ^ 

O CM 

CO CO 
CO CO 



10 

CM Q: 
o 

CO CO CO 
' ' i 
0^0 

>0 O CO 

CO CO 

CO CO CO 



^ o :5 S 
lO 00 



5 



CO r— 
10 10 



CM O CO 
CM CO CM CM 



00 CM 

CO ''^r 



r— 00 -^^t »— 
CO o ^ 'r :^ r* 



Ih"- CM 
10 'vT - - ^ 

CMLOcor^-^-ior-r-- 

CO CO CO CO CO CO CO CO 



00 CM 

o 
\o o 



O O o o 00 
o LO o CO r*^ 00 

O ^ CM CM CM 



CMCOCOCOCOCOCOCO 



CO 

r— C> 

CO CO 

O CM 
CO CO 
CO CO 



CO 10 

00 »— 

CO CO 



^, CM 

10 O 

CO CO 

CO CO 




o 

CO 00 

h— CM O 

ICO CO CO 



o 1^ o o 10 •— 00 



o 00 
o o 



CM CM CO 



•O O O CXD « — 

CO ^ '^r 10 r-. 

CO CO CO CO CO 

10 *^ <> o 

CO 00 CM r>H op 

CM CM CM 

CO CO CO CO CO 



00 

CO CO 
o o 

CO CO 
CO CO 



o 10 

op CO 

10 o 

CO CO 
CO CO 



00 o 



CO CO 



^ CO O 
CM r-. r- 

^ 3: 2^ 

CO CO 

00 <) o 
r~ r-. 00 

LO O CM O 00 
CO CO 



IdO .— 10 O O LO LO CM 

LOoooLO^i— r-j-- 
CO CM o CO 

CO CO CO CO CO CO CO CO 

I I I It I i I 1. 

loo o I — 'vT r--. • — ^ 
10 o 10 CO 00 CM 00 

O^O-CD'-'— CMCMCM 
CM CM CO CO CO CO CO CO 



10 CM o 
t— o o 
o r*^ 



10 CO o c^ CO ^ 



CO CO CO CO cp 

CM C> CO CM 

O ^ 00 CN 

CO CO CO CO ^ 

CO CO CO CO CO 



CO CO cp CO 
16 CM 00 



. — o 00 

o LO Q: 

- ^ ^ up 

000- 

00 00 CO 



o 

CO 



I— 

— 

o 



G 

luj 
I CO 



125 



BNSDOCID: <WO 03062379A2 J . > 



wo (>3/<>62379 



PCT/LS()3/()1363 



CM 



CO 



o 

<N 



o 



2^ 

oo 



(N 

oo 

o 
o 

CO 
I 

o 



oo 

I 

o 

CO 

o 



CO CO 



CM CNJ CM 
I 

O 
oo 



LO CO o 

o O CM o 

oo lO o o 

CO CO CO 



CO CM 
^ CM 
O ^ 
CM CM 



, . LQ OO 

I — CO CO CO 

o in lo to 

CO CO CO CO 



o 
o 

CO 
CO 

CO 



OOOOO-— CMCMCO^ 



CO 



CM 
CO 



CO 

CM CM CS 



in CO 

<5 oo 
CO O 



in CM o 

to oo O CO 
I— r— CM CM 



CO ID CO 

CO CO CM 

CM in o 

CO CO ^ 

1 t I 

in 

O CO CO 

CO in in 

CM CO CO 



in o 

CM o 

oo oo 

CO CO 

o o 
oo 

in r*^ 

CO CO 



O O CO 
O CO 

- ^d- CM 

CO *— 

o o 

" o 



in 

^ _ 

CO oo 

CO CO 



o oo 
Ch o 
1^ CO 
CM 

CO 

_ lO CO 

o — *— 



T ;6 

O lO 



CO in 

CM CO oo 
CO 

CM CM CO 

CM GO o 

o CO 

CM CM CM 



CO oo 
CO CO CO 



S S UO 
CO CO CO 



in CO 
oo 



CO 

CO 



o 

CO CO 



c 
o 
a 

CO 

c 
© 
c 
o 
Qj 
E 
o 
O 



CM 

CO -J 



f5 



r- CM 

00 CO 

T ^ 
CM 

— CO 

in oo 



CM 

n- 



CNi CM 

S 

CO 



8 



O 
O 

CO 

o 



o 

_ 00 
CO CO CO 



CM O 

o in 
CO o 



.— r— CMCMCMCOCOCO 



O CO 
CO c^ 

o r*>. 

CO CO 



o 

CO CM 

in 'T 



o 
o 



o 

CO 



o 



CM 
CM 



o 



i8 



o 
o 



CM CM CM CM 

' 'sr Q 



r- CM 

lO oo 



oo 

CM 



O CM 

00 CM 

r-^ 00 

CM CO 

in 



o 

m in 



o oo 
o 



CO CO 



r— .— CM CM CM CO CO 



9: 
in 

CO 



CM 
CO CO 



in CM 

» — 'sj 

O CO 

r- CO 

<=? ^ 

O CO 

Q 



in »n >o 

O CM CO 

o CO 

CM CM CM 



m o 

CO c> 

CO oo 

CM CO 



CM CO 

CO in 



— CM 



o 

O O CO 

o in 

CM CO CO 



CM CO _ 

o o oo 

CO CO CO 

CD >6 CO 

O CM CM 

m o 

CO CO CO 



8: 



in r— 

r-v o 

nO o 

T ^ 

O 
CM 

CO O 



^ CD 

CO CM 

CO CO 

CM CM 

CO 

CO O 



o r->. »n 

I— I— o 

00 CM CO 

CM CO CO 



m 

CM CO 



""d- »n 

O CO 

m 

CO 



CO O O 

CO r— C> 

CO oo 00 

CO CO CO 

' • t. 

^ r— 

in CM CM 

in o r**. 

CO CO CO 



^ oo 



S CO 
CO O 



CO f— 



r- •— CM CM 



o o 

CM O 



— ^ — 



oo 



CVJ 

o 



m in 

CM CM 

CO CO 

in 

CO CO 

in in 



r~ CM 
1^ r— 

o 



CO CO CO 



CM 



a 

e 
o 

Q 

G 

LJU 
CO 



2 
< 

8 



o 
CD 



o 

CO 



00 O 
CM CM 



cooor^^f— r^in 
CM^cMinoco*— ^ 
'^r^ooooQOr^or^ 

coor^CM^t>.qprr 



o 



^ CD O 

t— 00 _ 

O O 00 OO 
^ ^ 

C^ ^ ^ 



CM 
O 



o 

CO 



^ St 

I— o 1 — 

o oo o 

^ 



o 

CO o 
CM CM CO 

•«sr ^ ^ 



CO 

O CM 



CM oo 

>0 CO 



o . 
in in 



o 



C> CM O ^ 
CM CO CM C> 



in 

CO 

m m o o oo 
-"i^ ^ ^ 



— in o 
^ lO 
m CM CM 

^ ? 7 

_ CO CM 
O O 
00 CO O 
CO CO ^ 



o 

CM 
CO 



CM o 
c> _ 

O CO O CO 



r— lo in 



CM O O CO O 

O • — oo r— CO -P 



CN O 

51 



__ o 00 

T ^ ? 7 

so CM r- 
in oo o CM 

5§ - 



^ m — 00 

CM CO CO O 

5- ^ Y ^ ^ 

^ CO 

00 o r::^ r- 

oo oo o Q CM 

CO CO ^ ^ 



o in Ch 

O CO 

O O O CO 

^ ^ 2^ 2 

•o ^> ^ 
o- o CO in 

^555 



O O CO 

I — I — 

O O OO 

2; 

<> 

r>>. c> CM 



(> c^ CO in o CM o 
r^cocoooochC^r^OfT" 

CM^-CMCMr^-^-OO ' ' 

^ ^ ^ 7 T ? 
Nn »— CO csi CO 
r>H CM 00 



o in 

CM o 

CO CO _ 

CO CO CO 



, , oo 

O CM CM 
^ ^ ^ 




CM CO O 
CM CM 00 

r-^ 00 

? 7 ? 

^ CM 00 

o »— 



o 

CO CO CO 



7 

in 

00 00 



r— CO O 

O o 

CO o 

7 ? ^ 

oo r-- 

oo CO 

r— CM CM 

^ ^ ^ 



o o 

00 — 

oo o 

in CM 



CO CO 
a- »— 
in CO o 

? ^ ? 

CO O 

CO CO in 



CM O 

CO in 



r-- o 



o CM 
'•sT -"^ 



CO »n CO 
o 

— CM CO 



CM 



o o o 



o m in CM 

— - 00 CO 



o in 

00 00 o Q 
CO CO CO 'nT 



CO CM CO CO 



CM CM 



5 



00 

o 
o 

t 

in 

r— 

in 



:::: - ^ CM CO 
^ ^ ^ 




O CO 'vT O 

^ CO 00 O 

^ — CO OO 

in CM >6 "-^ 

CK in CO r-. 

op o o4 

^ ^ ^ ^ 




oo 



o in 

o o 

C> O*" CO 

^ ^ ^ 



CM O O CO CO 
r— o »— O CO 
O OO O CO c> 

F— CO 

CM CO CM Ch 
§ ^ ^ ^ § 



CO O 

^ r— 



o 

o o 

o 00 

^ 5[ 

oo o 

O 00 



2^ 



CM 



OO Ch 

OO o 

oo CO 

oo m 



00 

_ oo o 
<D CO 00 oo 
'sT 



O CO 



in in 

CM 

m in 



r— CO f~ Ch 

o oo o o 

CO oo oo oo o 

? 7 7 ? 

I — CO CO ' — CO 

CM ^ <> ^ 

in in in :Q 

^ ^ 



i— CO O 

o in 
00 CO 

? ? ? 
I — o 

CM C^ 

5§ " 



CO CO 



126 



wo 03/(162379 



PCT/US03/01363 



c 
o 
a 
CO 

c 
o 
c 
o 
a 
E 
o 
O 



Q 

p 
E 

d 

Q 

G 

UJ 
CO 



o 

I 

CO 

LO 

O 

O 
O 

o 

CO 

o 



o 

I 

00 
o 

00 

CO O 

^ I — 

<^ 6 

lO o 

9^ o 

CO o 

o ^ 

00 II 

CO 6-" 

Or 22 

lO o 



CO CO 
I— o 



00 



O 



o 
o 

CD 



CO 



o- S 

CNJ CVJ 
CN ^ 



CO 



to 



o 

CN 



lO 

o 



to o 



00 



CM 
O 
O 
CM 



8 

CD 



CN 
CO 



O 



o 

00 

Q CO O 

LO _ CN 

O CN LO 

CO oo CN 

I GO •— 

rr o CO 

;8 2 2: 



5 !^ S 

CN O 



rv. OO 
^ o 

to CO 

T ^ 

O CN 

•— lo r-s 



Ch ^ 



CO o 
3 OO 

CO 
-r CN 



o 

tp >0 GO 

to 

»— CO 



r— ,— CN 



O CO 

o 

CM O 

r— • r— 

I I 

22 92 

Tq- C> 

O 

^ r- CN 



sO *^ LO 
T O CO 
CO o 



o o 



o 



o 



CN CN CN 



O 
O 
CO lO 



X CN CM CN 



o o 

CO CN 

O CD O 

CN CO CN 

' i ' 

^ O 00 

nQ to »— 

o OO 

CN CM CN 



o ^ 
O lO 



OO 
o 

CN CO CO 

I t > 

vO OO 

>o to 

00 O r— 

CN CN CO 



1^ CN 

O CO 

lO CN 

CO CO 

I I 

CO O 

CN CN 

CO CO 



O 
O 
OO 

I 

o 



O i— o to 

OO to CO h>. 

CN to CN 

^ <^ ^ ^ 

CN O CN OO 

Q r— CM 

O CO ^ o 

CM CM CN CM 



O 

CO 'nT 

ill 

K 5 S 

CN CN CN 




CN 
■O 
CM 

OO 
OO 
O 



^ o 
to 

CM CN 

o o 
CO CO 

CN CM 



^ o 



to CO 



CM CO CO CO CO CO 



r— 



_ o 

r- O 



o 
o 



CO lO 
CO CO 
CO CO 

OO 
CN CN 



00 00 O O r— 



CNCNCNCNCNCOCOCOCO 



O CM O CM to CO 

OO o to rv. 

, lO o r— 

i— CM CM CM CM CM CO 



o 

CO 

I 



CM CO 

O 'sT 

CO CO 

CM CN 



o 
to 



OO OO 
CN — 

CO 



CN CN CN 



CO O CO 

r-*. Ch 

CN 

CO CO CO 

CO OO 

nO CN CO 

CO o 

CN CN CO 



CO CN 
« — O 

to 

CO CO 

OO 
CN CN 



CO CO CO 



CO 
CM 



CN CM CM 



O 

to 

1^ 



CO O 
Op ^ 

r— O 

CO CN CO 

r- 

CN ^d- OO CN 



o <5 

o to 

O CM to 

CO CO CO 



CO 'vT 



CN CO 
CM CN 



to 00 

CM CN CN 



. CM OO 

CO r— CO 

00 O- O 

CM CN CO 



CO CO 

o 

CN CM 



CO CO CO 



CO 

^5 CO 

CM CN CN 



CO CN 
O O 

to 



CN O 

' CO 

, , CO 

CM CM 



CO O 00 

CN O h-. 

OO CO O 

CSJ CO CO 

O r- CO 

CO o o 

lO OO 

CM CN CN 



CO t— 

OO O CO 

O CN 

CO CO CO 

CO r~ MD 

S ^ o 

CN CM CO 



CO CM 

00 r— 

CO CO 

— CM 

CO CO 



O CN 

— r-H o 

rv. o 

OO CN CN 

O CM CO 

r— CN CN 



O to 

CX> OO CO 

1^ CO 

CM CN CO 



\Q S3 

OO o 

<» 00 

CN CN 



CO 
I 

OO 

o 
CO o 

CN CN 



O lO CO 

O O Q 

to CO '^J 

CO CO CO 

I I I 
CN 

O — CN 

Ch — f— 

CM CO CO 



r-^ ^ CO CO 



^ 

^ CN CN 

to OO 
r- O — 

O CN CO 
I— CM CN 



CO to 

O to CN 

OO o 

CN CN CO 

I I I 

CO CO 

to OO o 

to o 

CN CN CM 



rO OO 

S o 

CO CO 

O CO 

CN CO 

CO CO 

CN CN 



o to tn 

O O CO 



CN 



CO 



CO CO CO 



O CN 

r-H •— CN 

O ^ r- 

CM CO CO 



00 



o 

CN 



CN 

to 

CD 



CO 
CO 



127 



BNSDOCID: <WO 03062379A2_I_> 



wo 03/()62379 



PCT/US03/01363 




128 



BNSDOCID: <WO 03062379A2_I_> 

A 



wo 03/062379 



PCT/US03/01363 



c 

D 
Q. 

CO 

c 

CD 

c 
o 
a 
E 
o 
O 



LU 

—J 
CD 
< 



D 

a 

e 
o 



o 

LU 
CO 



<D 00 lO 
o (N 

CO CO CO CN 

7 7 7 7 

•O OO CO « — 

CM CO lO O 

o o o ^ 

^ ^ 



CO 

CO CO CO 

to ^ 

^ ^ 



o 



LO CO 

o o 



o o 
LO 

lO LO 

7 7 

CM lO 
CM CM 



r- 00 

OO 00 

LO LO 

I I 

CO 

CO f— 

CM CO 



O 
CO 
LO 

7 

CO 



o 

OO 



CM lO CO CO 

^777 
LO 

CM CO LO CO 



o o 



CM »— 
OO OO CO 
LO CO LO 

? ^ ^ 

S CO OO 



OO 

OO CO 

LO to 

7 7 

g s 



O CO 

LO »— 

lO lO 

7 7 

o ■ — 

CM CO 



CO CM 
O OO 
lO lO 

7 7 

CO 

2; 



OO OO 

OO 

LO lO 




o 

, CO 
CM CO 



?1 



I 



CO O 

CO lO 

~ o ~ 



CO CO 

7 7 

o o 

CO -o 

§ ^ ^ 



lO 

! 

o 



^ CM 

to LO 

7 7 

i— OO 

CM CO 

CM CM 



OO O 
O CM 
- to 



CM CO 



OO ^ 

OO OO 

lO lO 

7 7 

CO o 

LO C> 

CO 



CO CO 
O CM 

CO 



CO 

CO 

CO 



lO o 
CO vo 
CO 



OO CO 

lo OO 

o o 

f— CO 
CM 



nQ CO 

lO 

LO lO 

o o 

CM CO 



OO 
LO 

7 

CO 00 
CO 



9 






LO CM 
_ CM 
CM CO CO 

^ ^ ^ 



CO CM 



O CM 
OO >o 

LO O 
LO LO 



^ LO 



LO 



CM O 

5 



O c 

o cv 

to 

7 7 ^ 

LO CO CM T 



CM CM 

^ o 

O CO 

CO CO 



J:: §t S 



o CO CM 



OO 

CO O 



o CO 

OO OO LO 00 



CO lo 

CO CO 



LO CM 

•o o 

7 ^ 

O CO CM 

O 00 O OO 

^ to CM 
CO 



CO CM 



00 



55 



CO CM 



129 



BNSDCX;iD: <WO 03062379A2. L> 



PCT/US«3/()1363 

WO 03/062379 



o o 

CO O 

o r;^ 
00 lo »i? 

LO 



CO 

o 



CM 



CD 
CO 



uS 
o 



o to 



o 

^ ^ w 

O lO 



CO 

LO 

I 

<N 
CO 

O 



CO OD CO 

^ Q. ^ 

IX> r- CvJ 3- 

C30 O- O- <> 

CO C> 00 

r— O 

CO 10 O 

00 00 o 



CO 

o 

CNJ 



9: 

CO 
10 
00 



10 CO CO 00 



CO o o 
00 CO 10 

1^ 00 CNI 

op op C> 
<> 



O (N 
CO O 

^ 3: 



SSp^r<Ioooooooo(><> 




<) 

CO 
00 
Ch 
I 

r— 

o 
o 

do 
O 
O 

o 

iO 

o 

^ 6^ 

10 00 
o o i> 

00 00 00 o o 



in 
00 

o 

o 
o, 

CM 

o 



00 o 
.— 00 



^5: 

LO 

o • - I - - 00 
o CO CM LO of; 
r— CO r>« '-r o 
_ CO o ^ 
0000 

CD 00 



00 00 00 00 O 



CM 00 O Q CM 

1^ 10 r-- 5t iQ ^ 

^ CO o ^ 

ri. r> op 00 op C> 



00 
o 

eg 
00 
o 

o 
O 



2 o o 



o 

CM 

8: 



S 2 o o 



in 
CO 
in 



in 



o o 
1 — 00 

g i g 

o r-r 



O CD 
CM 

So 



2 9; 
in 

CO 



c> 



:ob'— opcMOco^^r 
"CMO-— r^r-.^ino 



CM o- 



in 



10 r-* o CO S 

10 o Q c> CM 

^ CO CO <) CM 

CO in o ^ "r* "r' ^1 ^* 



o ^ S2 ^ ^ 

o CM o p 

o o jn 

00 00 Ch 



o 52 :i: S2 

1^ f— CO •-: »> 
CM o tn o 
rC! PL 00 op op op 



ci) o 

^ CO o ^ S2 
00 00 00 o o 

6J ^ !ii H 

r- in CO Q 

CO ^ 

00 CO 




C> CO 

<N CO 
o O 



o o O 

^ & 

CO in p 

00 00 00 o 




1 

a 
E 



CM 

8 

CM 
<) 



Q 

a 

LU 
CO 



CI) 



CO 



130 



BNSDOCID <WO 03062379A2J > 



wo 03/062379 



PCT/US03/01363 



CO 
J? 

to 

CO 

<) 

CO 

cS 

CO 

CO 
CO 



s6 

s 



o 

CO 

o 



O lO lO 

r— O 

CM CO O 

CM CM CM 



t I 

CM O 

O 'nT 

CO O 

CM CO 



O CM <) 
CM 00 



CO 

CO 
o 

oo 
o 



CO CM O 

^ CM to 

CO 00 O 

CM CM CO 

CM ^ 

r— CO O 

CM CM CM 



o 



CM 
O 
CM 
I 

52 



15 

CM 



o o 

5r o 



OJ CM CO 

S ;§ 

CM O 

O CM lO 

— CN CM CM 



(> O 

<5 O 

CM CO 

CO CO 

I I 

CM 

O lO 
CM CM 

<> -^"^ 
o o 

CM CO 
CO CO 
I I 

CM CM 



r- CM CM CM 



OO 

I 

o 

CO 

<> 
oo 

00 



to 

CO 

s 

oo 

i 

00 



CO 
O 

§ 



NO 



to O 

to "sT 

CO LO r— 

CNJ Cp 

H °9 °c> 

CN O to 

CM to 



CO oo 

oo 1 — 
csj op 

^N. CO 

'O o 
•O On 
CM CM 



2 



S 

CM 
CM 
1 

O 

o 



CO 
CO 



rN>. <) 

^ CM 
CM CNJ CO 

oo o ^ 

CO to 
C> CM to 
CM CM 

O CO 

o CM 

•O to CO 
CM CS4 cp 

CM to CO 

op O to 

O CM to 

r- CM CM 



00 



CM 



O 
CM CO 



«i3 

CM CM CO 



CO lO 
O 

CO r— 

CO op 

CM 

to CO 
O 00 
CM CM 



CO 



to 
o 

O CO 
00 CO 

O CO 



•O CN « 

•> O 

^ CM 



CO O 



nO 



— CO 



CO 



CO 
CO 

^ CO 

CO 00 

do ? 
oo 

CO 00 



o 

CM 
00 

to 



. 00 



jr ^ 5 

f3 § 



00 
o 

CO 

<> 
o 



CO 

I 

CM 
O 

o 
o 

CM 

to 



nO 



CM 

to 



'7 O On 

CN T T 

;0 CM to 

oo CM CO 



oo 

nO 



CO 



up ^- :z 2i 



g- CM 

Csi CM 



CO O 

On O 

O CM 

CO CO 

r~ CM 

CO CO 

S oo 

CM CM 



CO 
CO 
CM 

CM 
CO 

NO 



c5 
to 

CN 



00 



o 

CM 
do 

to 
oo 

oo 



00 



»— CM <> 
CSI CM CM 

CM o n6 

tp CM CM 
On CM CO 
— CM CM 



^ :2 OO 

S H2 
to ^ to 

>— CM CM CM 



O CM 
IQ O 
O CM 
CO op 

CM t-^ 
CSI CM 

nO oo 

CM CM 

C5 O 
CM to 

99. ^ 

CM CO 



CO 

CO 

I 

CO 

s 

CO 

o 

CO 



to 
o to 

CM 

.V 00 
CM O 
CO 

°P rL 
r— to 

CM 

00 
CO rN. 

O CM 



CO oo 

oo ^ 

Qi I 1^ 
^ to to 
csj 00 

CM 



NO 

CO "O CO 

CO ^ 



<S4 
00 

i6 

nO 

oo 
oo 

s 



S2 

CO 00 CO 



Si ^ 



CM 

CO 



to CO 00 CO 



CO ^ 

CM O 



o 

00 



cS 



5 



CO 00 oo 



C)N 

nO 



— ^ CM 00 



5 



oo 

CO 

to 

<Si 
oo 

i 

CM 

^ 

do 
to 
CO 

!^ 

On 

CM 



00 
I 

O 

to 
to 

CD 

to 

nO 

I 

o 
oo 

CSI 

to 
to 

s 

do 
CO 
to 

I 

o 

fNN 



Ch o^ 

|Ns. I 

CO to 

o ^ 

5 o 

d t: 

CO to 

CO ■ — 

5 



On 

CM 
1 

CM 
CM 

do 
o 



to 

5 

o 
do 

5 



O CO 



CM 



to 

O 



oo . 

CM r- 



oo 



CM 

8 

CM 
O 

to 



o c> 

nO , . 

.H oo 

r> CM 

tp CO 

Q 

o o I 



oo 



CO 



CO 



131 



BNSDOCID: <WO 03062379A2.L. 



wo 03/062379 



PCT/US03/01363 




132 



BNSDOCID: <WO 03062379A2_L > 



wo 03/062379 



PCT/US03/01363 




133 



BNSDOCID: <WO 0306237eA2_l. > 



wo 03/(162379 



PCT/US03/01363 




134 



BNSDOCID <WO 03062379A2_I.> 



wo (»3/«62379 



PCT/US«3/(U363 



CM 

o 

do 



CO 

CO 
CM 
O 



o 

CM 



lO o 

o 
o 

CM 



O 
O 
CO 



c 
o 
a 
Or 
+- 
c 

(D 
C 

o 



LO 

CO 

OO 
<> 

CO 



9^ <> 

o ^ 

^ 00 ob 
o o 



CN r- 

to CM 
CO 



CO lo CM CM in r-v 

CO O CO 00 OO 00 

LO CO CO CM OO 

CM CM CM CO CO "^sT 

JL. _L I I I I 

O O CO CO 

o LO lo o o 

<D CO o 

CM CO CO 'sT 



LO 



00 i— 

rr CM 



O S lO CM lO CM 
CM CM OO lO 



lO 



CO r— 

CM OO lO O lO 
CO lO CO LO CO 



r -^d- ^ OO 



CO O 



CNJ CO CO CO 



o 

5 



. . CO 



o 

o 



CO 
CM 
lO 

I 

CO 

CO 
CM 

I 

LO 

CO 

od 

s 

I 

•o 

CO 



O — 

^ *M ^ 



to 

lO 

5 

CM 

CO 



_ o r< r< LO 

^ ^ (N CM LO 



CO 00 O O 
CM CM CO CO 



CO CO 

LO OO O 
OO lO o 



^r— r— CMCOCOCO^nT 



CM <5 00 

2 ? ? 

^ O LO 

lO 

O CO lO 



CM O 

OO LO _ _ _ , 

O O CO O CO 

r- r- CM CM CO 



o 
o 



OO 
LO 

o _ _ 
.— CO 



^ ^ ^5 O O CM 

O O CM <5 O OO OO 

~ Q Q ^ O 

LO ^ CO 

CM CO 



o CM CO 

O Q lO CO LO 
~~ OO ^ o 



O O CO 



,ir0O>:w-'~*'~'— CVICOCOCO^ 



lO 
I 

o 
o 

CO 
CO 

o 

u5 
<^ 
to 



o 
o 



CM CO 
CM 



oooc>Lpo^or^ 
o^oor^cMr— -"sj-c^ 

^I\0«— OLOCMCO 

OOOOOr— COr—T^ - 
CM CO CO O <D CO 

• — «— « — CM CO CO CO 



o 

CM 
OO 

<> 
o 
o 



82 

5 6 

CO 

CM CO 



CO o r— OO LO 

8 g a S S ^ ^ 

S A 3 ^ ^ 

"d; »— o <5 o r— 

O to CO O CO CM O 

r- o to 00 CM 

> — CM CO CO CO ^ 



LO CM O 

O O CO ^ 

CM CM O CO 

LO LO to LO 



o o 

O OO 
lO 



o ^d- 
CM 



^ o 

O ^ CM 
LO LO O 

to LO to 

O <> 
o •— 
CM ^ 



o o 



CM 

o _ . , , 

to LO to to lO to 



CO o 
CO CO 

to r>. 



CM 
CM 

o 

I 

CO 
OO 



CM CO 
<5 O 



CO CO LO 

«— r>-. 

o o 

o o 



LO 

s 

o 



r~i— CM'^<5r^CM.— ^lOCO 
to lip up lO up lO ^ ^ 

oprx.^N6^i-^qoc^0^obco 



'sT'^lOlOlOLOU^UJ^oloO 




lo o rv. 

OO lO O CO 

CO r~ CM CM 

LO ^O O ^0 



(D O IQ 

lo OO ^ 
O OO o 
lO LO UD "O o 



O OO 

o o 
la 

ub ub 

lO CO 

lO o 



00 o 

^ ^ 

2:: CM 

^ 7 up 

CO o o 

CM O O 

OO o 

^ ^ ^ 



O- CO 

— o o 

-o o o 

up up U5 

<) ub 

o ^ o 

CM CO to 

lO UD UD 



CO CM CM 
O " 



o 
_ o 

CM O 



•O CO O •— ' 
LO lO lO o o 




O CO 



CO O 
CO .— 



lO LO 
IS" CM 

O r— 

iO 

CM 

CM CM 

00 



CM CM 



OO OO 00 o 

O O r~ 

CM lO <D 00 

up up up LO LO 

O CO Ub r-i- <) 

r::^ 'vT ^ lO r— lO 
"^lolOlOlolOlO^O 





Q 
3) 

5 

QJ 
z 

6 
z 

Q 
G 

LU 
CO 



CM 

o 

8 



LO 
CO 

CM 

CD 



5 



135 



BNSDOCrD: <WO 030e2379A2_l > 



wo (»3/(>62379 



PCT/US()3/01363 



m 
-J 

< 



CO 
o o 
o r>. 

o o 



c 
D 

a 

CO 

-I— 
c 

CD 

c 
o 

e 

o 
O 



o 
a 
E 

d 

Q 

UJ 





O CO 



f— o 



CM <N CM 
CM CO GO 
CO 'd- 
000 



10 O CO 

CO o 

00 r— 

o o 

^ ^ 6 

.— CM O 



58 



CM lO 
CO O 
O CM 

•o 

CO 

o 10 



00 00 C> 

o o oo 
o o ~ 



00 
o 



10 ^ 
o 00 



8:8 



r>. ^ 

^ --^ ^ 
r-* 

t i I 

s ^ § 

O • — CM 

1^ 



o o 00 

o CM o ^ 

Lo 10 10 ^ 

r> 1^ CO 1^ 

I I I J I 

r— 1^ CO •— O 

CM ^ ^ CM 

1^ 



o o 



o 

8 

1^ 



CO O CM CO 
CO O O 00 
CM LO O ^ 

rv. 



to 

, , o 

CM CO 



o CM 



C> I— 
U> CM 

r>. op 

ub 
o 00 
CO 00 



2 



I 

o 
1^ 



S 2: 



CO 

00 c^ 
sO o 



CM 
CO 00 

O CM 



O CM 

r-^ o 



o 



CM 10 

in CO 

o 

1^ 



00 CM CO 
00 CM O 
CM CO 



O CM CO 

O CO CO 

10 CO o 

r-- 00 10 

^6 CO 



p^ 
p^ 
p^ 



00 
p^ 



CM CM 

00 CM 00 

10 O C> 

O P^ ^ 

CO O 

O CO 

CO ^ 
000 



1 



p^ 

_ u:> p-H 
r— o 10 
moo 
000 



00^ 
o 10 10 

CM O O 

^ 

10 CO 

O CO O 

•o r-s. p^ 
000 



CM r- 
O P>- O 
000 

p-w r-«s p-^ 

^ c^ ub 
o 

p>, 00 00 
000 



O P-. 



o o 

o o 

I I I 

<5 00 

o 00 o 

CO CO ^ 

000 



^ o 

10 ^ o 

CO 00 o 
o o 

I I I 

o 00 o 

r— h-. in 

10 LO o 

000 



o o o 

10 CM CO O 

o c^ — 
o p^ o 

I I I 1 

CM OJ r— 

00 00 <5 

O O P^ P^ 
0000 



o o 

O CM 



o 

p^ 
o 
p^ 
o 




o o 00 
00*00 
0000 
p^ p^ p^ p>. 



I 



I 



S CD r- 

co o o 10 
o p>. ps. 
0000 



p^ 00 

CM O 

P^ P^ 

P^ o 

p^ p-> 

o o 



o 10 10 

C> CO P^ 

'sT in ^ 

o o 



CM CM CO 



0000 



CO tn 

in " 
00 
o 

I I I 

o in 
m in o 
000 



O O CM O 

O P^ P*^ o 
till 

CM »n o 00 
00 o o o 

O P^ P-- P*-. 

0000 



CO O 

P^ o 

o o 

p^ p»v 

I I 

CO o 

C> CO 

p^ 

o o 




CO 00 
o o 00 
000 

o 00 
o in CO 

I8!8:8 



O LO o 
CO o- o 
CM O O 

f> •> 
O O CO 

000 

O O P^ 
000 



in 



o o 

o o 

o o 

o o 

00 00 00 

o 00 00 
P-- 

o o 



p*- 

CM , 
CM 10 



10 O- 
P^ O 



P-- P^ 



9: 



o 



p^ 
p^ 

*S 9: 9: 
000 



P^ 
I 

CO 
CM 



in 



CM in 
p^ 

^ ' 

o 
P-- 



CO 



CM 



'vT P>^ 

_ CO in 

in CO m 

P-. r>K 

c^ 

CO 



o in 

O CM 



CO m 



o 

.— 

CM CM 
pv. P-. 



CM 
CO 
CO 
P^ 



P^ 

00 



P-- CO O 
CM CO 



P^ P^ 



00 CO ^ 



«- in 



000 



in 

CO 
CM 

p^ 

§ 



00 o o 

o Q: [:i 
in 



p^ 



00 CO o 

o o 

r- CM CM 

r-^ 



o> in 
• — o 
o o 

op op 

p^ in 
p^ 00 



to CM O 

CO O ^ 

^ CO CM 

\ ^ ^ 

CO CM O 

S 00 C> 

" O O 



P-- 

CO 

o 
P-- 



o 
p^ 



00 o 

CO CO 



o 
p-< 



o 



o 
p^ 

p^ 



P-* p-s Td- 
LO o in 
in m o 
00 



CM r— r- 



o 

CM CM 

p-^ p^ 



CM >— CO 

CO in 
p^ P-- 00 



o P^ 

o o 
in p"^ 

CO CO 
CO CO 

o o 



in p^ o 10 
o O O rr 



in 

§ 

o 



53 

I 

o 
p-- 



o 

CO 

o 



in 



o 00 

in r— m 

r- CM CM 

P-*. p-«. 



O CM CO 

O O CO 

to O CM 

CO ^ • — 

p^ p-v CO 



o p^ r-^ 

00 c^ o 

o O CM 

^ p>- 



r 



_ CO CO 
^ CO CO 
00 00 o 
000 



o Qo in 

P-- p^ o 00 

CO CO . 

r-s. p^ p-^ 

t I I I - 

in in o CO 

o CO r-. p^ o 

o o o CM 

ps. ps. 




CM CO CO 

p^ p**. pN. 00 t— 



136 



BNSDC3CID: <WO 03062379A2J, > 



wo 03/062379 



PCT/US03/01363 



CO 



D 

E 
O 



9 

lU 
CO 



o 
o 



t> o 

ij! ID 

!o 

^ CO 

gf 

c — <^ 

-0-^ 8 
^ 6 

T o 

CO o 
CO CO 

CNJ 

CO 

CSl 

o 
lib 



CO 

o 
I 

CO 

9^ 
o 

Q: 

lO 

CO 



CO 
t 

CO 



oo 



CM 

o 

O 
CO 

Q 



o 

CO 
CM 

I 

o 

CM 

c^ 
<) 

CO 



lO CM 
O CM 
CO o 



GO 

o 



o 
oo 



I— ^ 



CM 



O CM 



«2 
in 



CM 

CO 
CO 



CM 
CM 

I 

OO 

o- 

CO 



CM lO 



>o O 

o r>v 

oo o 

I i 

CM CO 

2: S 



IL:: i— CM 



2 
66 



in CO 
^ o 
o ^ 

lO CO T 
to 



oo 
f— to 



r- CM 



CM 



5^ T o ^ 



CO CO 
CnJ CO 
LO 00 



1^ 
oo 
oo 

do 



O 

to 00 



O CO «— CM 



lO jO O CO 2 



CM 

<) 
CO 

O 



iO CM 
OO CM 



CM 
CO ^ 



2 



lO 



CM 



I— CM 
CM 



>6 

LO 

CM 



^ CM 

to <v4 

o o^ 

66 

^ 00 

T CO 

CO o 

I ^ 

CM CM 

^ CD 

o 

CM 

T 6-" 

CO 

CO o 

O ' — 



OO 

< 

o 
c> 

00 

CO 
CM 



o o 
o 

o o 

CO CO 

CO CM 
CO 

CO ^ 

CO CO 

I I 

CO O 

o — 

o o 

CM CO 

O CO 

CO ^ 

CO CO 

I I 

CO 

CM 

o o 

CM CO 
CM 

O CM 

CO CM 

CO CO 

I I 

O lO 

o o 

CO o 

CM CO 

66 6^ 

O CM 
CM 

CO CO 

^ lib 

CM O 

CO o 

CM CO 



CO 
CM 

o 
o 

CO 



o CO 

CO CO 

Qs ^ ^ 

CM CO CO 

C)- CM CvJ 

O CO 

o »— 

CM CO CO 



CM ^ O 

'sT OO CO 

oo CM '"^ 

CM CO CO 

a 

CM CO CO 



CO CM CO 

CO CO CO 

CO ^ 

CM CO CO 



o 
to 



S5 



CO 

o 
o 

CM 



o o 

O CM 
oo 

o o 

CO O 
CM CM 



CM O 

CM 
lO o 
CO CO 
I I 

CO 

<D O 

00 

CM CO 



CM 

lO 00 



CO oo 

CsJ CM 

CM CO ^ 



oo O CO 

O oo CO 

oo oo CO 

^ ^ lO 

I I I 

r— oo 

lo S f5 

^ 



o 
oo 
oo 

o 



O CO 
oo 

to o 

CM CO 

O C> 

CO to 

CM CM 



to CM 
CO 00 

22 

00 

CO 

CM CO 



CO CO 

CM r-v 

r— O oo 

? ? ^ 

CO lO 

rs. CM r-v 

oo CO CO 

CO ^ -'vT 



r- O lO 

to 

CO CO 

^ ^ lO 

^ 2 ^ 



^=8 



oo 



lO 



5 



r- CM CM 



CO 

o 



CO to 

CM CM 



CO lO 

CO CO 

ob CO 

CM O 

r-s. r— 

CM CO 



o 

O CM 

CO rs. 
7 ? T 

<) to CM 

to to 
r-* CM CO 
CO ^ 



r- CO f 

CO O 

CO o 

T ? ? 

CM OO 
oo o o 
'nT o 
^ 




oo 



CM 

o 
o 

CM 

o 

CM 

oc> 

CM 
oo 

CO 
CM 



137 



BNSDOCID: <WO 03062379A2_L> 



wo «3/(>62379 



PCT/US03/01363 




138 



BNSDOCID <WO 03062379A2_I.> 



wo 03/062379 



PCT/US03/01363 




c 
D 

CU 
ay 

c 
o 
c 
o 

£ 
o 



5 



6 

CM 
O 
CM 



r> CM CO , 

OO CO OO 

o o o- c> 



CO CO 

o 
o 



CO 

o 

o . 

CM OD 



CO 
o 

CO 



o 

CM 
00 
CO 



iO 

CO , 

CO CO 

CM CM 



£2 £^ 
^ ^ o 

CO CO 
CM CM 



o o 

CM r— 



CM CO 
CO O 

O r— 

CM 



O CO 00 O 

CO CO CO CM 

CO CO CO 

CNJ CM CM lO 



CO CO 



CM OD 
O 

CO 1 — 



LO vO 

CO lO 

lO CO 

to >o 



r- CO 



^ Q oo 

^ O 'sT CO CO 

CO CO CO CO CO 

CM CM CM CM CM 

• I I I • 

Q- I— CM CO 

O CO CM 



CO 
CO 

o 
o 
o 



0*0 0* 



5 



CO 
O 

CO 



o 

o . 

LO lO 



o 
o 

CM 

s 

CM 
00 
CO 



LO CM 

~ LO 

. ? 

LO 

O CO 

CO CO 

CO 

>0 lO 
CO O 
LO LO 

T ? 
CM <> 

o r-. 

CO 00 
^ CO 



o 
o 

CM _ 



CO CO 
CM CM 



o 

^ _ 

CO CO 

CM CM 



CO OO 
O CO 
CO 



CO 
CO 

CO 
CM CM 



O 

CO 

CO 
CM 

CO 
CO 
CM 



r-^ CM 
o o 

CO CO 
CM CM 



CM CM 

CK ^ 
CO 

CO CO 

CM CM 



CM OO 
I — 

o o 



O 

CO 

CO CO 
CM CM 



CM CM 
CO 

CM 



O CO r— CM 

CM O C> 00 

^ O O CO o* . - 

CM CM CM r- CM 



5 




§5 



5 § i:: 



CO o 

o »— 



OO 

. _ CO 
CO CO CO 

CM c;g CM 

r~ O O- 

O LO CO 



— ^ — — ^ o 

CD O >— OO f-~- ^ 
CM CM *— CM «~ CM CM 



CM O 
CO CO CM 
CM CM CM 

CO 

CM O O 

00 o 



o 



LO — 

CO o o 

CM CSJ 

CO O 0» 



OO CO O 
op CO CO 

o* CO OO 



rv. o c> 

o- o 

og CM CM 

CM CM CM 



r" £2 :r o CO 
CO o OO o 

CM CM CM r- o O 
CM CM Cvi CM r- 

0;o6iOr-coc>ri.^i6 



CO 
CO 
GO 

OO 

o 




o 

CO 
CO 

CO 

I 

CO 
CO 

uo 



S o o 

CM t— O 
CO CO CO 
CM CM CM 

lA o6 



Lp ^ 

O CO 

CM CM 

CM CM 



CO 
CO 
CM 



CO 00 O 

LO c> 
rv. 



o CO CO 

O LO 00 

. _ r— r— O on 

C\J CM CSI CNJ ^ 

o 'nT CO LO ub 

O ' — « — CS OO 

o C> O 



S § o S § S S 2° t8 !g p; S 

S3S3SMSNcmE4cm^o 



o 

LO O 

O CM 

^ I 

OO OO 

CM O 



00 
CM 



O , 

OO CO 
CO CM CO 



O- 



00 

CNICMCMCMCMbMcJcMCMi:^22 
Or-o-CMsO^piO'^^lO-'''-^ 



CM CO O O CO 
0 0 0^0*0 



_ LO ^ 

CM o o. 

o r— sO 

CM CM 



CM O 
O I— CO 

r>. CO 



lO 



^ p:. 

<x> o 

<> 

LO CM CO <j 



-2 
o 

a 

E 



OO 



CM 
O 



OO 

CO 

CM 
CM 



139 



wo 03/062379 



PCT/1JS03/01363 



CQ 
< 



C 

o 

oy 

c 

0 

c 

o 

QJ 

E 

o 

O 



^ ^- 

I 

^ O 
CO 

V CM 

°^ 

CO to 

CO II 

-St 



o 

CM 

o- 

lO 

CO 
CO 



CM 



00 O CO 
CM >0 CM 
CO CM lO 



O O - - . _ 

lO CO lO o 



00 

CM lO O 



o 



CM 

o 



o • — 



CO CO ^ 



10 10*^ 

^ Q 



^ ^ o 



o 
a 
£ 

o 



C5 

LU 
CO 



00 

CO CM 



CM 

o 
o 



to 

CO O 
<^ u5 

CO lO 



c5 o 

CO ^ 

^ c6 8 

CM r- 



co 

< 

CM 

o 

CM 
CM 

o 



CM 

Q: 

1 

LO 

CO 
CO 

CO 



2: 

o 
o 

GO 
CM 



CM 
CM 

& 

I 

o 
o 



T CM 

CO 2 
LO T 

O LO 

CO 
O 

o T 

CO CO 
T CM 



CO CM CM 

»— 00 
CO lO CO 



O 

CM CM 

r- CM 



CM CO 

CO CO 

o o 

O CO 

CO CO 



— ^ CO 
o 3 
r-N o o 

CM CM 

CO CO CM 
O 1^ o 
lO LO o 



CO O 00 
1— lO ^ 



^ S ^ 
O 00 o o 



O oo 

'st »— O 

O CM 



CO oo 
CM CO 



CM 

CO CNJ LO 

o o o 

lO LO LO 



CM CM 

CM 

CM LO lO 
'vT 

o 



CO 



oo 



CM CO 



00 CO 



oo 

CO 



o o 

CO 

to o 

LO LO 



o 

CO CO 

I I 

O CO 
CO CO 

o o 



oo 
•o 

I I 

O CO 
_ O LO 
.— CM CO 



o 



o o 

•O CM nQ 

r-- CM o 

^ CM CM 

O CO 

^ o 

lO LO 



CM 



CM 

CO CO 

1 I 

CO LO 

CM CM 

o o 



:o C5| o r>. 

"O CO CO 

LO LQ O 

I*— r— r— r— 

CO CO CO 

S 2: ^ J8 




oo r-- r— 
^ lO 
O CM »— 



CO O 

_ O CO 
^ -O iO o 



8; 



CM <5 

o o 



LO CO 

CM 



LO O 

CO to 



'^r CM o 

CM lO oo 

o o — 



r I t-j <j t-> • i.>i f J ^ ^ 



LO >0 

o ^ 
CM CO 



o 



O 

O CM 
CM CO 
LO LO 



, o 

O CO 00 

O CM r- 

r>. 

LO 00 O 
CO lO 



I— r— CO CO LO 



o 

CM O 



CO 



o 



o 

o oo o 

csi r-r CM 



^ lO LO 



oo 



LO 



o 

o o 

CM CM 



o 
o 



o 

s 

00 



CM 



oo O CO 

oo o 



o 

_ o 

CM CS 



CO 

o o 



o 



oo 



CM O 



o 



CM CM CM CM 



oo r- 

o 



CO CO 
I— CO 

r-v oo 



o o 

o o 

CM CM 

o o 

CO 

o o 



5 



CO 
CO 

o 



LO 

LO »— 

o o 



o 

^ T T ^ 

CO oo CM 

CM O oo 00 

o o >o 



O LO O CO 

>o o o o 



o o 

CVl CM 
CO CM 



o o 



o CM 

O O 

o o — 



— CM CM CM 



CM »— 
CM to 

O nO <D 



LO oo to 

nQ o >o 

o o o 

CM CM CN 

o o <> 

o LO 

%o >o >o 



O 00 



^§ 

CO O 

oo 

o 



CM 

— CM 

CO CO o 
O O CM 

^ ^ 



CM CO 



CO ^ 
CO CM 
CM 
CO 



A 2 c5 lio 



lO 

to 
o 



r— lO CM 



8: 2 CM CM ;0 

t> "-r oo ""^ 
oo 



CM 



LO O 
O CO 
CM >0 



c^ 

CO 
i 

CO 



CM LO 

o 



00 CM 

CO ^ 

CO CO 

1— r- CO 



oo 

OO 

oo 

lO 

o 

I 

CO 
o 

oo 

C> CO 
CO LO 



^ ^ s s 



r- r- CM 



LO 

o 

oo 



><5 

CM 
CO 

T ^ 

CO 

O CM 

CO O 

<— CM 



O 00 o 



CO r*-. 

CO CO 



:^ T T 



oo 
LO 
oo oo 
to 

CM 
O CO 



CM CO 



CM 



oo 



CO 

o 

CO 



CO nO 

O oo 

»— CM CO 

i— r- CM 

CD 00 6^ 

CO O CO 
CO to o 
CM 

oo LO O 
O CM CO 
.— CM 



oo CO 

CO r— 

to oo 

CO CO 

CM ^ 

o o 

r— r— 

LO CD 

CO oo 
CO 



to 00 

CO 

to- 



s 

o 

CM 
CM 



^ o 

to . 

o •o o 

r— r- CM 



CO 



oo 

5 
< 

i 

CM 

66 

CM 

o 

Si 

CD 



CM 
U3 



140 



BNSDOCID: <WO 030e2379A2_L> 



wo 03/062379 



PCT/US03/01363 



o 

'vT CM 
LO CM 

T ^ 

o 

>0 CM 
. . 

r~ O 

. . CO 
CO O 



CO 
CM 



CO 
CO 



CM 



oo 



c 
D 
Q. 
cn 

"c 

<D 

c 
o 
CM 
£ 
o 
O 



CO 

o 

CO 

CM 
O 
00 



o 
m CM 

T CO 
00 

1 — CO 

lO CO 

2: <> 

^ CO 
<5 to 

O r~ 

CO 



to 

I 

o 

CO 
CM 

CM 
CO 

CO 

CM 
O 

CO 
CM 

CO 
00 

o 

CO 
CM 



s 



to 



CO 



r— 
I 

o 

CM 
CO 



CO 



CO r- 



5 

o 



. . o r< o c> 
o CO ^ >— 
>0 CO ^ o •— _ 
CM CO 

CM 5 § 
— »— CM 



9' 



o 

CM 



CO r— 



» f— LO CO 
^ O lO 
CO 



vTj ^ 

5 2 T T 



CO 

<? 
o 
o 

uo 
<? 



lO 

t 

lO 



lO 



lO 



oo 



Q 
D 

a 
E 

O 



CM 
O 

8 



Q 

UJ 



CO 
C> 

CO 
UO 
CM 

CD 



CO 



o o >o o o 

LO CO CM 

CO O O CM O 

^ »— CM CM CM 



1 



r- O 
O O 



1 



T O CM 

a- CO o _ _ 

CM r- CM O CX> CM 



lO 
CO 



CO CO CM 



S CM 



CO 
<> 



CM CM 

I 1 I 

o CO r-v o CO 

lo CO o 

CM r— — in oo CM 

I — I — I — I — « — CM 

CO UO CM ^ CO 

:2 § § S 2^ S 

S2 T T T <^ ^ 

T C> CO lO CM 

CO CO o lO 
CM r— lo 



5^ 



5 

CM 
CM 



iO 
CO 
1 

OO 
CO 
CO 

o 



00 

CO 

o 



o o 

CO . . 
CO to 
to 

I c^ 
CM O 

?5 ^ 
CM 
OO 



O 

Ch r- CM OO 

r-. , , 

r- CM CM 



CM lO 



rv, I CO OO 

^ CO CO oo lO 

:^ CM ^ ^ lo 



o o 
^ o 
o 

CM 



CM _ 
CO CO o oo , 

'«d' CO 00 CM CM 



o 













CM 






ci^ 














CM 




i 




o 


CM 










r— 




o 


CO 




u:> 
9i 






CO 


o 






CM 


CM 




o 
















& 


<i 








CO 




CM 


lO 


2: 






CM 








CO 






O 



^ 2 S-Z 



CM 



, CM 

CM O CM 



o LO rs. 



to CO 
CO — — 
o 



CM ^ 

o ^ ^ 

00 CvJ 

CM CM 

» « L 

OO CO lO 

oo CM CM 

CO -O O 



GO 



CM 

o 

CM 
CO 

s 

LO 

CM 



LO 

o 

CO 

oo 
lO 
CO 

CO 
CO 
CO 



• - ^ o> 

S ^ o 
oo oo Jr: 

^- « 
« g ^ 

00 ^ ^ 

I — CO o 
~k O "O 

?B ^ o- 

2 s ^ 

ob « ^ 

gag 

7, <N' E:i 
« ^ 

1^ lO CO 

2 « s 

T oo 

•q- CM ^ 
^ « 

w? T 
•A g 

CM 

o Q 



CD 



lO 
O 
I 

§ 

C) 
00 



CM 



CM 
I 

OO 



5g 

CNl — 

o 



CM 
CM 

I 

CO 

o 

CO 

CM 
CM 

I 

CO 
CM 



C^ 

Ch ^ 
— 



o 
o 
o 

LO 

lO 



LO 

CM 



lO 



3 

I 

LO 

to 

CO 



6C 



J». o ^ 

s ^ § 

^ 



o 
o 

to 



oo 

5 
< 

o 
o 

CM 
CM 

id 

lO 
CO 
lO 

r-- 

CM 

g 

lO 



oo 



CM 
O 



o 
o 

CO 
CM 

CD 



LO 



141 



BNSDOCID: <WO 03062379A2..i_> 



wo 03/062379 



PCT/US03/01363 



to 

CO 

< 



O CO 



I I I I I I I I 

^ocor^cvjcooco 
LoooiocNoor- 



^ , o 
<D lO 

O CO CO to o 

cvi csi <N 



c 

D 

a 

CO 

c 

CD 

c 
o 
a 

E 
o 
O 




I — <D o • — o o 

_ O O O lO .— CO 
CO O CVJ 00 CSI o o 



CM CM 



CM CM 



CO 



Q 
D 

a 
E 



Q 
(2 

LJJ 

CO 



CSI 
O 

o 

CM 
CO 

r< 

o 
o 
o 

CM 

g 

CO 



o o 

^ CO 
LO 

CM CM 

o o 

S := :2 

CM CM 



O CO O 
CO 

lO lO lO 

CM CM CM 

I 1 I 

O >o 

00 GO 
— CM 
CM CM CM 



CO 



o 
o 



CO 

o 



CM CO CO 



«9 



CM CM CSI 



CO oo 

CO o 

iO lO 

CSJ CM 

r— O 



i— 

lO to lO 
CM CM CM 



o 



CO o- 
lO 



I 



CO 

O f— 
CM CM 



o o o 

^ oo o 

i— — CM 

CM CM CM 



O 

CM CM ^ 

O CO o 
CO oo to 

CO r--. 

CM CM CM 



to CO 
CM to 
CM CM 



o 



oo 
o 
o 

CM CM 



CM CO 

o 

CO to to 

C^ CNJ CM 

lo 

^ 1^ o 

CM CM CM 



CO 

to 

CM 
I 

CO 

CO 

CO 
CM 



CO 

r— CO 

o o 

CO CO 

c^ 
. to 

CM CM 



o o 

CM to 
CM CM 



C> O 

to to 

CM CM 



r— CM 

CO O 

O O 

CM ^ 



5 

— CM 
CM CM CM 



O 

to 

CM 
CO 

CM 



CO 
O 

S 

CO 



CM CM CM CM 



O 



r- CM CM CM 



oo 

CM CM 

o 

CM CO 
CM CM 



o 

CM CM 

to to 

OO O 

CM CM 



CM CM 

r>s o 

•— ^ 

CM CM 

GO 

ip o 



CO o 

to CO 

CM CM 

CO O 



CO to 
CO 
to to 

CM CM 



S^ScmcmcmcmS^ 



St 



CO 
CM CM 
t r 
LO r- 

o o 



CO r— 

lO CM 

CM CM 

I i 
OO 

r— vQ 

CM CM 



CO 

CM CM 



CO 

o 

CO 
CM 

to 



CM CO 

o 

CM CO 
I I 

to 
o 



CM 
O 
CM 
CM CM 



CO 



o 

to o 

CM CO 

I I 

to CO 

CO O 

CM CM 



^ CO 00 O 

to CO CO 

^ lO ^ ^ 

CM CM 



CO to 
CM CM 



^ O o 

s: s ^ 

o »— 



to CO 

CO 

to to 

»— CM 

CM CM 



O <5 

OO CO 

to O 

CM CO 

I I 

OO O 

to -"^r 

CO to 

CM CM 



142 



BNSDCCID: <WO 03062379A2_I..> 



wo 03/062379 



PCT/US«3/«1363 




143 



BNSDOCID- <WO 03062379A2_L> 



wo («/062379 



PCT/US03/01363 




144 



BNSDOCID: <WO 03062379A2_I_> 



wo 03/062379 



PCT/US03/01363 



o o LO 
^ CO o 

o o o o 



»— nO 00 CO rs. o 

O O CM O CM 
CO LO >0 00 O CM 



c 

D 

Q. 

CO 

c 
CD 

c 
o 
a 
E 
o 
O 




5 



1 '^^C>C000tOl0O00Or- 
O^COI^OaDODOCOCO-— 

r^C0CO<>O;C000OQCSl^^ 

LO'— CMCVicOcO^t ^ 



5 



oo 



Q 
D 

£ 

o 
z 

Q 

0) 



S 

O 
CM 
Ch 

CO 
O 
O 
CO 
CO 

g 

CnT 

o 



1^ 



f— CO 
CM CsJ O 
LO OO O 



O 
O 



lO CM 



LO lO lO lO lO nQ 



o o 

<5 O LO 



C> lO 



00 CM CM CM 



O LO 



- LO _ 

CM CO LO O 
lO LO lO lO LO 



O 



LO 

oo 

CO 



lO LO LO 



o 

CM O 
CM O CO 
LO LO to LO 

' ' C<J ^ 



o 

CO 



O lO CO 

>o o 



CM 



CO oo ' 

lO LO o 
rl* ob CM 

1838 



I 

I 

LO 
00 

00 



LOLOioiomioioio 



CM CM 

o - 

CO 



CO O 
LO 
LO U? 

^ oo 



LO lO 



^ CO C> 

O CO O 

oo o 

LO IXp O 

00 10-^ 

o in 

CM LO o 

to LO LO 



CO 

o 
o 

o 

LO 



O CM 

<> ^ 
O 

<D OO 

oo 

LO LO 



O CO 



CO o _ - 
a- o CO LO 



^ LO lO LO 



r>. CO 

o lO >o 

o •— CM 

LO LO LO 



CM LO 

o o 
o I— 
LO <D 



CM O LO 



o 

3: CO o 

^ o o 

LO LO LO 



O 
O O 
1 I 
O OO 

CO 

CO _ 

LO lO LO 



o 
o 

LO 

o 



O LO 



^ LO 



r- CO 00 CM 

o o CM o 

CO lo o 00 

LO lO to lO lO 



I 



oo o _ 
LO o o 



00 
Q 



o o 

lO O CO o _ 

r-- CM LO O 

LO LO LO LO LO 



oo CM 

CO 

oo 



LO to LO 



lO ^ 

CM O 

O CM 

^ LO 



r> f— 



CO CM O 
- OO 



LO S <D _ 

LO LO LO to O 

I I I I I 

O lO 

O LO 

18 18 



O O CM 

8 2 2 



S ^ 
i8 S § 




O CM 

o 

>o oo 



CM 
lO lO 



O 
CO 



o 

§ ^ lO 



CO O 
lO 

LO LO 

i I 

5S 



CO O 

CO ^ 

<5 CO O 

lO LO <5 



CM ^ 

OO lo 

LO O 



CM oo 

O O 

o s s 

t I I 

5 o 

o oo o 

»jO lO lO 



145 



BNSDOCID: <WO 03062379A2 l.> 



wo 03/062379 



PCT/US(J3/01363 




146 



wo «3/062379 



PCT/US03/(n363 



in 



CD 

< 



CO r:- 
CO o 
CO CO 

^ ^ 

o o 
r>- CO CO 



o 

CO 



ID OO «n 

CO in CO 

CO 

CO CO CO 

a 6^ 

o o o 

o CSJ 



o 

CO 

CO 00 
CO op 



;i^fKio404CNCOCOCOCOCOCO 

' O-^-^ 

rsj oo « — • — 00 

v; o CO g 

CNJ CO r- ^ ^ 

: O CO CO CO 



CO CO 



in 

<N 
CO 

CO 



o 



2: ^ 
o o 3 Csj 

<N 3: Q 

CO CO CO 7 
O O CO 00 

o CM 
r- CO 00 



O <N 



CM 



O CO 00 C> 

O O «— 

in ^ 00 ' 

CM CM CM CO CO 

00 CD CM in 

lo in CO o 

CM in oo 

CM CM CM CM CM 



o oo in oo 
r- in CO in 

;$?5?3?58)S^cOcOCOCO 

^ Q »S ?9 



CM 



in 



5^ o 



c 
o 
oi 

try 
c 

<D 
C 

o 
ox 

e 

o 
O 



CM 

do 

% 

CM 
O 

g| 

CM 



CM CM 



^ s 

CO CO 

oo C> 
CM CM 



CO 
I 

in 

CM 

o 

CO 



CO CO 



m 
o 

CO 



00 00 
CO CO 

<> CO O 

O CO 

O »— CO 

CO CO CO 



o 

CM 
CO 
1 

in 

g 



o 



OO 



CO oo »— o 

r-00^000.-00^;CM 

r-coCM^cO^:OQ 
COCOcpcOCOCpcO-f 

inr-1-in^ocor-.o 
SococM^^cooin 

r-icMcioJCMcocococococo 

^ 1^ c5 oo "O 3f li: ;5 

'-^^^Ln-oooor^ooco!^ 

S^^^CM'^^OO 
CM CO CO CO - ' 

in o CM in 
CM rr CM in 

C30 C> Q O 
CM CM CO CO 



CM 2 

A ^: 
CM in 

O CO 



in CM 

O CM 
CO CO 

o 
oo 

CM CM 



£m , - 

to CO CO CO 
^ ^ <) 

2 S R 

CO CO CO 



CO CO tn 
iH CM H 

CO o o 



00 CM O 
CM O »— 

lo ^ m in 

CM CM CM CM 

o oo m 

2 5 S2 S 

^ CM CM CM 



CO in 

CM CO 

in 00 

CM CM 



oo 

00 O 
CO CO 

c) in 
o o 
CO in 

CO CO 

oo «— 

CO CO 

o o 

CO o 
CM 

CO CO 



O 00 O O Q ^ 
CM CM r> 

''xT m in in ' 

CM CM CM CM CM ( 
<> CO O <5 CO p < 

o CO CO in ' 
CM o o • — ' — ' — 

il-i !^ CM CM CM CM 

o 6^ o 6^ H 
CO in CM • — Q 
^ in m in ^. 

1=-- CM CM CM CM 
^ ^ ^ 

so in CO in o 
25 2 S ?5 



CM CM 



O CO o 

O CM 

o o m 

CM CM CM 



o 

CO 



o 
o 
o 

CO 
I 

CM 



O O O 

cx> OO r> 



CM CM 

CO CO 

2 c;i 



r-. oo 

CO 

CO CO 



04 ^ ^ ^ «0 CO CO 



in 

_ CM 

in o 



in 

O 00 
CO 

CO CO 

CD 00 in 

I — o 

CM O 



rC CO CM CM r->;: :0 3^ 
o o m CO oo oo 
r- ^ o CM CO 3r 

CO CO CO CO CO CO CO 

cf- in r- .— CO 

^ O CM O CM CO 
c,sOOOOOOOOO^ ^ ^ 

oSoaoicMcocococococo 
^ o c:^ o5 p ;i£ 

O CO 
CO CO CO 

CM oo 
O CM O >0 
00 oo C> 



O CO 
CM CM 
CO 

in 



CO 



CM CM CM CM CM CO 



O CO 

in oo 
CM "^r 
c7 <9 
in 

CM 
Q 



<) CO O ^ 

sO CM tn CO 



Ti- ^ CO r< 
lo i— in 



CM 



do <) CM tn 



§ in 5 

CO CO CO 
I I I 

00 CO 

»- -sT 

CM CO CO 



CM CM CO 



H 

CM O CO 

in r-^ c> 

CM CM CM 



'xT CO r— CM 

m ^ ^ 

-"sT O CM :0 
CM CM CO CO CO 

— inooin^-cM 
?-^^oinH£?2:9 

— r<iLnrti — I — r— CM^r^OO^ 
c;3S^i2gcMCMCMCMCMCMCMCO 

o - V . 

>0 O 1 



8 



C> O 

r— O 

in 

CM CM 



o 



f— o 

in 

CM CM 

o in 
>o in 

CM 



CM CVJ 
OO O 

55 



00 



in 

CM 

in 

CO 

CO 



00 

< 

o 
<5 

CD 

oo 
in 
o 

CO 



147 



030©2379A2_L> 



wo 03/062379 PCT/US03/01 363 



LU 

I 

CO 

< 



c 

D 



c 
© 
c 
o 
a 
E 
o 
O 



o o o 

CO CO CO 

CO '^d- 

.— CO 

CO 



o 



^ <N LO 



_ _ 
CM CM lO 
^ "nT ^ 



CVJ 



CO to <5 
— -«^r 



CO O CM 

o o o 



CO CO CO CO CO 



o 



<> CVi 

o 



CM 
CO 



O CO 

o ^ 



CO 



CO ^ <N 
CO CM CO 

~ CO 



? 

CO 

o 
o 



o 
LO in 

CD 
LO 



00-cO'«^toO'— O-r^OQ 
'^OOcOOOcOCMinO 
0»— r— CO' — CO-^ODOO 

lOOCMOO^CM'OCOO^^ 

— ocMoooooor^oco 
oooooog-O'—cM^Ln 

CO CO CO CO CO ^ ^ ^ ^ ^ 



CO O 
CO 

A ^ 

Lp O 

o «— 

^3 CD 



<:> o 

LO CM 

O CO 

LO LO 



LO o o 

CM CM 

CM CO CO 

^ CO 



CM CO CO 

I — O ' — . 

O <D 00 00 

CO CO CO CO 



>0 O CO 

o o 

CO 



o 

CO 



•— 00 

o »— 

1^ CO CM 
CM CO lO 

^ 



1 

CM 



o 

lO 
CO 
lO 



lO CO 



LO 

8 

CO 



f— CO CO 

§r ^ o 

^ ? ^ 

^ lo CO 

o CM 

>0 00 00 

CO CO CO 



CM O O 

CM O 1^ 

CO CO CO 

^ ^ 



O CO o 



LO ^ 



CO O CO 
LO lO o 



C<1 



CO 



OO - - 

^ lO CM 

CM CO to 

''vT ^ 



o o o 

CO CO CO 

^ S 5 

I I I 

O CO 00 

CO LO 



<5 



LO QO O 

^ CO 

_ 00 00 

CO CO CO 



o 5 



o 

O 00 
•O CO 

§5 



LO CO lO 
CM CM 



CO CO 

o 

up up 

CO \o 



LO 




r— CO CM 00 CM CM 

o ^ O 

r— CM ^ lO ^ 

-vT ^ ^ 

^ 50 ^ CM g 



CM CM 
CM 




Q 

B 

D 

a 
E 

CD 

o 



LU 
CO 





O o 

CM 00 O 
CO ^ ^ 



o o 



O CO MO CO » — 

O CO OO 1^ 

o o r*^ CO 

lO UD LO LO U5 



>o oo 

uD U5 LO LO LO u:) 

> I I I I I 

CO oo <5 

CO oo •— _ - - _ - 

S S S u? LO lo s 



o oo 

O CO 



. 5 

CM CM 



CM - , , , 
lO LO LO 



to 



O O O CM 
O CM ^ 



CM LO LO 



lO 



oo oo 
r-v oo 



u:)upupupupLrpupup 



•o 

~ CO " 



S 5 



oo 

O CM 



CM CM CM CO 

u:> lO LO uD 



oo O o 

oo o -o 

CO CO 

LO lO 



s 



r- CO CO 

00 oo 00 

rv. 

: ^ 

CM O O 

CM <D 

lO lO *o 



lO LO lO U5 



CM 3: CM 
^ CM 
^ lO 



to lO lO LO 



C> CM 
CO CO 

LO 



to 1^ o 

LO LO LO 



^r— r^CMOr^'OO 

COOCOOCMOOQO 
^f— CMCMCMCOCO'^^ 
U^LOiOiOLOlOLOUDLO 



CO CO O CO 

CO OO r— O 

<5 CM ^ 

up up <) 

<:> c> 

CM LO O 

U> LO LO 

lO LO LO 



to 

ih 

LO 



oo CM 
oo CM 

S 18 



LO 

6^ 



2: 

CO 
UD 



CO 

o 
o 

lO lO iO 



CM O 



up up up lO 
uo o LO 



O CM U5 ^ LO <5 

CO O CM LO U5 

o o o o 

lo up u:) up Lp LO 

rr i6 ^ 
o to 



00 — 
CO 

CO O 

LO LO 

I I 

CM O 

o o 

U^ LO 



CM CM oo 

CO UO CO 

tf> r-- 

iO in lO 

ub LO v6 

CO oo CM 

^ ^ ^ 

LO UD U5 



CO lO 
GO 



oo CO lO 
oo oo »— 



LO LO lo LO u:> to lo 



r-. 

o ^ 

CO CO 'sT 

iO lO lO 



6 



O 00 LO 
LO 

LO U5 



j8 




o 

«— oo 

_ CO 
in to iO 

ub GO 

o 

LO LO 



CO 

CM oo 



•— oo O CM 
LO oo oo 00 

o f*-» o 



CO CO CO 

CO CO GO 



UDUDlOLOiOU)U>LOLOLO 



CM LO O 

CM 'xT 

CM CM CM 

iO U5 u> 



sO 'vT CO r— 

LO o o 

CO CO LO 
LO U5 



o 

oo , 
iO iO lO 



lO 



>o o 
I — 

up up 

CM lO 

O r— 



c> o c> CM 

oo oo LO GO oo CM lO 

, _ ,r^r-Horxr^oor^ 

U>LOLOiOtOlOLOiOU^iO 



iO oo 

CO LO 
LO 



oo 



UD 

5 CM OJ 

u:> LO LO 



5 



uD r— o CO u:> u:> CO 
o O O 

S S S S !8 LO i8 



148 



BNSDOCID: <WO 0306237gA2_L> 



wo 03/062379 



PCT/US03/01363 



^ 

CO <5 O 

o CO 
moo 



CO 



o 



r— uo <N 



CM 



sO o o o o 



lO lO lO 



O CO 

oo 



^§1 

lO to lO 



CO 

< 



00 
CO 



<N CO 



o o 



oo CN CO 



o 
o 



o 



CO o 

o 00 
LO to lO 

(> u5 
00 r- 
CM <> 
LO o to 

<> o 



^ "9. 
o o o o 



lO CO O 

<^ 

lO ^> 

- o o 

OJ CO 

O lO o. 
^1- CM CM 

o o o 

00 CM 



3 



^ ^ ^ 

oo 
LO to 



CO LO 

8 := 

o o 



lO 00 o 
CM CM 

o o c> 
o o o 

I * 1 

r- lO 

00 LO 

CO 'St 

•o o o 

o 6^ 
lo a- lO 
>o o 
o o o 

^ A 
r>. lO 

CO 

o o o 



CM CM <> 
O O 

- CM 
o 



oo O 
O 

LO o o 
o o o 



O lO LO 

r-. oo GO LO 
«<^r CM CO 

o o o o 

CD LO CO 



r— CO 

lO 

»— CnI CM 

o o o 
<r5 »^ c> op 

CD LO 00 »— C> 

rc: ^ -"^ LO o 
o o o o o >o 

^ s ^ 

- ~ CO o 



1 ^ 



O lO 

CM lO O 

CM O O 

r-- f> 

^ lib cJ> 

O CM lO 

o r-- 

o o o 



o o 

O LO 
CM CM 



oo 00 oo CO 
o o o o 



CO o <> 

o o 

CM CM CM 

r-* T> 
<^ ^ 
o o 



o o 

CM O 



CO 

CO 



^ 5; ^ 

:= S ^ 



O: 

^ O CO 

^ oo o c> 
o o o o 

o 

^ CO 

i8 18:8:8 



LO 

CO 

CO CM 

o 



8 

o 



o o 



CO O lO O O CN 

to CM ^ lO O 

oo CM O CM CM CM 

o r>» i> f> 



O CM (> 

r-v o 

CM CM CM 

lO CO ip 
CM o 

CO 00 CO 

o o o 



CM CO 



O O CM 

o o o 

<>J £^ c 
r-^ r;* 

CO CM CM 



CO 
o o 



o 

LO r— 

CM O 



9; 
o 



o o 

LO O _ 
CM CM CM 

r>. r> 

o o 
CM r> 



o 

00 
lO 
CM 

o 

o ^ 
r-^ LO 



o 

CM 

9; 
o 

CM 

CO 

LO 

o 

o 
o 



S o 

CM O 



CO 
CO 




CD 



.0) 



O 



o 

luj 



149 



03062379A2_I > 



wo 03/062379 



PCT/IIS03/01363 



CO . . - . 
o ^ 

CO - . CO CO 

o o o 

**~ I r\ 



CO "^^t 

CM S2 
o o 

(N <N 
CO 

oo 



^ O ^ 

O O CO 

o o o 

§ 2 po Ijo 



c 
o 

Icn 



o O cv^ 

O CO CO 
vO CO o o 



o 

oo 

o 

CO 



CO 
CM 

«> 00 
00 p 

CM 

CO 



O CM 

18S 



00 ^ 



3 



Si 

8 t: t: t: 

o o 
CO >o 
00 oo O 



r- CS T 



O O 



ID 

I 

o 

s 



in ^ 



CO 

9; 

<> ^ CO 

^ "z: CO 

• ^ CO V 1 

lO CO CO 

O 5 CO <) 



CO 
Q 



s 



I 



I 



<) CM 

i6 ^ 



oo o o c> 22 

!3 2 5 5 

^ CM CM CM 



00 O 

oo 



2: ^ 



O GO 
^ CM 
O Q 
CM CM 



c5 <x> 

^ CO CM 

o o o 

CM CM Cs! 



c 
0 
c 
o 

i a 
E 

. o 
O 



CO 

< 



O r-- r::: 
CO ^ ^ 
. , to LO lO 

o :::: ^ 7. 
g ^ ^ § 



CO II 



00 

CM ^ 
LO 

CO 

- o 

i ^ 

00 ^ 



CO LO 



CM 

3 



CD O 

o Sii S 

O O Q 

Csi CM 



lO 
(> 00 

c> o 

CO CO 

a- CO 
CO o 

CO 



CM 
oo 1^ 



00 ^ 
CO H CO 



o ^ 
^ ^ o <^ 

o 7. 7. 

CO O 



CO 

. ^ 

O oo 
CO 

I — 'sT 
CM CM 



CO 



CO 
OO CM 

CM CvJ 



o p 

CM CM 
CO CO 

CM CM 



CM 
CO 
CM 
CM 

o 



6^ 9: CM 

lO LQ 00 Q CO ;3 00 



CM CO 



O 
O 
CO 



CO 



CO 



CO 



CS 



CO 



CM r:: Q S 

'nT CO ^ ^ 

vO o p o 

^ CM CM CM 

c> CM 

lO r- p 

CS CO LO to O 



6^ CM 
O CO o 

o o 

r- CM 



2 



O CO 
CO o 



CO iQ 

I - * 

o 

CO r-- 



CO CO 2L 

lO o ^ J5 <5o o 

CO r;- C> LO O CO 

ogS2!i2:^eMCM^cv4 
- ■ ^ uj ix> *o o 



CNJ CO LQ ^ ' J— 



Csl 



t: 8 S 5 

CM r-- o 



LO <> LO 
CO CO *0 CO 



oo 



ch 6i 



CM r-- ^ 
Q -7 T T 



2 lO ^^ r;- 

Of^ 'nT LO 
LO lO 



CM <> 

csi -7 

sO o 



ob CM 

O r— I— 

S> § 2 t^^ -o CO r£ ^ 
co 7So-'^cMcooo 



CO 

O p 

CM CO 

oo 



^ St 

CO CO 

o o 



g^^I^i^^ScM^T^CM 

^<>cMr^^2^cooo;-50g 
r^oScMiSiOLO^oi^r^oo 



00 

1 

CM 
CO 



oo 
CO 

Q 

CM 
CO CO 

CO 

oo 
o 

CO 



o 

« § s ? 

CO O II 

^ A-- 

00 

CO CO 

CM ~ 



?5 



^ ^ 

O O 

CO LO r-- 



CO ^ ^ - - 



oo CM 00 
CD CO O 
O CO 00 00 
CM CM CM 

oo o 

OJ <N CM CM 



Cvl CO 

Si! ^ 



CO 



CO O 
O CO 

2:8 

oo O 



r— CO ^ 

oo CO O 

CM ^ J? ^? 
lO o o o 
O O Q CO 

r~ CO O O 

CM CM CM CM 



lO CO 
_ P 
O CM . * 
CO CO O; 

I • CM 
O C> 
lO o » 

00 »— 

CM CM ^ 

ii5 ur> 

OOP 

CM CM 
CO CO CO 

•"i 00 

lO o H 
00 Q 

CM CM CO 

CM CM 
CO CO CO 



r- CM CO 



<r5 o CM o 00 LO p 

r< OJ lb CO 00 LO r:; 
i^- 00 o! CO CM CM 00 



CM LO 
<5 CM 



o 

oo 



2:S::Pl-^CMCMCOCM 

^cMf-^cbri-co^l^ 



^ LO 



o o O; 00 c> r>5 



. , r- CM oo 



9 

CO (> 



LO CO 

lO o 
00 o 00 



oo oo 
lO r>. 



. CM 

o ^ 

CO LO 



r- CM 



^ oo 

r-^ 2 2 :5 



^ LO 



o 

CM 

8 



LO o 
CO ^ 

CO 00 o^, 
CM CM CM 

o lo 
rs. o 

.— LO <> 
CM CM CM 



oo CO 
oo CO 

CM CO 

7 Q 

nO oo 

LO CO 
LO 



<) up op 00 

. , t— LO 5f T 
CO LO r-- 

CM O 



CM 



00 op 

LO 



CO c> 

CM to 
O Q 



CM 



3 



r-^ CO 



2: 

oo ^ 



<> c> 

^ r- 

^ CO r-^ o*. 

CM CM CM CM 

r- O O to 

O LO 

o .-^ »o *q 

CM Cvl CM csl 



CvJ CM 

•^f 00 
p 

O CM r- 

co CO CO 

^ l6 
CM r: CM 

oo O 
CM CM CO 

LT) r*^ »S 
o p 

CM CM 
CM c^ CO 

CO LO O 
1— o ^ 
00 o 

CM CM CO 

^ u5 lo 

00 ' — 
CM CM CO 

^ ^ 

I — O 00 
CM CM CM 



lO r- CM 



r— O 



c> 9 2 

CO O CO ^ 

CM lO oo O: 



lO o r;:: 
o p 

r- CM CM 
CO CO CO 

c^ i:i 5t 

00 *P CO, 

o O 

CM CM CM CO 



oo 



0 

•4— 



a 

LU 
CO 



CM 
O 

CNJ 

CM 

s 

CO 

? 

oo 



00 
00 



< 



CO 

o 

CO 



CM 

CO 

o 



150 



BNSDOCID <WO__03062379A2_I_> 



wo 03/062379 



PCT/US03/01363 



< 



CM r-. 
O lO 
CO OJ 

CM lO 
CO o 

CO 

CVJ <N 



CO 

CO 
CO 

o 

CO 

CM 
Csl 
CO 

CO 

o 

CO 
<N 

CO 
CO 

^ 

CO 

o 

CM 

CO 
LO 
CO 

^ 

CO 

o 
o 

CO 

CO 
CO 



CO 

o 
o 



CO CM 

■ 6 
eg 



§ 

o 
CO 



o 

CM CvJ 
CM 00 

CD 
o 00 

CO CM 

Csl 

CO 
00 CO 
CM 

Si 

O OO 

00 •'g- 

C^J Csl 

CM CO 

r— O 

CO CM 

^ f->. 
to rv. 

CM CNJ 

6^ CO 

lO ^ 
CO csi 



CO 

o 

CO 
CM 

CO 
CM 
CM 

CD 
CM 

CO 
CM 
CM 



i 

CO 



o 

<5 



5 



OO 
lO 

I 

o 

CM 



O nQ 

o 5 o 

r— OO 

OO MD 12 

o ^ V 

CO CM 

— 2 

CO <> ^ 

CM r- _ 

o o 

O lO 



lO 5 

r— p— 

I I 

p- MD 



<50CM»— OOiO*"" 
— ^ — — LOCO*— T 



5 



to 

CO 
CM 
CM 

CM 
CO 

CO 
CM 

6d 

CM 



lO 



UD 

o 

f 

o 

CM 
CO 



CM 

o o 

ub CM 

CO r— 



r-. lo 

CO <3 
to 



o 
o 

OO 
I 

o 

LO 



I 

CO 

fx. 



CM rs. lo r- 



I 

CM 
CM 

o 
o 

I 



lO 
CO 

00 
lO 



O CM 

OO CM I 

lO CM 00 

t~ I— c> 



- . CM 



CD CO 00 



o o 

CM CM 

r^* CM 

^ CO 

r— O 

CO CM 



tp CNJ >6 



CM 

S3 
o 



CO 

o . 

CM CM 

^ 

00 

»— CM 
MD O 

• T :o 

00 o T 
CM CO 
^ CM rv, 

— Qv 



o 

!^ 
o 

o 

CM 
I 

OO 

CM 
CM 

I 

o 

O CO 

CO CO 

to CO 

r- -T- CM 



— 

^ OO 
O OO 

to 

r— r— 

to CO 
CM 



r— »— O 



o 
o 



O CO 



Or ^ 
o to 

CM to 

o 



CM 

I 

CO 



1 

o 

CM 
CN 

o 



o 

I 

CO 
CO 



CO 
CM 

CM 
00 



00 

CM 

LO CD 
O LO 

S9 CO 

O CO 

o o 

CM 

OO o 

op MJ) 
^ CM 

CM c^ 

O CM 



LO CO 

S ^ 

CO O 
CM CM 



o 



CO 

CM 
CO 
CM 



CM CM 

§ 2f 

CM O 
CO CO 

rv Ch 
o to 
rv. rv. 

CM CM 



rv CO 
CO O 

CM 

CM 



00 o 6d '^f <5 cSJ _ 
rv. I — r— r>. , — r< 

^ *o o LO LO o 

fjf O CM O CM <) T 

O 00 o r— rv. o 

^ ^ ^ 2 § 



lO r< CM 

CM CO ^ 

to CO o 

CM CM r- 



oo r^ 

O CO Ch 
CM CM lO 



CM 



R: i5 r: CO >o OO CM 

c^ CM r— rv. o CO 

;0 2 O lO LO 

^ S2 '^S: CD "A 00 5 

3 :2 :r CM CO ^ 

^ ^ CO CO CO « — • 1-- 



rv> 
o 

MD 
^ CM 
O CO 

- . LO 

55 



r- 00 

I 

CM 

LO to 
O 00 

2 5 

CO 

_ 

o o 



:P CM 
S C:: 

I o 

A "9 

^ O 00 

S 2 

8: g £ 

>0 CM 

^ » f*v 
QO O r— 

fO UD 

LO CO 



to 

CO . — 



CO 

o 



lb 

00 I — 

CO 



i 



rv' 
r-v 

LO 



lO 

c^ S 

CO CD 

o 

CM rC 
o o 

CO 



to 

— CM 

cS 00 

OO ^ 

rv CM 

r^ 
to c> 

<> 

CM LO 

rv c> 
CO 00 




3 

LO 



!^ ^ 5^ >^ 
CO o rv o ^ 

00 CM O O >0 

•-p CM CO CO CO 

5" t;: CM CO 6 

^ 5" 

CM rv rv. r— ^ 

»— CM CO CO 
CO ^ 1^ u5 

:Q o I— rv, o 

^ CM — CM 

T CM CO CO Pp 

CM O 
CM CO 



to 

CM rv 



OO 

rv 
r-^ 



CO rv 00 <) 
O CM -o r-:- 

CM CM O O* 
CM CO CO CO 

^ « 5^ Sii 

rv lo »— 

*— CM CO CO 



g § 2 ^ £s f g- g l 

'~5^:P^o^ococo^' 
og:HOCMCMr^^^r^co 



o 

CM CO CO 



OO 



J 

E 

o 



CM 

o 
o 

CM 



O- 
CM 



G\ 

UJ — 
CO t«v 



00 



151 



BNSDOCID: <WO 0306S379A2J.. 



wo 03/062379 



PCT/US03/01363 




152 



BNSDOCID: <WO 03062379A2_L> 



wo 03/062379 



PCT/IIS03/01363 



00 



CO 

o 

<^ 

o 



r-. Q 

S CO LO 

£z r-- 

V CN <N 



6d »— 

OO r- 



CsJ CM <N 



2: 

00 
CO <> 
CO lO 
CO O 



CM 



CO ^ 

O If) 

CO 00 

csi CM 

CO 

°2 CO CM 

A i^; ^ 



CO 



CO CO ^ 

00 CO ^ 



c 
o 
a 



2 ^ 
ob 



O O 00 



CM 



CM 

lO 
CO 
I 

CO 



CM CV| 
CD 



O 00 



OO '-^ r- 



. CO 
CM § 



OO 00 c> ^ 
CO >o 

CO O 



Csl l6 lO C> CM 



o 
o 



CM 
CM 



i:£;!i:;^;^'r-;^cMCMCM 



«^ 



CO uD a: <> g: 



CO 

<S O CM 

S lo OO 

°0 LO 



CM 



CO 
CM 



- 15 OO 

OO CO U> . . 

»^ ^ 2: So c4 

lO IQ O J2 JnS 



LU 

—I 

CO 

< 




tio V 
•o o 

LO r^^ 



^ :=: 



rl u5 <> 

_ CM 

00 <> '7 o ob 

6 6 CM CO ^, 

"? S o r*- o CM 

S5 ixS O i— CM 



5 

CO 

5. 

CM 

o 

00 
CM 



O CM 

o o »— 

CM CM 

^ c^ 3 

O CO 3- 
CO O O 

g 

;^ ;2 

S CN 5 
CO O 



# S s # 5:' ^ 8J ^ ^ 



..^co'^ioior^ 



00 '-^ »- CM T 



CO O 



CM CM CM CM CM 

- LO CO <N r> 
o c> 
O r- 



co^iii^^'^X-CMCMCMCM 



10 

LO 

o 
o 



'^l^f^OOt^C^'^OCOLQ^ 

^ S S ? 2 i8 S S Em ^ S 

'-^2?5CM^^^CMCMCM 

-^^-i^o-^cMobcNia^; 
g CO ^ o 2 g 



00 LO 

§ S «ft 



LO 

O CM 

O »— 

""^ 00 



o o 

<> LO 

CM 3 

§5 



. o 

CO 
O CO 
00 



CO <> o 



CM 00 
CO 



O CM CO CM 



CO 
I 

CO 
LO 

g 

CO 

to 

R ^ 



CO , 

LO CM 
CM ^ 
O CO 



CM 



CO 
I 

!^ 

00 
CM 



-CMCMCVSCMCVICVJCMC^ 

ci.<>^r^cocMOCM^ 



C:i5^S^^^i:^^^CMCMCM 

00 



9; & 



10 ^ 
LO H 

CM ^ 



1^ 

CO 



S § ?. S 



CM 
O 



?2 ^ 

o o 

o ST 

CO 00 



2; 

CO 

o 



00 ^ 

• 00 



T< lO 
LO -O 



o o 

O 



I^^2!312:2^?-cMCMo3 



00 . * 

00 CM 



CO 00 



o 



00 



(O CO r^. o ^ 

^ 51 s^s 

— — r*^ CO c> 

g CM LO 



8 



O 

5: 



O 
O 

g 

CM 



CO 
00 CO 

2 ft 

CO O 



O 
O 
CM 



CM 



O O 

<) o »— 

CM CM 10 

r-- CD 



O O 

CO CO 

;2 8 



1 

D 

o 



8 

CM 
O 



\G 

CO 



I 

CD 



CM 



LO 



1— o ^ 
o to 
o o 

2 ;v T 

CO « — ' ' ' 

^ lO o o 
r-. o 00 CO -o 
o o ^ 2^ g 

c5 5 Si --^ CO 

T S S Cii iS 
^ ^ 55 ^ 10 ^ 00 

^ CO 6^ 9: :§ 
o 



o 3^ a 

^ CO 00 O- CM 

00 CM CO CO . , 

CM CM CM Cvl CM 

* rJL 00 O _ 

r--. CO CM CO 

„^ ^ ^ o ^ CM 



CO >o "fi 
O 10 00 

^ ^ ^ ^ 

r> ^ 
CM 



CM 



s 



. CM CM 

o ''^r 10 

O O CO 

o 



LO O 



O CO 



LO 

CM CM CM CM 



1 I 1 '. 
10 LO C> o ^ 
LO g CM CM 



§ S S8 S S 2: g g ^ ^ g 
2 ^ ^ ^sgc;iSac;i^^^c4 



to 



00 



CO 
CO 

§ 

CD 



00 

I 



CD 
00 

00 



153 



BNSDOCID <WO 03062379A2_I > 



wo 03/062379 



PCT/US03/()1363 



in 

UJ 

-J 

CO 

< 



c 

D 

a 
<n 

c 
© 
c 
o 

E 
o 
O 



CO LQ CO t— 

CO OJ O CN| 

O GO o o 

CO C4 CN CO 

I I 1 I 

<D O r— LO 

^ r— O to 

lO O 

CVJ CVJ <N <N 



O 
O 



^ O 
LO OJ 

CO CO CO 



GO CO O 



CO to 



CM CO 

CO _ 

(N CN CO 



O 
O 
O 



CO CO CO 

^ ^ 6 

o ^0- o 

O 

CO CO CO 



- csi o 

lO LO UD 

o o o 

CO CO CO 



O <5 CO 

lO lO 

o >o o 

CO CO CO 



CM 



CO 
CO lO 
CN (N OJ 
CO CO CO 



LO O 

o 

CM CO 



^ LO 
CM CM 



lO CM 
CM O 
CO CM 

r-^ CO 



00 

lO o 
CM CM 



O O O 

CO CM 

0> CO CM 
CM CO CO 

CM CO O 
O O 

CO o 

CM CM CO 



O — CO 

CM ^ lO 

CO O O 

CO CO CO 

I I I 

o o 

o 2 2^ 

CO CO CO 



CM 



CM 



LO CM lO 

"O ^ o 

CO CO CO 

^ <^ s 

r- CM 

£s{ Si 

CO CO CO 



CO OJ 

CO cb 

CM r— 

lO 
CM CM 



oo CO 

O r— 

« — 

OJ CO 
O CO 

CM 
lO o 

CM CM 



CM OJ CO 



O lO 



CM CM 

^ o o 
r-- 

CM CM CM 



o 

, lO 

LO CO <5 

CO CO CO 

4 c<j 

O CO oo 

CO CO CO 



CO CO CO 

C> CO 

O CM ^ 

CM CM CM 

CO CO CO 



LO 
h*. 00 



00 Ch 



CM CM CM 



_ CM 
lO lO o 
CM CM CM 



o 



CO , , 
O 

OJ CM CO 

•O LO CO 

CO r-v r— 
r-- r-H 

CM CM CM 



CO CM 
LO 

CO <5 



lO 
LO 



LO 



CO CO CO 

» « ' 

CO o 

o CO oo 

o »— 

CO CO CO 



O lO o 
CO CO CO 

& CM 
_ CM 
CM CM CM 
CO CO CO 



LiS 

o 



CO CM 

r- ,— CM 
O O 

CO CO CO 

r-i- LO 

o r-- 

LO LO o 
CM CM CM 



S o S 

OJ ^ CO 

^ CO 

CM O «— 

rv. o 

CM CM CM 



O O 

"^nT lO 

^ O 

CO CO CO 

>0 C> CO 

o »— 

CO CO CO 



CM 
LO lO 

_ <? o 

CO CO CO 

^ 4 

CM OI CM 
CO CO CO 



CO 

CM 
I 

LO 
CM 



CM O 

OO OO 

CM CM 

>o o 

LO O 

CM CM 



CO CM CsJ 

:= 8: ?3 

CO CVJ CO 

CO 00 CM 
CM lO p 

r-s c> 

OI CM CM 



O o 

O O lO 

CO CO O 

CO c«p cp 

& iQ ^ 

CO O O 

o I — 

CO CO CO 



'nT CM O 

LO LO OO 

o o ^ 

CO CO CO 

r— c>« r-- 

^ I— CO 

CM CM 



8 CM ^ 
CO CO CO 



o 
o 
o 

CO CM 



c^ CO 



CM CM 



8^ 

CO CM 
CO O 

LO LO 

CM CM 



OO 

CM O 

CO CO 

CO OO 

CM LO 

CM CM 



OO o 

LO CO CO 
CM CO 

CO CO CO 

I t I 

OO O 

LO CM OO 

OO o o 

CM CO CO 



OO o 

LO 
^ CO 
CO CO 



CO OJ 
LO LO 

o >o 

CO CO 
lO 

CO 
CM CM 
CO CO CO CO 



CO 

o 



CVJ CM 

lO LO 

CO LO 

CO "sT 

CM CM 



00 00 

CNJ CSI 

CO 

CO 00 

LO lO 

CM OJ 



O CM 
CM »— 
CM O 
CO CTf 

CM CM 



a t; ^ 

O CM O 
CO CO CO 

CO <) CM 
LO O 00 
O Q 



r-^ CM 

O LO 

CO O 

CO CO 

CO CO 



c^J 

2 2 

CO 
CO 
CM CM 



CM CO CO CO CO CO CO 



00 o 
CM CO CO 
CO CO CO 



CO 



lO OO 
O O 

_ o 

CO CO CO 
I i t 
CM O 
O O CO 
CO lO 
CO CO CO 



LO 

CM 



CO CO 

8: 2: 



lO CO O r— 



CO 



(> CM 

o 



CO OO 



1^ r-- 

CM r-; 
CO O 

St ?^ 



CO CO CO CO CO CO 



CO 

, LO 

o o o 

CO CO CO 

O CO 
CM CO 



to 



CO 
CM 



CO CO CO 



sO O CM 
CO CO 

ob LO <> 

OO CO CO 
CO LO 

CO CO CO 



CM 

OO O- 



CO CM 



CO CO 



CM CM 



CO CO 



CO 



CO 
CO 

7 . 

CO -O 

to 1^ 

OO OO 

CO CO 



CO o 

o o 

C> ^ 

CO CM 



O 
CO 



to CM CM 



to to 

_ O O 

CO CO CO 

■ 

. C> CO 

CM CM CO 

CO CO CO 



CO CM 
LO LO 



O 

O - 

o o o 

CO CO CO 

I I 1 

O 'sT 

OO CO CO 

CO to 

CO CO CO 



00 
CM 
O 



CO o 
OO CO 



CO CO CO 



— to 

CO 
CO O 

CO 

OO OO 
CO CO 



o to 

LO ^ 

r— CO 

? ? 

00 OO 

CM O 

o o 

CO CO 



O CM 
to LO 




CM 
LO LO 



CO LO CM 

o to to 



O LO 

CO O 



COCOCOCOCOCOCOCO 



LO O 

O OO 
g Si 



LO _ 

CM CM 
CO CO 



f— OO CM O 

OO r-. 

- " CO CO 

CO CO CO 



CM O OO 

CO OO 

LO to o 

CO CO CO 



CO 

OJ CM o 

CO OO 
CO CO CO 



LO 

to CO 
lO 

CM CM 
CO CO 



LO — O 

to to to OI 

OO o >o o o o 

CO c9 CO CO CO CO 

" CO LO ri. ob 



6 ^ 

i— o 

CO CO , - ^ ^ 

CO CO CO CO CO CO 



lO O"* ^ 

CO OO O 

O CO r— 

^ ^ 

OI 



O CO 

>o 

CM O 

CM CO 
O 

CO CO 



I 



S! ^ 



OO 

CO CO cO 



CO 
CO CO 



to OO 
CM CM 
CO CO 



CM 1^ 

CO CO 

I I 

CM OO 

O to 

CO CO 

CO CO 



CO CO 

ob ^ 

O CM 

CO to 

CO CO 



•O Ch 



00 



55 



CO CO 

^ OO 
lO CO 
to ^ 



1^ 

o CO 
00 cs o 
CO CO 

I I • 
o o o 

OO 



CO 

o 



o 



CO CO CO CO CO CO CO 



OO CM 

lO LO 

-O MD 

CO CO 

OO o 

to OO 

CM CM 

CO CO 



O O 

to LO 

<D >0 

CO CO 

CM 

o to 

CO CO 

CO CO 



o o 

^ o 

O Q 

CO ^ 

O CO 

CO LO 

CO CO 



CM OO 

O OO 

OO 

CO CO 

CM ri- 

to CO 

to o 

CO CO 



00 r-- o 

O O CO 
O O- CM 

2 2 2 

s ^ _ . 

OO o o 
CO CO CO CO CO 



OO 

8S 

o 



5 



D 
Q. 

E 

O 

Q 
O 

LU 
CO 



154 



BNSDCCID: <WO 03062379A2_l _> 



wo «3/()62379 



PCT/US03/01363 



CQ 
< 



CO lO CO 



CM CM 
'"nT CO 



O CO — 'nT 



5 



CO o 
00 <N 



O CM 
Cvl 



O CO 

CO CO lO 
O LO 1^ 

^ 



00 

O Cvl 

^ LO ^ 



o 



, — ID 
CM CO CO 
^ 



^ LO 

_ ^ _ 



I 



to o 

LO to LO 



CM r— 

CO LO 

7 ^ 

CO 
LO 



CO CO O 

00 o o 

CM CO O 

^ ^ 



c 
o 
a 

CO 

CD 
C 

o 

£ 
o 
O 



LO Csl 

ID *0 OO 

CM CM :o 

O CM ^ 



LO o 
o o 

o o >o 

7 ? ? 

lO lO •— 

CO ^ CO 

-"i^ '•a- 



LO 00 O CN O 

00 r— CO LO 

o o CO 

7 ? ? 2 ~ 

^ o o S 



lO 



LO LO 

CO 



"^r OO CM CM 
LO CM O 



CM CM 



^ 



CO 00 CM 

o 

lO 00 o 

? 

Ch CO 

00 

CM CO 



o 

CO 



OO O 

O CM 00 CM 

r-. o 

^ ^ 

o r> CO 
o o* 



lO ^ 

o CO go 

oo O O 

'•^T ^ 



CM o 

LO ^ 



»— ''^ CM 



■'d' CO o 

CM <D oo 

O O O 
^ 



o 
o 

LO 

t 

o 
o 
oo 



o 

CM _ 
LO LO lO 



O LO 

o 



CO CM 
CM lO 
CO 



00 oo 



CM O 
00 CO 



CO 
CO 

. r— CO 

lO LO lO LO 

I I ■ ' 
CO 

O CO 



5 00 




lO LO 



oo 

CO 

00 



o 1^ 
>o 

f f f 

00 LO 
lO O CO 



lO 
CO 



o o ^ 

CM <5 CO 



O 
OO 



CM CM CM CO CO 
^ ^ 



CO LO 



CM 

LO O 

oo 00 

^ ? ? 

o CM 

o CO r*-- 






o- CM LO 
oo CM CO 



CO O O 

lO CO *o O lO 

CM CO CO CO 3 

^ ^ "-q- ^ 



lO CM 



o 



lO 

o 



00 ^ _ . - 
Or- CMCMOOCOCO 
^ -c^f ^ ^ ^ ^ 



O 

nO O ^ 

LO OO O 

CM LO OO 



O oo CO •O 

CO C> 

r-- :0 

^ ^ 

CO CO O O 

r~ - 



CO o 

CM O 

*~ LO 

-o o 



CM 

o 

oo 

o 



O CM O 

oo 

o o o 

^ It 

CO O lO 

O CM O 

>o r*^ 

'"sT ^ 



^ 8 

LO lO 
CO O 

o 



lO CO 

O GO 

CO cnI 

^ LO 



0^ LO 

lO oo 



CM LO 
lO 

CO CO 

LO LO 

r— r-^ 

o o 

LO LO 



CM 

oo 



i 

o 

CO ^ 

oo lo oo 
moo 
^ ^ ^ 



Si 

o 



^ o 

O CM 
O 

CM ^ 



o oo 

00 00 oo 
^ 



o 
o 



CO CO CM CM 

•«f ^ U5 ir> 

(N CM CO CO 

!5 S S 

S S := f5 



oo CM 

CO 00 

oo 

' o 



I 

o 
oo 



00 O 

Ch LO O 

r-H O- CM CM 

^ ^ up lO 

o 

CM CO >0 

oo oo 



O LO 
O CO 
LO lO 



5 



lo LO in 



00 
lO 



oo Ch 



CM CO 




O O CO CO 

O <D oo O 

CO CO CM r— 

^ lO LO LO 

00 O 00 

O CO ^ 

oo 00 

^ 




CM CM 

oo CO 

St S & 

'nT ^ 



oo ^ 

LO O 



<> CO 
oo O 



oo oo 
oo o 



o 

CO 
oo 



CO 

o 



3S 



CM CM 

lO LO 

CO CM CO 

LO lO LO 

ih c<j ■ 




O O 00 LO 

CO r— oo 

O O CM 

^ ^ ^ lO 

O oo oo 

oo O CO 

>o oo 

^ ^ 



CO CM 
OO LO 
CM CO 

oo CO 

OO O 



lO CM — 
CM LO 

CM CO CO 

lO Lip LO 

CO o 

g- o 



i 

E 

z 

Q 

Q 
m 

V) 



155 



BNSDOCID: <WO__ 



_03062379A2. L> 



wo 03/062379 



PCT/US()3/01363 




156 



BNSCOCID: <WO 030e2379A2_L> 



wo 03/062379 



PCT/US03/01363 



^ lO 
<N CM CVj 
^ 'sT 

. ? ^ 
CM CO 
CO 



CM 

1 

C^ 



o 



<3 CO 
Csl OO C^J CO 




i C 
D 



c 

i CD 

c 

i o 
Cl 

E 
I o 
O 



ID 



CO 



CO 



S ;2 s ^ 



lO 

r 
O 
CM 

CO 



CO 



o CO lb 



CO 
CM 
CM 



O ^ 
CM CM CO 
CO lO O 



^ CM r-; 

CO CM O 
^ LO CO 



<5 
O 



r- CM 



o 



CM 



<5 CM ' — 
CO CO LO 

O .— r— 



CM 

s 



CO 6^ <) CO 

^ ^ CO 

in <3 ■— 

Ch lO O CO 

r:> CM lo 

O CO ^ o 



li) ■— lo 

OO CM CJ 

' 5 



CM 
CO 



LO 

o 

CO 
I 

CO 
CM 

CM 



00 CM 
CM CM CO OJ 
"vT rO ^ 



J. c^ lO CM 



O CO 

s s s 

^ 



^ CO lO 

CM CM CM 



1^ 



lii 

CO o CSJ 



CO 



CO 

to 
o 

CM 




LO 
00 

! 

CM 

<> 

CM 



lip tN ^ 



CO 
CO 

o 

1 

CO 
CM 



CO 

15 



O CO 
O I— 
CO . . 
CO 

o 

00 
I 

. CM 
O 
CO 



2: O 
^ ob 

Csl O 



CM to O CM 
CM O CO 




LO 



S9 6^ 



CO 

s S8 ^ 

^ 6^ ^ 

CO o 
CM CO c-- 



OO 

CM 
CM 



in 
o 

r- CM ^ 



r< K i;- 

O CO ^ o 

2 r:: 2 e;; 

I I t I 

O O r- CM 

CM 'd- r-; 

CM O 00 



o to 

LO CO LO 1^ 



OO 
CO 

CO 

I 

to 

CO 

to 

<> 

c^ 



<5 



op CM 



to LIJ 



CO 



o 
o 
o 

to 

CO 



CD CM 

CM CM 

I I 

o 

O OO 



LO r-. CM 
O CO «— o 



OO 



o 

CM 



LO 
OO 

OO 

o 

CM 
00 



CO 



5! 

CO o 

o o 

to OO 



OO 

5 
< 

§ 

o 
o 

CD 



o 
% 

do 
OO 

CO 



o 

CO 

CO 
00 

I 

O 

do 
o 

lO 



CM 
I 

OO 
<5 
OO 

to 



< 

o 



CO 

CO 

o 
o 

00 



CO 

<> 

CM 

o 

CO 

CO 
CO 

I 

CM 



CO 

o 
o 

6 

do 
o 

CO 

I 

CO 
CO 

o 

00 



CO 



CM O 

o r*- 

CM CM 
O CM 

p 

00 CM 
CM 



O 
CM CO 

CM CM 
I 1 
>0 OO 

to 

CM CM 



c> o 

00 CO CM CO 

r— i— CM O 



CO CO CO CM CO 

cb t-^ »o <> 



OO CM to O 

to <) <> r> 



CM CM CM CM CM 



2 o S 
^ 



00 CM 
O r- CM 

2: CM CO 

T to CO 
CM 



CO 
CO 

I 

6^ 
CO 

65 

I 

I 

O 



CO 
CO 

I 

o 
6j 

CM 
CO 

o 

^" 

LO 
i 

OO 

to 



CM 



00 O 

o 

CO CM 
C^ C<I 

C^J CM 



o 

OO CM 
CM CO 



I 



CM 

CM 
to o 

CM CM 



O O lO 

O O CO 

00 00 CM 

CM CM CO 

O to OO 

>o 



CM CM CM 



to 

<> 

o 
t 

do 
o 



o o 

LO CM 



OO CO 



I 



CM CM 



00 r-N 



CO 



o 

CO 
CM CM 



CO O to 
CM ^ CM 

r— 00 CSJ 

CO CM CO 
nQ o ^ 

o t>*. 

lO LO o 
CM CM CM 



CO CM CO 



LO O 



CM Cvl CM 



CM SB 



o 

CM to 
o r> 



CM CM CM CM 
Q 



O O lO 

CO 99 

CO to 

.— CM CM CM 



do 6^ to 

• ^ CM 2? t:: 

w O CO OO 

CM CM CM CM CM 

C4 o o , 

<D »— CO C> O 

LO o o *o 1^ 

C<J C^ CM CM 



OO 

CO CO 

o 



CM O 
CM CM 

CD c^ 



o 



CM OO r- 

o o 
o 

CM CM CO 

CO LO 
OO OO >o 
CO 



O lO 
00 CO 
CM CM 



C> 

Si 



CO 



00 



CM 



s 

LO 

o 
o 

g 

to 

OO 



9; 
o 

I 

CO 

o 

CO 

do 

LO 

CM 

o 

CO 

lO 
00 



to 

r-s - . 

00 O;: 

LO 

T o 
to 

LO O 



CM CM CM CM CM CM 



CO CM 
OO to 

I I 
O CO 

O O 
CM 



00 O ^ 

o to 



00 



CM CM CM 

O CO to 

CM o 

CO to 

CM CM CM 



c^ 

CM CM 
CM CVl 

OO o 
CM CM 



CO Q •O CC[ 

to o :P CM 

00 CO O* 

CM CM CN4 CM 

r- to 

O CM OO »— 

to o o 

CM CM CM CM 



91 ^3; 



CM CO 
CM 

f— CO 



O^O^^rl^CO'^'if^O 

0O0O:-3:tOiOO;'=^0p 
I — CM O O ' — CO CO 
CM CM CM CO CO CM CM 

C> CX> ^ to d CM 
)^8cM^OJCMcicMCM 



o o 



to 



CM CM CO 



»— 'nT <D O 

lO O O 

00 00 r— O 

CM CM CO CM 



lO r-H 



2: S3 



CO lO 



LO 

^ to 

CM CM 



O CM C> 
O CM O 
LO O <) 



CM CM CM CM 



OO 



CM 
O 

o 
o 

00 



157 



BNSDCX;iD <WO. 



03062379A2J.> 



wo 03/062379 



PCT/ljS03/01363 



to 



CD 
< 



CM 



CO 

o (N r-v 

, , CM CN 

CO CO CO CO CO 

o o ob uS 
""vT o CO o 

CO OO O; O; O; 

CM CM CM CM CM 



CO CM lO 

O O CO 
^ 

CO CO CO 

<> CO 

r— CM 

O CM 

CO CO CO 



CO CM LO 
lO O lO 

vo O 



CO CO CO CO CO 



CO CO CO 



lO CM 



CO lO CO CO 



_ r— CO 

CM CO CO 
CO CO CO 



s 



CO CO 



.— CO CO 
CO O 

O CM >0 
CO CO cp 

C> Q 

CO ^ 

CO CO O. 

CM CM CM 



CM <5 LO 

P-. CM to 

lO CM CM 

CO CO CO 

C> LO CM 

sO O »— 

O O O 

CM CM CO 



i 



o 

<D CO 

CO - 

CO CO CO 

CO 

CM CM 

CO CO CO 



lO lO 
lO O 
O CO 



CO 

lO 

«o in 



r>: CM 

CO 00 



CM 



cr> CO CO CO 

CO LO CO 

O CO O CO 

CO CO ^ 

CO CO CO CO 



lO CM 
CO O . 

LO to 
CO CO CO 



O CO 

, CO 

CM CM CM 

CO CO CO 

_ CO CO 

CO CO O 

CM CM CM 



CO O LO 

"O '«;r o 

O CM CM 

CO CO CO 

» • _L 
CM 

O O 

O O 

CM CM CO 



CM r-- 
CO in 

CO 



CO 

o 

. LO 

CO CO CO 



— o 

O LO 
_ CM CM 
CO CO CO 



9: 

o 



5 o 
r--. lO 

CO CO 

o o 

CO CO 

CO CO 



o 



o o 

CO CO 
C^ c^ 
O CM 

CO CO 



CO Cp 
LO 

CO CO 



CM CO CM 

r— lO O 

CO CO CO 

I I I 

CO O CM 

CO CO O 

CO o c> 

CM CM CM 



LO 

CM LO CM 
^ CO 

CO CO CO 

A ^ ^ 

o o o 

CM CO CO 



o 



5 



O CO 
CO to 

o o 



CO CO CO CO CO CO 



CM CO 



>6 

LO O 

CM CM 



CO CO CO 



CO CO 



CO CM 

o cs 



CO CO CO 



r- ^ 

CO o o 

t— O lO 

CO CO CO 

I 1 I 

o CM 

00 CM <> 

CO o o 

CM CM CM 



r— Ch 



CM CO 
CO CM CO 
CO CO CO 



t— o 



CO lO 
CO CO 



s 



o o 



CM CO CO 



CO 
CM 

. . ? 

CO ^ CM 

lO LO c> 

i— CM CM 

CO CO CO 



I 



I. 



CM CM CO 
lO O- CM 

moo 

cr> CO 

CO CO CO 
O CM 
CO CO 
- CO CO 



CO 



LO 

o 

o 
o 

CM 



O lO 
CO 

o « — 

CO cp CO 
CO ^ 



O CM CO 

<D CO O 

LO CM CM 

cp cp cp 

CO >o 

r-- o 

OJ o ^ 



O 00 o 

CO CM 00 

^ LO LO 

cp cp cp 

CM CO O 

LO lO CO 
CM CM 

CO cO CO 



^ o 

lO LO r— 

o sQ 

CO CO cp 

f— r— O 

5^ C> r— 

CO CO 

CO CO CO 



CO ^ LO 

r— CM 

CM CM 

CO CO CO 

^ ^ ^ 

CO 

CO 

CM CM CM 



lO 

o 

CM 



CO CO CO CO 



o 

CO 

CO CO 

CO CO 



CM 

o 
o 



CM CM CO 



CO «— 

CO lO o 

O ■— CM 

CO CO CO 



lO o o o 

CO CO CO CO 

h^s CO O O 

00 CO CO 

CM CO CO 

CO CO CO CO 



CO CO 
CM cp C9 

^ nO 

CO LO 

CO 

CM CM CM 



8 CM CM 
CO CO CO 



CO 



o CM r> 

^ o 

o o o 

CM CM CM 



o 

»^ CD tli 

CM 

CO CO CO 

I « _L 

O r— 

CO CM 

O CM 

CO CO CO 



CO O CO _ 

S o § 

CO CO CO CO 
• • ' 

CO <> CO CO 

CO CM CO — 

CM CO CO 

CO CO CO 



CM 

o 
o 



lO CO CM 
CO ^ O O 

CM O CO ' — CM 

7 ? ? ? ? 

lO r— CM CM O 

CO O CM CO ^ 

r*^ CO CO CO CO 

CO CO CO CO CO 



o o 

r— t*>. 
CO r- 

£8S§ 

00 CO 



CM 
CM 

_ 00 
CO CO CO 



o 



CM 00 

CO o 

O CM 

CO CO 



o ^ 

CO O _ 
CM LO 

^ ^ 



o •— 

O CO CO 



CO O 

? ^ ^ 

ior>.LOoo<or>.iOf— 
coChocMco'vror^ 
r^r^cooococoooco 

COCOCOCOCOCOCOCO 



i 

LO 

CO 



o 

CO 
GO 
CO 
I 

LO 
lO 

o 

CO 



o 

CO 
I 

o 
o 

CO 



5 



LO O 

« -J 
LO lO o 
00 O O 

oo 

CO CO CO 



O O O 
lO "O o 

r— O O 

^ ^ ^ 'j^r ^ 
CO oo lO CO 
CM CO o 

CO CO CO CO 00 
CO CO CO CO CO 



lO 
CM 

CO 



ss 

o o 

LO LO 

CO CO 



r— rv. O O OO r— CO 

t T ? '? ^ ? 

<> »— lO o CO CO 

o 00 o o CO 

no oo CO oo CO 

CO CO CO CO CO CO CO 



LO 

£2 

O CM 

lo 

CO CO 
CO CO 



CO o 
CO ^ 

cp cp 

CO 

O 

CO CO 



CM CO 

CM 
CM 

cp ^ 
00 CO 

LO O 

CO CO 



CO 

i 

CO 



00 00 

o LO 

O O Q 

^ ? ^ 

o ^ oo 
CO CO CO 



0 o !=: 

1 ? ^ 

lO o 

CM CO ^ 

CO CO CO 

CO CO CO 



CO 
CM 



00 
CO 



"•sr CO o 

LO LO O 

O 00 

CO CO CO 

<> CO CO 

ir> o o 



CO CO 



CM CO 

CM CM 

^ ? 

^ o 
CM 

o o 

CO CO 



r\ O O 
CO CO O 

o o o 

^ ^ ^ 



CO lO o o 



_ _ _ S o 

? ? ? ? ? 

o CO CO o 

oo o CM CO , _ _ 
r>.r^oooooococooo 
COCOCOCOCOCOCOCO 



5 o 



CO CO CO 

CNJ CM 

o 

. ^ LO 

CO CO CO 



^ 2: 
o -o 

O MD 
CO CO 



CO LO 

LO CO 

<=> Q S 

? ? 

»0 O CO 

CO o 
CO 

CO CO CO 



^ CM CO 

LO <5 O lO CM 



o 



CO »— 



, , Ch - 

CM CO CO to 

00 CO CO CO CO 

CO CO CO CO CO 



CO o 

O to CM 

o o 

CO CO CO 



3 



CO O 

5 ^ s 

CO S 



.— CO lO O 

^ o o 

^ ^ ^ ? 

o o LO 

CN o CO 
to >o 

CO CO CO CO 



O 00 o 
O 00 LO o 



CO O CM ■ — ' — ' — 

7 7 ? 2 ? 

CO CO 00 CO CO oo 

CO CO CO CO CO CO 



158 



BNSDCXJID: <WO„ 



_03062379A2„L> 



wo «3/«62379 



PCT/US03/01363 



o (o o <5 o 6^^ ^ <> R ^ 
6^ <» 6-^ o o 'T; ^ 
o CO o CD r^" S? ?2 \ 

lilgillilllil 

gcocococococo^'^'^^^y"^ 

5 25 !2 g 2 S 18 S ^ § S ^ 
i §t § S: 5: ^ S 5 § S II § 

^ i2 ^ ^ ^ ^ ^ § § § § g 1 


t 

? S ^' g 5 !3 1 1 1 § ^ 1 \ 

o od 00 ch <r5 6^" 00 CO o r::^ 00 00 g \ 
c^jcoood'^'^T^oooo^'T; 

f; g g % g § 1 

O :2 ^ ^ to ;0 CO g eg ^ ^ up 

^ 5 ^ ^ y y 

lilililifllll 

ifllfllllllll 

liiiilllillli 


5 lO 
. •— CO 
D J CO 
r • 

5 CO CO 

<N Eo 

=3" O 
0 Q 

Si 

30 00 CO 

nT O . V 

X) <N lO 

g ^ 
S CO 

1 O CO 

^ 00 

sO o. . . 
LO (N 

Sg s ^ 

g CM ^ 

^7 6o « 
CO — 

s ^ 

O O lO 

So 

O^. 

^ »o 

^ 5# ;^ 
1 5 ^ 

« ^ 

T o 


<;po in NO: /TemDiate ID 







159 



BNSDOCID -cWO, 



.030e2378A2 l_> 



wo 03/062379 



PCT/US03/01363 




160 



BNSDCXI D: <WO 0306237aA2„ I _ > 



wo 03/062379 



PCT/US03/01363 




161 



BNSDOCID: <WO 0306a379A2_L> 



wo 03/062379 



PCT/US03/01363 



to 

LU 

CD 
< 



C 

D 

a 

cn 

•f- 

c 

0 

c 

o 

QJ 

E 

o 

O 



CO CO CO 
CO CO CO 
I 

o 
o 



CO CO CO 

CO CO CO 



to CO 



_ o o 

CO CO CO 



0 o 

01 (N CM 



>o O 
CO 



O 1^ r— O O 

to lO ^ 

CO CO CO CO CO 

CO CO CO CO cO 
& CO <> C4 

CO CNJ CO 

^ S CO §3 ^ 



<N 

CM 
CO 
CM 



^ to 

CO CO 

o o 

CO CO 



CO 

CO 

CO CO CO 

cp CO CO 

cb CO 

o r-* 

o o 

CM CM 



CM 

to 



:8 

CM 



CO CO 

CO CO 

I I 

o o 

CO CO 



to 

r— ^ lO 
r— CO CO 
CO CO CO 



1 



I 



CO Cvl CO 

r-v o 
c> 

CM CM CM 



to 

CO CO 
CO CO. 

o 
o o 
CO CO 



CO to — r-- 
^ to ^ 

CO CO CO CO 
CO CO CO CO 

' ■ C^ d> 
CO 

' CO 
CM 



O 00 . 

o o o- 

CO CM CM 



CO CO 

CO CO 



5 



r-". o 

'vT CO lO lO 

CO CO CO CO 

CO CO CO CO 



CO 8 



o o 
So 



CO CO CM CM 



CO CM 

op CO 

CM CM 
CO 
O O 
CO CM 



^ S lo 



CO CO CO 
cp CO CO 

o CM 



CM — 

to lO 

CO CO 

CO CO 



o o 



C> 

5; 



CO CO CM CM CM 



OO CM 

CO CO 
CO CO 

CO 



CO 



CO 

CM CO CO 
CO CO CO 



o 
o- o 



_ _ o 

CM CO CM 



to r— 

o to 

.— CO 

CO CO 

1 I 

O OO 

O CS 

CO CM 



O lO 
OO CM ^ 



o 

CM 
O 



to 

CO 

to 

I 

OO 

OO 



CM O 
lO 



CO 

CM OO 
to OO 

to 

CO 
CM ^ 



CM 

o 

o 
o 

I 

o 



O OO 

CM - . 
O OO 

o to 
to ' 

f:; 

CM . . 
nQ OO 

•o « 
o 

CO 
CO to 



O 1^ 

o o 

CM C> 

to 

to CO 
I — 

>o 65 

O CM 
CO 



^ s ^ 

<) o 2 

CO 00 g 

to to ^ 

o — T 

do § S 

g! 8 CM 

CO 6: S 

o o S 



^ CO 

o o 

r~ CM 



O CM 

O to 

CM 

I ' I 

o o 

00 LO 

to 



o 



CO 



J 18 f . i2 



^. CO 

<) 00 

to o 

to CM 

I — 's;}- 

CM 

to lO 

to <) 

to lO 



o 

00 

to 



T CM CM 



OO 
CM 
O 
i 

CO 

to 



CM 
CO 

00 
to 

CO 



CM 



to 
OO 

i 



OO CM 

r- O 

to 



-SJ- CO 

CO 

O CO 
CM CM 



to 



o 

c5 iJcS 

CM 
CO to 



O 



CM 

to 
od 

CM 
CO 

to 



CM 

. CO 
O 

^ o 
66 ?P 

o 



CM 



.— CO 

00 o 



»— CM 



CO CM 
CM » 

CO - H 

o 



r— OO 

O CM 

6> ^ 

o r-- 

r- CM 



o 
to 



CO to 
O CO 

r— OO 

CM lO 

sO 



Q t>J StJ 



CO 
CM 



CO 

O CO 



CO 

o 



o 

r— <D 

o r> 



1^ to 

CM O 

to ^ 

r>> to 

o o 

r- CM 

u5 CO 

r>. o 

CO 7 

CO »— 

o 5r 



2^ 



to OO 



O r— 

to 

OO 

to r- 

^ o 



o 

CM 



OO 



r- CM 



r- op 



CM 

to 



« 5 g! 8J j::! J:^ 2: 



O CO 



CO 



CM 

CO 

CM 
CM 



o 



o 

OO 
CO 

CM 
CM 
O 
I 

CO 

u5 

CO 

to 
c^ 

CM 



CM T- 



CM 
CO 
CO 
CM 



to 



OO 

c:::J 
to 
I 

OO 



CO 
15 



Q 

B 

D 

£ 



CO 



CM 

o 
o 

CM 

r< 

CO 

to 
o 

OO 
OO 



OO 

< 

o 
o 
o 

CM 

o 
OO 

OO 



CM 

o 

CO 

t< 

CO 
OO 



162 



BNSOOCIO: <WO_ 



_0306237aA2J.> 



wo 03/062379 



PCT/US03/01363 




163 



BNSDOCID: <WO 03062379A2, 1 . > 



wo 03/062379 



PCT/US03/01363 




c 

o 

c 

o 

Sj 

E 

o 

O 




r^oo<Nco^cocvjco 

^ ' - I r^ rv— V nr\ /t^ "Cl- I 



r-^lOcOCOCO'^lOCMOO 

cvjcsic>ic9cpcoco'«srco 

CO CO >o •— 

.— o CO _ 

O CM CSJ CO lO 



^ A .6 6 

O CO O 

lO o cs go 



^ ^ s 

r— O ^ 

o o o 

CO CO ^ 



h-. o o 

CO O (N >0 O O 

CO OD ic 00 00 

o 

o o o ^ 

CM CN CO 3; 



-"^^ lO o 

oo CO o 

o ^ ~ " 

CO 



o o ^ o 
_ o 
o o CO CM ip CO 

^ ^ ^ ^ ^ T ^ 
oo 

, CO 

o o- o 



o r*^ »— »o ^ 

CM O lO O O ^ 

oo 00 



CO CO CO CO CO CO 



I— CO lO CO 

CO in '^q* o 

lO CO ^ oo 

CO ~ 
CM CO 



00 

CO 
I 

O 
CM 

CO 
CO 

S 

CM 

CO 



5; 




o 

CO 



lo o o CO 

CO lO O lO lO 

lO o o ~ ^ 



r- O 

o >o _ , 

CO K o lO lo <D r**^ 

CM CM CO CO CO CO CO 



CO CM CM LO 
LO OO LO ^ 

CM ''cr OO 



CM r>> O CM 

r— O CO CO 

lO oo CnJ CO ^ 

CM CM CM CO CO CO CO 



CO 



CO to 

o 



r- lO CO ^ 

oo oo oo O 



CO CO CO CO CO CO 



CO 



_ . . CM oo 

CM CM to CM 

CM CO CO ^ 

'^^t ^ ^ 



CO 

5 
< 

o 

CM 

<> 

O 
CO 

uj 55 
CO c> 



Q 
D 

E 



o 

CM 
CM 

c> 
c^ 

5 



164 



BNSDOCIO: <WO ^030e237eA2_L» 



wo 03/062379 



PCT/US03/01363 



lO CO o 

r~ O 00 

o 00 r>. 

^ ^ "SI' 



I 



CM CN CO (N 



5 



_ CN _ 
in to lO LO o 

^ '^nT 



co<5<)oor^3;too 
iococMOr::^SOOco 
-or^oocoO':::<N 



CNJ o r- 

Q: Q: Q 
_ o in -o 

lo lo o in 
, . . . 

Csl 



^ 'vT »^ 



CM CO 

CO CO 

. 'nT O CO 

lO lO O LO 



CO 



O^mCMlQCOLOO'^CNJ'^ 

lOKro-ocococor-.OJjNO 
^^miOLOOOi^cooo^«-:CN! 



CM CO CO 
O • — 

O lO 



CM O CO 

CO CM O 

CO CO lO 

up lO <) lO 

^ o o 

lO ^ 

S S !^ S 



o o 

CO 



_ CO LO 
to LO <) <> 

O CO CO 

iG ^ :fi 

CO r> CO 
lO lO ic o 



o LO CO g^ 
CM o c>> 



ooo-^coodr^coioio 
CM » — 00 f— c> ' — rr 

ooor^oooo:«0;: 

cb r-o o 
CO CM LO CO CO qo 
'^nT lO lo LO >o :o 



^ ^ 



r- CM 

CM OD CO 

LO ^ 

lo if> up 
o 

S! ? 5 



lO LO o lO CO 



, O00«~"CMCM00r^ 

ooaDOO>^^Q^ 

— — ^ — *- 





ub r-!- r-, 
CO LO 



^UDtoioo*or^r^ooQ>QCM 



O O LO c> 
CO »— O _ 
O CO 

^ ^ ^ 
^ J2 5 

IlO LO LO 

^ ~^ 



5 




^ 5 
u:) u? Lp up 

LO 

5i 

lO 



O lO CM 

o 

O CO CM 

rr CO 



r- CO 

00 1^ 

CO O 

iO o 



o 
o 
CO 



CO o 
CO CM 
O CM 

? "? 
CM to 

CO 



CO 1^ 

C> O 00 

I— o 

U> UD LO 

I i I 

O CM CO 

OO CO I— 



O LO LO 



CO ^ 



CO r-v 
l6 



CO CO CM 



oo 

CO CM 
oo ^ 



to LO 
CO O 

la iO 
o 

oo 00 

§ ^ 5 



o 

LO 



. . oo 

OO 00 

? ob 

Ch to 
CO 

CM 
CO OO 



CM 

I o oo 

CO QO 
»— OO lO 



CO S ^ 
CM 



O O O 

. . O OO 

OO O CO lO 

IQ <p <p <p 

CO 

lO 



CM 
OO 

^ CM 
T CO OO 

2 s 



CO CO 

CM <5 >0 
O ^ OO 00 

T r-^ Ch :0 

CM CO ^ 

O r- t- 



CM 
lO 



oo 00 



g 



CO 
O 



o r-v o 

O LO lO 

oo 00 



iO CM 

oo 

lO <5 



LO 00 

°? I< 

oo CM 
LO 

CO C> 
oo O 



OS T := 



s 

o 
o 

CO 

o 



CO CO 
LO O 

CM 



U5 CO CM 
, '«;T O LO 
O CM CO ^ 



CM O 

O CO CM 

OO 00 CO 

uS >6 

00 O CO 



o 



Vl O 



lb 
o 



r> rii r- 



CM 



o oo 

O oo 
6 csT 



CM 

LO 



00 

<> [:i 

CM CM CO 00 

CO lO r— 

U> LO lO O 



O CO h-. CO 

o o o o 

>0 nQ >0 CO 
U3 LO lO O 

^ J) 6 

O r— '"nT 

S S S O 



o 

CO 
I 

oo 

CM 
I 

CO 



CO CM CO 



o ^ <y 

OO LO O 



5 



U5 LO LO <> 

o 



_ CO 
oo 



o 



CM CO LO _ 
U> lO lO <5 



^ CO LO 
O lO Q 



OO LO 

up up 

CM CO ^ 
to LO LO 



t8 



O 



CO 

o 
o 

OO OO 



CM 



00 

I 

oo 
CO 
CM 

O 
CM 
OO 



CM I 

00 oo 

i8S 



1^ 

CO 

CO 
CO 
CM 

I 

CO 

o 



^ r— lO CM CO 

(> O CO CO LO 

^ 00 C> 00 CO 

LO CM uS cb 

CO 00 3; 00 r— 

CM CO ^ o <5 



O CM LO CM 

O O O O lO 

^ 00 00 00 oo oo 

00 <> <) CO . 

CM op ^ (> 



CM CO ^ 



LO O 



CO 



o 

"vT lO 
CO CO 

O CM 
LO lO 



lO 



CO 

LO 

u:) 
o 

LO 

o 



CM 

to <^ o 
oo oo 



^^U^cO^OCMOOrr 



CM CO 



CO oo 

O sQ r- 

oo oo O 

r— CM 

I I I 
00 P*^ 



CO 
oo 

I 

o 

61 
CO 
o 



CM U^ to oo CM r- 

r— oo C> LO O U:> LO 

UD 00 oo CM oo 

^ T V T T ^ T 

fi:: r- lO CO o 

00 ^ CO o r::- CO ^ 

. ^ f— CO ^ lO o 



^ T. 



o o 

iO CO 



CM 

LO 



CO 

s 

F— 

^ c> 

CM CO 



CO o 
lO to 
CO "O 

c^ 6^ 

CO 

r— CO 



00 CO 

cx^ ^ 

;£ S 

6: 
o 

»— r«H CO 
iO ^ <:> 

.— CM CO 
\0 O 



r— O CM CO CM ^ CM 
^ CO O O lO LO 
CM LO 00 00 OO oo 



CM 
CO 

00 CM 1^ 

^ C4 
^ CO 



UD .— r-H OO 
o CM LO 
^ lO o 



CM O; lO CM 2 

00 LO CO >o ^ 

CO CO O 00 oo Q 

, — I — 1—1 — 1 — CM 

CM CO CO p CO op 

O CO CO O t;> 

CO r— CM CO ^ LO - 



oo 

I 
i 

CM 
CO 

« 

oo 

8: 



165 



BNSDOCID: <WO 03062379A2.I_> 



wo 03/062379 



PCT/IJS03/01363 



9^ S 
r*". 

<N S^i S^. 
(N cvi 



o ^ 

S :2 ^ 

gl Csi CO C7 

^ « S 

O O O 

o3 CM CN CO 



00 




in 
in 



CO »n 



S 



Ll 00 
T CM 
^ ^ 

CO CN T 



r». O CM <> 

o 00 ^ 
lO o 

g T V V 

T 00 71 7". 

*^ »^ 00 CO O 

5} ;r o r-i oo 

g T lO oo CO 

5 ^§ 5 5 5 £ 

. . l6 CM 71 
Jo 5: ?5 § S S 5 

^ T 10 O O; 
CM 



O CO 



O 00 CO 



^ S2 

C 

CO m r-. 



(8 



to 

CQ 
< 



S? J2 
r*H CO 

00 *o 



CM CM 



5: o CM 

t>i i*^ ?2 £i 

CM CM Csl CO CO 

^ C> 10 :0 O; O; 

- - - O 00 CM CO 

CM l> ^ 1^ 



CO 5 

Co ^ 



Ch 
O 



00 



00 



10 O w 

CM CM 

00 r-; 

O CO CM o 

CM ^ ^ 



•>>r Ob 00 CO 00 ^ 



i — CO CO 

^ ^ ^ ^, 

»— 00 CM 

^ s 

CM 



O O CO C> CO 

18 S 8 5, 5. 

12 cs. Cv. Cvi 

g so o :o o 

10 00 00 2 ?J 



CO CM o 

Ct> g g U5 10 

o CM ri. o 10 
•o Cn^ 

« ;8 S E5 5 

- • CO j::; CO 



00 
00 



00 



o 59 
O Q 



O CO C> 
I r— o o 

T o o c> c> 

00 a 

c5 »— o 00 o 



^ •— in 

<> o Q Q 



00 CO 00 



8 



QO 



5i!o62;z^;:ipir^'=^cMcvi 

6^ 00 tn 6^ 
in CO in cN 
o> o o o tn 

T— CM CM C>J 

in o o r^. ^ 
00 00 00 ]^ 



in CO 



t*^ ij: CM CO in in 



10 r— o 

r-i in in 
CO in in 



g 

CM 



^ in o 
to o o 



c^ 

O CM 

lO 



CO 

o 
00 

6^ 



CO ^ 



r^oooo«^j:i:-j^CMcoco 



r-. CM t>. 
00 

CM CM O 
^ CM CNI C^ 

o O Q 



in o p 
iT) ^ 

c4 CsJ CM 
CM CM CM 

O 00 
00 00 o 

o» o 

CM CM 



CM 00 
00 

CM C^ 

in o 

CO o 



<> 

CM 
CM 

o 

CO 



pill 

Q • ^ C> CO 

C: £ o CO 
£0 ^ 



10 

^ ^ 



CM CO CO 



2: 



6^ 00 CM p 00 



2:S?l^CNjcslCNl<NCO^ 



^C^J5 22^8'<Nc3coco 

g jz ^ g ^" i 8 ^ 



CM 
CM 
00 



in CD o» 
CO CM 
in o 



g <5 00 
o 00 
^ T 00 00 

op 5 5. CM 



o 



o 
<) 

CM 

^00 ^ J;J 00 04 
CO ^ r— CO in ^ 

00 n: "T. 7[, 

o 2 <) 00 o c S 
•T- ;r o CO 
-.^r 10 c> o o 

s 1 8: ;z 5 6 5 

^ CM 2 S S 

S 8 - 7: 7: t: 

r> T u5 o O 00 

S ^ S ?S 

r- O O Ch 00 



inim 
^ico 
r::^ 00 



2 in 



r< 1^ CO 2 
So-ocMinin-r:7: 

ig ^ r- r- r- «.J>* 

<>'^CslCO'r'"'^~ 



^ In 
CM ^ 



oQ^ocoin^o^ocor^ 
in^g-2S;2ooS2^-^ 



00 
^Ico 



CO 

s 



:2 co- 
in ^ 
in in 

CO 

^ In 

^ 5 :§ 

00 CM ^ 



in Q 
CO ^ 
o o 



in 
CM cmI 

in col 

O O CO <>| 



in CO 

O CO 



^ CO O O CO 

^ CO 00 00 



r— IQI 



2J2^S:p:^^;^cMcM 
6^ "O 00 

O B O CM CO Q CO 

O Q Q in 




S5 S 5 « 4 ^ ^ ^ o :5 g I 



166 



BNSDOCID <WO. 



wo 03/062379 



PCT/US03/(H363 




167 



BNSDOCID: <WO. 



._03062379A2_I_> 



wo 03/062379 



PCT/US03/01363 



LU 
< 



C 

D 

a 

CO 

4— 

c 

© 

c 

o 

Q4 

E 

o 

O 



o 

e 

0 

o 

z 

Q 
G 

LU 
CO 





CQ 






1 — s 




o 




CO 




lO 

f5 














o 














"? 


LO 


LO 


to 

1 




1 






o 




o 


o 






t 


GO 


o 


oo 


CM 


CM 






o 




LO 


to 


<5 






oo 


NO 


LO 


LO 


to 


LO 


to 




65 


1 — 


r— 


CO 




o 


'O 




CO 












lO 




% 








/->> 










o 


<> 




O 


CO 


CO 




CO 








On 


o 








K 


lO 






oo 




1 — - 


to 


lO 


lO 


lO 


to 




r— • 


lO 




CM 




O 






6j 


CM 










1 


1 

<D 
CO 
O 


Q: 


(> 




? 


c> 




LO 


lO 


lO 


to 


to 


LO 
1 




i 


1 


CO 






LO 


6j 








o 






CO 






to 


LO 


<> 




oo 




o 


lO 


to 


LO 


LO 


LO 


LO 




















o 




o 




o 


;535- 


CM 


i 


15 






o 




o 


o 










CO 


LO 


lO 


"? 


"? 


to 


IS 




) 

lO 


1 


CXD 


00 


<^ 


o 


o 


1 


o 


o 


CO 


o 


LO 


o 


to 








to 




<D 


00 


s 


s 


s 


to 




lO 


to 


1 




lO 




O 








CO 




o 


s 


CO 


i 


i 




o 
















lO 




LO 






1 








lA 




CO 


1 






CM lO 

o o 
lO to 

I I 

o ^ 



LO 

lO lO lO to 



CO O . 

LO S S 

lO lO - 



LO lO 

_ 

lO to 



00 CO 

to 

to ixp 



CO CO 



lO LO 
to <> 



LO LO to lO 



f— o 

St 

lO lO 

CM ^ 
lO LO 



oo 
o 



o 



o 

CM 00 
CM CM 



to 
o 



lO CM 

to r— 

oo oo 

CM CO 
I t 
CO o 
CO 

lo 

CM CO 



LO 

& 

CO 
CO 



CO O 

O CM 

O OO 

5S 

to 

CO CO 

r- CM 



CO CM 

LO 

CM oo 

op CO 

rv. oo 

58S 

CM CO 



to CO CM CM CM 
•-J O OO CO • — 

00 00 oo 

^ CM CM CO 



CO to CO CO 
CM CM 

CO CO o '^r 

f— CM CM CO 

" <) 6^ 

op ^ 



CO 



o 



- _ . o o 

'nT CM CM cp CO 

^ to CM CO 

_ CO — O CM 

0> CO CO CM O CO 

~ CM CM CO 



'"^ — 

CM 

^ CO CM 



CO CO 
'nT o 



to 

CO 

66 
o 

CO 
lO 
CM 



CO 

? 

CO 

LO 

CM 

to 



00 



. LO Cs 
O CM oo 

OO CO 



CM to CM 



O ^ CM CM CO 



o to 

r-^ 00 CO 

to to CO 

r— CM 



I 



I 



I oo oo 

O O LO 

oo CO 

O r- 



LO to CM 

o oo c> 
-o o '«>r 

CM CM CO 

to 



2; 



- - , oo 

CM CM CM 



. ^ CO 

o Io ^ 
^ T T 

s *s 

I — <5 O 
g CM to 



oo c^ 

oo O 

CM O 

CM CO CO 

I t I 

CO oo oo 

CD >0 O 

CM CO 

CM CM CM 



. ^ c> 
o oo 

CM ^ O 

CO 



T O 
to 

oo r— 



CM r-v 

o to 

CO o o 

CM CM CNI 

CM CO CO 

-o ^ 
~ CO 

CM CM 



CM 

CD 

CO 
CM 

o6 
o 

to 

CO 
CM 

CD 



to 
oo 



oo 

I o 
to o 



CM O 

CO o 

o 
o 



CO 



LO 
I 

to 



CO o 



r- rv. oo 



o 

CM 
CO 

CM 
CO 

o 

CM 
CO 



S do 

1 CO 

o . ^ 

to c> 

. s 

LO o 

CM ' 



to 



o- 

CO 

_L LO 
CM OO 

si 

CO ^ 

00 
CM oo 

00 
o . . 

r- LO 

r-- CO 

O - . 

r- CM 
<) ^ 

CM T 
CM 
LO 

00 OO 



CO 



Jl^ to 



LO 

CO 
I 

o 

§ 



9$ 
o 

CD 

CO 

T <> 
o o 
CO 

CM § 
CM O 

o 

i2 o 



o 
to 



LO oo 
I I 



CM CO 

o- o 

CO O 

i I 

O CM 

CM 

CO 



to 

CM 



CM 
CO 

o 

I 

o 
o 



o 
to 

CO CM 



CM 
O CO 



C> LO r- «— 

Aj J2 oo CM 



o 
o 



to 
to 

CO CO 

o 

°? c^ 

oo o 

to . > 

S :5 

°P T 

to CM 

CM O 

to o 

o o 
o 

I I 

CM O 

CM to 

LO O 



CO 

o 

CO 

o 
CM 

LO oo 

o 



LO 

Ch CO 



o 



iQ to 



LO 

^ iO ^ 



CO CO 

O CM 



r- O CO r— 



LO 6 

o 

O CO 



CM 
CM 



CM 



o 
o 
o 



CO 

CO 



LO O 

o o 

f> op 

oo to 



CO to O 



oo 
o 
to 

CD 
00 
CO 



00 I I I 

O LO -o oo 

r— 00 O O 

rv. o o 

JO CO CM O 
^ CO LO oo 

»^ O CO 
oJ T 'T T 

LO to oo 

o oo o o 
r— c> O 



O CM 
O <N 



CM CM 

to CO 

CO CO 

I I 

CM O 

to <5 

O r- 



oo LO 

CM CM 

CO LO 

to o 

O r— 



2 
< 



o 

CO 
CM 

CP 



to 
o 
oo 



o 

CO 



to 

CO 



oo 

CO 

CO 

to 
o 
oo 

I 

CO 

CO 
CO 

rC 

CO 



00 

E 
< 

CO 
CO 

CM 

o 



^ LO 

to 

CO ^ 
r- 

<) 
CO o 

CO § 
O Qv 

CM r< 

to <? 
CO o 
CM 

^ 

oo . ^ 

. ^ o^ 
o 

CO . , 

g? 

LO 
lO CM 

CM ^ 
CO CM 



CM 

o 

CM 
!o CM 



o 

do 



CM 



o 6 

do 



CO 
CO 



o 

CO 



in • CO 
V O Cl- 
io o- o 

CO 



oo 



do 

r< 

CM 

LO 

CO 
CO 

CO 

o 



168 



BNSDOCID: <WO 0306237eA2_L> 



wo ()3/(>62379 



PCT/US03/01363 



o 

o csi ^ T 



c 

D 

QJ 
cn 

-4— 

c 

CD 

c 
o 



o 
O 



I I I I 

^ >o O CSJ 

, O lO r-- O 

^ r- CO LO 

^ r— .— .— r— 

■ " CO 



nO CO O Q 

f— O OO O ^ 

in o oo o 

CO CO CO CO 'nT 



o 



CM OO 



•-r 00 CM r— 



o 
in 

I 

CO 

o 

CD 

CO 
CO 



CM 
CM 
CO 



»— CO 'xf 



o 

CO 
CM 

^ . 
LO O 

CO CO 



o o 

CO 00 

o 

CO CO 



5i 



CO 



.— CO 

CO 

o o 

£§ 



o 
o 

CO 
I 

lO 
CM 



CO 

lO 
CO 
I 

o 
o 

CO 

CO 



CO 

CO 

CO 

I 

CO 
CO 



O 

CO 



OO CM 

CO r- 

OO o 

CO ^ 



o 
o 
o 

C^I 
CO 



CO 

I 

CO 
t— CM 



CO 



CO 



o 
o 



CO CO 
O CM 

CM CO 



O CO r— CM O O 



r-- CO 

00 OO 
CO O 



CO CO CO 



LO OO 

Ch f— 
CO 



CM 



O 

CM 



o 

CO 

I 

CO 



o 



CO Q CO 
r— O O 

CM o 

r— r— I— f— CM CO 



O CM 
O 
O OO 
CO CO 



LO 
LO 



CM 
CO 

>o 

CO 



CO 



LO CM 
CO 



LO 

o 
o 

O 

o o 
' o 

00 



CO 

CM CM 

LO r-^ 



CO ^ 

LO OO 



r- CM 

CM 

CO CO 

CM CO 



O LO 
CM 



r— CM 



o 



OO 

CM 
CO 

>o 

CO 



O 
CO 



LO 
O 
CM 

CM 



CM 

S 

5 

CM 



^ ^ •-— 

5 T, t: t: 7, 



CO 

2 r< 

V CO 
<5 <5 

V g - 



LO 
LO 

O OO 
CO to 



o 

CM 



O 
O 

CO 

CO 

o 

CO 



o 

CO 

CO 
O 



CO CO 



LO LO 

o 

CO ^ 



lO CM CM 

LO CO 

o o o 

r- r- CM 



o 
o 
CO 
CO 



LO 



o 
o 
o 



_ CM CM O O. 

CM C> LO ^ CM 

CM CO lO O O 

• — CM CO 



LO 00 CO 

— LO CO CM 

C> CM ^ 

2 2 

CO ^ Q 

« s s 



^ 

CO CO CO CO 



^i^oooococMCMLo^SR:"^;;; 

. c>lOcOt^t^CMCMOOOO^'-rOO 
pi. ,-^.--»— — CMCOCOCOCO^ ^ 



00 lO o 

r— O CM 

^ o r-r 
lo in in 

I I 1 

00 OO 
o >o o 

vO OO CO 

^ 



r- O 

o 

CO r-^ 



LO lO in lO 



CM r— o 

g g in 



m LO LO LO 



o — 

O CO 

r-^ 

LO LO LO 

c}^ <b C<J 

CO CO o^ 

CO 

LO LO in 



o ^ o 
in in o 

vO CO 00 



r— r— oiOLnoor^ooo 
xQ,— cor—ooomcMO 
r—r— cMin'^'^r^r^r^ 
LoiOLomLOLOLnLoin 

I I I I I I i > L 

- -^COCOOOO-^-^ 

_ _ CO LO in CM 

CO OO C> O CM 

^ ^ m LO LO 



2jq 

O 00 
o 

CO 

5^ 



o ^ 

o o 

^ 7 "? 

>0 CO OO 

^ CM O 

<5 CO OO 
^ 



Q ^ 

^ Ch 

CM CO 00 

LO LO LO 

I I I 

CO CO CO 

OO CO lO 

S LO lO 



00 

00 00 00 
LO in in 



Ln 



m CM CM 

^ Q^ 



CM o 



00 

CO CO 



s 



COi— O^COOOOCOOO* 

^ o g CM ^ 

^Lolointoioi^ininupioin 
r^ob'^cooochcooococMOr^ 

OOlOOCMO;lOOOCM'--:i:32^ 
CO LO *«0 00 00 O O « — CM CO ^ 

'^'^^^'^'^LnLoioioiOLo 



O LO 
CM O 

00 o 

O CM O 

CO 

CM CO in 

^ ^ -nT 



00 o 

CO o o r— 

O O LO -o 

10 up LO 

in 

o o CO in 
o 00 

'vT ^ ^ 



?<6 



CM O 

Ln 00 



00 00 00 



o 00 

^ 00 O h-- 

in in in 

I I I 

, CM 00 CM 

CO CM CM CM ^ 
O CM CO 

LO lO 10 Ln in Ln 



K. CM O 

in LO o 

LO CO 



CM O 
CO CO 



I. 



I 



C> CM 
CO O 

00 ~ 



s 



O CM 
.— O LO 

I— >o 

LO LO LO 



LO O 
CM ^ 

LO in 



^ CM 



CO CM CO CM 
1^ ^ :o 



CO 



LO 



00 00 

000 
" CO 

CM 

CO O- 

^5 



CM 
CO 



o 



o 

O CO CM 

in Ln up Ln 

CO LO 

o o 

^ 10 



o o 

CO 

00 

lO O 
I I « I 
^ (N 00 CO 

O r— CO -O 

I— CO CO 
LO LO LO LO 



CO O 

LO r— 

in 1^ 



in in in 10 10 



CO 1^ 
r>. CO 



c^ 
O 



CM 

r- in 

CO CO 

LO in in Ln in 




r«v CO CO CO o 

CM <5 CO o 

r— CO ^ ^ 

:2s 



CO in 

CO ^ 



in in 



_ o 

^ £0 5 uS S S 



O CO »— LO 

o> o 



o 

CO 



t8 



CD 



a 



.CD 



G 

LU 



CO 

S 
< 

8 



CO 
00 



o 



169 



BNSDOCID: <WO 03062379A2 1 > 



wo 03/062379 



PCT/11S03/01363 



IT) O 't; ;0 
O -o O 
"TI 

>p o 19 

^ O C> 
O <5 <5 
10 10 10 10 

<5 00 U5 CO 
LO O O ^ 

00 CD PR 
up xp <) 2 

0s CO O 0^ 
lO o -o o 
10 10 to 10 

o Q 

00 

<> 

» -6 csi 

> CO 

> 0 -o 



00 <5 00 

95 !^ ^ 
^ o 

O <5 



\0 CO 

^ ^ 

10 LO 10 

<5 <5 I 

^ 2 S I 

<N CO 
O 00 

lO 10 lO 

^ 't; ' 
5 2 8 

sQ <> 
O CO 

o 00 



S S 5^ B li5 lo 



^ 9; 9^ 
^ S 
o Q 
lO to 0 



S 10 <5 O 

c5 2^ 2; 
o o CO 

I CO «— (N CO 

,<><><) 

> O (> <N 

> ^ :9 :^ 

> o Q: ^ 
) 10 to <3 



O 04 CVl 
CN4 C> 

CO to to 
000 

I < I 

o O r-v 
r-s, I — CO 

(N CN 
000 



to CO 



10 to to to to 



10 o 

CO 
00 Q 
to <> 

9: 

O CO 
00 00 

LO to 



O 3! 

10 to o 
o o o -o 

16 (N CM 

10 r-- o. ^ 

CM <N 5^ 
sQ O *0 O 

60 <r5 o o evil 
00 CM >o ;o 0:1 
to to to to 
, o o <> <> 
• - 6 CM col 
. 10 o to CM] 

CM CM CM CO to I 



rC 6^ CM 
CO :2 f?: 

CO iQ 
o o <> 

Ch CO CO 

000 



^Sr 

10 10 to 

<) u5 ^ 
000 

;8 :o ^ 5 



<N CO 
, — o CO 

<) up 
o 

^ l> 

o 

10 to to 



CO CM 

r— CO 

00 CO 

LO to 




10 to 

S S o 

^ Si 

I — o -O CO 

10 to o ^ 
lO to to to 

r^" <) 00 ^ 

O CO o o 

[o o ^ 

•o CO •r; 
g O on 

^ O "O 
LO to 



CM Q O 
00 O CO 
up ^ <> 

LO to 

o £? C::: 

LO to to 

^ ^ a 
000 



sO -9 

c> to 

CO 

10 to 

10 ^ 
o 00 

■o o 



<> CO O 
lO to O CM 

6 00 CM 

CM to S 

o <> Q Q 
LO to o 

<) to if <y 

O to CO to 
^z: ^ r— lO 

o o o <> 

^ ^ ^ 

O O 

CM CO ^ O 

o to to to 

o o <> <> 
•o '-^ to 
r; to p 5 

00 c> o g 

LO to o o 



O 00 CM 

o CM r-«. 
o 

LO to to 
u5 CO 

O CM 

,— o q: 

sQ to to 

^ 1^ J> 

ON o to 
so 

10 to to 



o to 

O CM 
00 CO 

10 to 



170 



BNSDOCID <WO_ 



__03062379A2J_> 



wo 03/062379 



PCT/US03/01363 



a5 



"O 
CD 
5E 

O 
O 
c 

ZD 
<N 



GO 
< 



oo 

CM 



8 



CD 



CD 
0 



O 
Q. 

E 



CO 



< 

o 
o 

CSI 

6^ 

00 

o 

CO 



E 
S 
% 

CO 

1 — 
o 

o 

CO 

i 

p 

D 

O 



o 
o 
■o 
c 

CM 
CM 
r 

g 

C 
0 

CP 
D 



ID 
c 
D 

CD 

CD 
C 
*»= 

o 



d5 

CM 
I 

e 



CD 

c 

E 
E 

■D 

C 
D 

g 
£ 

CD 

CO 

CO 



0 

CO 

CD 

JO 

O 

o 
c 



E 

15 CO 



OO 


00 








E 


< 


< 














o 


o 


CM 


CM 


CO 




oo' 


c5 


CO 


T— 








00 


O 


00 


CM 


CM 











oo 



00 



t 

E 
0 

ay 

i 

*— 
CD 



c 

CD 

(3 

D 

E 
0 



o 

CM 



c 

0 

CD 

D 



55 

o 

CO 
I 

E 

CO 

0 
C 

E 
E 

•D 
C 
D 

E 

0 



CM 



oo 



0 



00 
I 

E 
© 

CO 

to 
0 

CM 
OO 
I 

CO 

D 

o 
c 

D 
a. 



O 
0 

CO 

C 
0 
CO 

5^ 



S5 
CO 



.0 



c 
D 

9^ 
O 
0 

CO 

C 
0 
CO 



C5 



C5 



oo 



CD 



CO 



i 

CO 
CO 

D 

o 

C 
=D 

O 
CO 



CO 

0 
c 

O 
O 
"D 
C 



CO 
I 

E 

to 

0 

C 

O 
O 



S5 

CO 
CM 

I 

E 

CO 
tn 

i 

© 



00 



oo 



c 
D 

6 

0 

CO 

C 
0 
CO 



00 



CO 
CM 
I 

E 

I 

CO 
0 

c 
E 



I 

CO* 

0 
c. 

o 
o 

c 



00 



CM 

8 

CM 

CO 

O 
OO 
lO 
OO 

o. 

O 

CP 



55 

o 

CO 
I 

E 

CO 

CO 

O 
O 



CO 

o 
c 

O 



00 



00 




o 

CM 
^* 

>d 

LO 

o 
CP 



CO 

o 



CM 



5S 



o 
E 



E 

I 

0 

c 

E 
E 

"D 
C 

D 
O 

E 

0 

X 
CM 



CO 



E 
0 

CO 
to 
D 

i 

0 



55 



00 



CM 
O 

o 
00 

lO 

CO 
o 
o 
o 



o 



oo 



CM 
O 

CM 
CM 

o 
Q 



CO 

LO 

I I 

£ 



^ 3 



00 

5 coi^ 



CM 
LO 

O 

o 
o 



o 

CM 
O 



■O r— 



(I) CD 



CI) 



E 
-2 

co^ 

0 
C 

O 
O 

& 



oo 



CI) 



£ 
o 

D 

B 

O 

•D 
k.. 

D 

O 



E 

CO 
0 

c 

£ 
E 

73 
c 

D 

O 



c 
0 

(i) 

D 
E 
0 



lO 



E 
0 

CO 

o 



55 
o 



oo 



C!) 



0 



T5 
0 

iE 

CO 
CO 

p 
o 
c 



o 

o 
c 



■D 



E 

CO 

0 
C 

d 

o 
c 



0 

"co 

CO 

p 

o 
c 

ZD 

CO 
CM 



r3 



00 



00 



lO 

to 



CM 
O 

o 

5 



00 

< 
i 



O 



CD 0 



BNSDCX:iD:<WO 030S2378Aaj . 



wo ()3/«f.2379 PCT/US03/01363 



<5 

CO 

< 



CO 



o 

I 

E 

CO 

CO 

O 

(D 



CO 

CO 

CD 

O 
O 

c 



c 

D 

o 

Q> 

CO 

C 
0 
CO 



co^ 

CD 
c 

•w 

o 
o 

C 



00 



CO 



GO 



CO 



o 

O 

c 
£ 

UJ 



CM 
CM 
I 

e 

t 

CO 

0) 

c 

3 

E 

e 

C 

o 

o 
£ 

X 

CN 
CM 



CO 



CO 
CO 
I 

E 

CO 

I? 

CO 

o 

ZJ 

o 

CO 

3 



CO 



S5 



CM 



CO 



CD 



o 

CM 
I 

E 

CD 

CO 
CO 

0) 



CM 
I 

E 
B 

CO 

i 



CO 



CO 



oo 



c 

D 

o 

o 

to 
C 
® 
CO 

00 



E 

i 

CO 
O 

o 



CO 

CM 
I 

E 
® 

CO 

>■ 

CO 

p 



CO 



S5 



E 

I 

CO* 

CO 

ZD 

i 

0) 



oo 



00 



E 

CO 

i 

to 
0) 



00 



E 

0) 

CO 

0) 
c 

■c 
o 
o 

"D 

c 

LU 



I 

CO 

C 
D 



CO 



t) 
2 
55 

c 
o 

E 

LU 

CM 
I 

E 

CO 

0 

C 
3 



CO 



E 

I 

CO 

i 

CO 

0 
OA 



CO 



E 
0 

1^ 

CO 

0 
> 

CO 

0 



oo 



CM 
I 

E 

CO 

>4 

CO 



E 

0 

CO 

<D 



?5 

I 

£ 

s 

0 

CO 

o 

3 
O 

CO 

3 



CO 

0 

o 

3 

55 
c 

i- 

XI 

£ 

LU 

4 



CO 



00 



£ 

0 

>^ 

CO 

o 

o 
c 

£ 



00 



CM 



CO 



> 



00 



£ 

CO 

O 

£ 

D 
c 

£ 
p 

CO 



S5 



E 

0 
CO 

0 

C 
3 

£ 
£ 

c 
D 
O 

£ 
0 



00 



00 



o 



172 



BNSDOCID: <WO 03062379A2.J._> 



wo 03/062379 



PCT/DS03/01363 



CD 
< 



S5 
O 



D 



I 

£ 

J 

/> 

<^ 

CO 

P 



S5 
CM 



0) 



3 



D 

C 
0) 

CD 

CD 



e 

CO 

o 

O 



CO 



S5 



D 

C 
0 
(D 

D 



S5 

CO 
CO 

I 

e 

o 

O 

CO 

o 

o 
O 



CO 



i 
to 



D 

O 
C 



in 



CM 



c 

0) 

CD 
® 



c 
o 



73 

X 



o 

CO 



CO 

I 



CM 
I 

Q 



O 

0) 



C 
0 

CD 
0 
o 
E 

0 



O 

c 
o 

JOt 

e 

UJ 



E 

0 
to 

CO 

O 

0 

z: 



oo 



(1> 



E 
.05 



CV! 
O 

i< 

CO 

lO 
CO 
CO 

CD 



CM 
O 

o 

CM 

lb 
CM 

CM 

!§ 

CO 
CO 

Q 



< 

o 
o 

CM 

<5 

C) 
oo 
lO 

o 

CO 

Q 



oo 

< 

c\ 
o 
o 

CM 



CM 
1^ 
CM 

s 

CO 

CD 



CO 

E 
< 

CSI 

o 



00 

< 

o 
to 

CM 
CO 

O 

CD 



Q 
G 



:8 



o 



CM 



1 

e 

0 
CO 



E 
0 

•4— 

CO 

CO 
0 

c 

£ 
E 



E 

CO 
CO 

0 
c 



0 

c 

E 
E 

T5 
c 
o 
o 
E 

0 
X 

oo 
CM 
I 

E 

i 

0 
C 

b 

O 

"a 
if 



oo 



oo 



CO 

O 
0 



0 



00 



3) 

CO 

0 

b 

o 
c 



E 
p 

CO 

i 
0 



CM 



00 



CD 



CM 



E 
0 

CO 

>- 

CO 

CO 

D 

i 

0 



CM 



CM 



C 
0 

CD 
D 



CM 



CO 

to 



X5 
0 



oo 



E 

t 

CO 

0 
c 



00 



o 



CO 

0 
c 

b 

o 
c 



o 

D 
D 



E 

CO 

1 

0 

CO 

o 

ZD 
O 



E 
co^ 

CO 

O 
0 



o 

CM 
} 

E 

I 

or 
O 
O 

CO 

o 

b 
O 



00 
CM 
I 

E 
0 

CO 

CO 

O 



00 



00 



oo 



S5 

CM 



S5 



D 
© 

b 

I 

E 
B 
% 

CO 

CO 

3 

i 

0 



3 
-Q 



E 

CO* 

p 



CO 
CM 



0 



as 



D 

G 

0 
c 

b 

g 

LU 



g 
c 
o 
£r 
n 
E 

LU 



oo 



c 
a 

6 

0 

CO 

C 



CO 



C3) 
O 
0 



i 

to 
3 

i 

0 



D 



S5 
O 
CM 
I 

TJ 
0 
X 



■D 
0 



O 
O 

c 



■o 
0 

X 



X) 

0 



S5 



0 



CM 



S5 
o 

CM 



CO 

p 



2 

3 

t5 

E 
-#— 

CO 

g 
c 
o 

ID 
E 



0 
3 

CO 
CO 

1= 

0 
> 

O 
0 

c 
c 
o 
O 



8 



0 
CD 

CO 



o 



0 



to 

CM 



S5 



0 

o 



2 

3 

t5 

g 
c 
o 

E 

LU 



CO 

u 

C 

o 
0 

0 
c 

b 



o 

CM 



0 

O 



0 

CD 



oo 



00 

5 
< 

o 
o 

CM 
O 

CO 

o 

CM 
O 
O 
00 

CD 



00 



CM 
O 



oo 

E 
< 

O 
O 
CM 



00 

5 
< 



CO 

00 

o 
CD 



1 

00 

o 



CM 

(Si 

CO 

o 



00 

5 
< 

CM 

I 

C> 

oo 
o 

CD 



CO 



00 

i 

CO 

<S\ 

CO 

o 
o 

CD 



oo O 
oo oo 



o 



o 



173 



BNSDOCID: <WO 03062379A2 J_> 



wo <)3/(>62379 



PCT/US03/01363 



CO 

< 



E 

CO 

0 
> 

"to 
0) 



CO 



B 

D 

QjO 

E ~ 



CI) 



e 

s 

CO 

o 
o 

CO 



00 



c 

D 

o 

a> 

CO 

C 
® 
CO 



CM 



GO 



to 

CM 
I 

e 

CO 

I 

to 

0 
b 



CO 



E 
0 

CO 

p 

CO 

o 
o 



CO 



o 



00 



0 



00 



CO 



174 



BNSDOCJD: <WO 03062379A2_L> 



wo 03/062379 



PCT/US03/01363 




BNSTOCID: <WO 03062379A2 .I > 



wo 03/062379 



PCT/US03/01363 




0 
c 

CD 



CO 

< 

o 
£ 
o 

( 

O 

"> 

O c75 

in 5 

. . Dl 
^ -J 



in 
oj 
O 

CM 
O 

O 

CO 

C 

o 

C5) 
0 

<Dl 

dl 

o 



ID 
0 

4— 

o 

> 



is 



b 

. o 

Icq 



O 
-Q 
O 

IQ. 



O 
O 

jj 



CJ) 



a 
p 

I CO 



p 



CO 

0) 
O 



i 
! 

Q. 

I 



CM 

LL. 

CM 



3 
a 

0 
o 
c 
0 
•g 
> 

0 



._,o 

CO o 

PS 
2 0 

- >- 



0 

(J 
13 

O 
to 

CO 
0) 

9 
8 

D 
T5 



O 
Z5 
TD 

2 
a 
c 

o 
a 

0 

o 
c 
c 



o 
o 



O 
CO 
CO 

D) 



CO 

o 

CM O 



O 
O 



oo 

CO 
CM 
CM 
CO 
00 
CM 



O 00 

CO 

to CO 

CM 
CO «— 
U) 



S CO 



o 

s 

i 

CO 
CM 



0 



0 
2 

O 

CO 

£ 

0 

o 
b 
o 



D 
T3 

I 

C 
0 



O 



2 „ 



8 



CO 



CO 



o 

00 

o 



5 

o 



CO 



CO 
ooi 



C3) O) 



O 

a 

c 
c 

1 

o 
o 
c 
o 

E 
o 

"O 

I 

t 

CQ 

CO 

0 



o b 
Qj 

X 

CO 
CO 

0 
o 
c 
0 



a. 



o 

I 

LU 

O 
O 
CO 



o 



C5) 

o 
o 

e 

o 
o 

CD 
D 



CM 
O 

c 

CD 

SI 

c 

I 

c 

c 



CM 
CO 

1 

Q. 

, O 

a 

Dl o 
E 

ll 



oo 

(N 
CO 
CO 
CO 
CM 



CM 



LU LU 
O 
CD 

ooico 



8 



o 

oo 
CO 

oo 



CO CO 



o 

T3 
O 

QJ 
c 

2 
a 

T3 

0 
E 
o 
c 
c 



D) 



o 

to 
o 

CO 
lO 
C3) 



5 

CO 



o o 



lO LO 



o 

CO 



o 

"D 
O 

a 
c 

o 

T5 
0 

E 

D 
C 

c 



lO 

<> 

CO 

CO 
CM 



% 

o 

00 
CM 



oo 
oo 

CM 



o 

•D 

2 
a 
c 

o 

Q. 



O 

T3 
2 

CM 
c 

o 

V— 

a 



■D "D 

0 © 



o 

□ 
J- 

c 

13) 



O 

CO 

o 

CO 

CO 
CM 



lO 

cs 



CM 
CO 
CM 
O 



CO CO 



c 
Q 



CO 

o 

CM 



CO O; 

CM Kr 



0 



o 



o o 



CO CO 
CO CO 



CM 



CM 



CM 



CO CO CO 



CM 



OJ CM CM 



CM 



CM 



lO 



CO 



CO 



CM 



Q 

O 
Ilu 

CO 



to 



lO o 



oo 



oo 



C> 



o o 

CM CM 



CM CM 



CM 



CM 



176 



BNSDOCID: <WO .03062379A2_I. > 



wo 1)3/062379 



PCT/US03/01363 



LU 

I 

CD 
< 



) Annotdtion 1 


unnamed protein product 1 


unnamed protein product 


F23269 2 


BC331191J 


data sourceiSPTR, source l<ey:P16374 evidenceilSS-putative-similar to 
. ZINC FINGER PROTEIN 60 GFP-60) fZINC FINGER PROTEIN MFt:;..'^^ 


KIAAl 626 protein 


Unknown (protein for IMAGE:40 16433^ 


unnamed protein product 


data source:SPTR, source key:P02403, evidence:ISS-homolog to 60S 
RIBOSOMAL PROTEIN L37 (G1.16)-Dutative 


ribosomal protein L37 


ribosomal protein L37 


unnamed protein product 


1 

LJJ > 
^ C 

O) c 

o A 

O 2 
E c7i 

o 0 

CO < 
0 ^ 

o 
c 
® 

0 CO 
. CM 

CO ^ 
DC UJ 
UJ h- 

G cc 

0 LU 
0 V 

^ LU 

o ^ 

is 

O LU 


Unknown (protein for MGC: 1 367) 


dynein light chain 1 protein DLC-1 


C. elegans DLC-1 protein (corresoondina seauenc^ TPAAfi Q^ 


protein inhibitor of nitric oxide synthase 


KIAAl 457 protein 


hypothetical protein 


NIR3 


CGI-40 protein 


Similar to CGI-40 protein 


unnamed protein product 


Unknown (protein for iVIGC:46349) 


unnamed protein product 1 


conserved hypothetical protein 


CGI- 100 protein 


CGl-1 00 protein 1 


dJ976O13.UCGI-100 protein) 1 


r Probability Score 


1 l.OOE-179 


LO 

o 

o 
p 


l.OOE-109 


l.OOE-108 


5.00E-63 


l.OOE-178 


l.OOE-161 


l.OOE-151 


CO 
CO 

iL 
o 
o 

CM 


4.00E-38 


4.00E-38 


l.OOE-109 


l.OOE-96 


8,00E-39 


5.00E-22 


6.00E-22 1 


5.00E-22 


0.00 


0.00 


0.00 


0.00 


0.00 


0.00 


0.00 


o 
o 

CD 


3.00E-15 1 


2.00E-70 \i 


2.00E-70 1 


2.00E-70 ( 


Gl Numbe 


lO 

o- 
o 
D) 


022760462 


93540177 


Sg 

o 

CO 

o 

LO 


gl 2855931 


g 10047329 


g 18266873 


o 

CM 
CM 
O 


CO 
CM 

OO 


CM 
LO 

O) 


CM 
CO 
CM 

CD 


o 

LO 
LO 
O 

O) 


00 
CM 

O) 


gl6306813 


CO 

c> 

CM 
OO 

LO 

Oi 


i 


o 

5^ 


LO 

o 


96599224 


gl 2667438 


LO 

o 


g23274030 


g22761032 


g23242933 i 


g21 755437 i 


920616169 - 


94929669 : 


316741027 : 


311596068 : 


Stop 


o 

00 


oo 








2995 


2995 


2996 


1 


o 


O 


1314 


1314 


1314 


LO 


LO 


LO 


2971 


2971 


2971 


2541 


2541 


2541 


1433 


1433 ^ 


1433 . 


vQ 
O 
CO 


o 

CN 
CO 


CO 


t 

CO 


o 
a- 

Csl 


o 
o 

CM 


LO 
OO 
O 


LO 

oo 


LO 

00 

o 


o 


1979 


1979 


CM 


CM 


CM 


LO 
CM 


o 

LO 
CM 


o 

LO 
CM 


CM 


CM 


CM 


OO 


1148 


1148 


o 


o 


o 


CO 
CM 


CO 
CM 


CO 
CM 








' Length 


'vT 
CM 
LO 


CM 

LO 


CK 

o 

CO 


o 
o 

CO 


o 

CO 


CO 
CO 


o 

CO 
CO 


CK 
CO 
CO 


CO 


CO 

•O 

r— 


CO 

>o 


CM 
lO 
CO 


LO 
CO 


CM 

LO 

CO 


CO 
CO 


00 

CO 


CO 
CO 


oo 
o 
o 


CO 

o 
o 


CO 

o 

vO 




St 

o 


o 


O 


3 










Frame 


CM 


CM 






1 — 


CM 


CM 


CM 


CM 


CM 


CM 






r— 


CM ( 


CM 


CM ( 


CM 


CM 


CM 








CO 


CO 


CO 


PO 


CO 


CO 


SEQ ID NO: 




^ 1 

M < 




LO 1 




O • 

rsi ( 

I 


O ' 

( 


O 1 


^ I 
N 


1 


i 


30 ( 


X) < 
M < 


X) 
?M 


!> < 

?Nj < 


> < 


> < 

7 


3 ( 

r> i 


3 i 

2 < 


3 . 

:0 < 




"O 


( 

?o i 


:n 

PO 


M ( 
ro < 




:0 i 
2 < 


:0 t 
~— 1 


i2 



BNSDOCID: <WO 03062379A2 l.> 



wo 03/062379 



PCT/DS03/01363 



lii 

00 

< 



9 

CO 

o 
c 

Q) 
C5) 
O 

■D 
>- 

-C 
0 

x> 

0) 

:g 
o 



CO 

o 

C 

o 
o 

CO 

® 
c 

(D 

a 

(D 

< 



0 
o 



o 

c 



11 



0 

•o 

0 

-o 

>- 
jC 
0 
"O 
D 

E 
0 

CO 

g 
c 
o 
o 



CM 



O 
1X1 

X 



c 
0 

T5 
C 
0 

Q4 
ov 

+ 

5 



0 

E 
0 

E 



E 
to 

0 

CO 

D 
C 
0 
D) 

2 
n 

0 
"O 
0 

0 
D 



X 

U- 
Q- 

c 
0 



o 

CO 

o 
c 

0 

g 



c 

o 
a 
0 



8 



lO 

o 
CO 



c 

1 

Q4 

CO 
0 ^ 



0 
C3) 
C 

O 

c 

"rsi 
O 



0 
O 

O 

O 
Q. 

2. 

D 

E 
0 

SI 



o 
z> 
•a 
o 

a 
c 
0 



o 
o 

o 



CO 
CM 

g 

o 
c5 



o 

CO 



o 
CO 



CM 



CO CO 



0 
O 

O 

CO 

D 
CD 



^ 0 

o > 

c a! 
o 



o 
rj 

T5 
O 

a 

I 

a 

0 
E 

D 
c 
c 

3 



g 

O 



0 

a 
c 

I 

c 

ZD 



CO 



CM CSi 



CO 



G\ 

CO 



CO 



CO 




to 

G 

o 



o 

CQ 

1 

a 

D3 

c 



a. 
O 
< 
o 

a> 
o 
o 
E 
o 
x: 



CO 

CM 
O 



CM CM Q 
CM CM ^ 



CO 



CO 



lo m 

CO CO 



O 
O 

CM 
CO 

a> 



O Ch 
Csl CM 



Csl 



o 

o 

QJ 
c 

1 

o 
a 



CM 

O 



0 $ 

II 

■> a 

0 I 

<s ^ 

ICM LLl 
>. Q- 

12 

CO Q 

0 
(J 



CM 
CO 
lO 

o 



to 

lO CM 



CM 



CO 



CO 

to 
to 

CM 



0 
> 

1 

a 



CM 



CO 
O 
CO 

to 

O 

CO 
Csl 



LO 

o 
o 



CO 
CO 

CO 

op 
CM 



c 
"0 

a 

I 

o 
t) 

c 
o 

B 

Br 
o 

I 

CL 

Q 
< 



55 



c 
o 

Si 



^ rr 



o 
rs 
■o 
o 

a 
c 

o 

w 

04 

■Q 

0 

£ 

D 

c 

c: 



2 
a 

E 



o C 

E CO 
5 Q 



Si 

D O 

^ CO 

o 



CO 
CM 
O 

art 



r— CM 



CM CM 



O 



00 55 
CO CO 



CM 



CM S 
CO 

CQ 



CO 

o 
o 
E 
o 

SI 

1 

a 



C3) 



.-CO 
0 0)0) 



s 



CM CM 

^ 9; 



CM CM 



CM CM 



O 
O 

c5 



o 
o 



CO 
CO 
CM 
CO 



CO 
CO 
03 



CM 



CO 
CO 

to 



CO 
CO 
lO 



CO 00 
O Q 

o o 



CO 



CM 



CM 



178 



BNSDOCID <WO 03062379A2.I_> 



wo 03/(>62379 



PCT/US03/01363 




179 



BNSDOCID. <WO 03062379A2J.. 



wo 03/062379 



PCT/US03/01363 



Annotation 1 


KIMl 142 protein 1 


PAK4 protein 1 


serine/threonine kinase 


unnamed protein product 


unnamed protein product 


P26 protein 1 


Similar to HTPAP protein 1 


HTPAP 1 


data sourceiSPTR, source l<ey:Q9VND5, evidence:ISS-putative-relared To 
CGI 2746 PROTEIN 


Unl<nown (protein for IVIGC:37640) 


unnamed protein product 


Unknown (protein for MGC:33943) 


E74-iike factor 1 (ets domain transcription factor) 


Ets-famliy transcription factor ELFl 


transcription factor Elf-1 | 


euchromatic liistone methyltransferase 1 1 


unnamed protein product 


KiAA1876 protein 


RIKEN cDNA 2010002A20 gene 


Immunoglobulin domain containing protein-^doto source:Pfam, source 
key:PF00047, evidence :ISS- putative 


Immunoglobulin domain containing protein-doto source:Pfam, source 
key:PF00047, evidence;ISS-putative 


ATP-bindinq cassette sub-family A member 9 


ATP-bindinq cassette sub-family A member 9 


ATP-blnding cassette A9 


Unknown Cprotein for MGC:23949) 


Claudin 14-data source:MGD, source key:MGl: 1860425, 
evidence:ISS-putative 


claudin 14 


unnamed protein product 1 


Probability Score 


l.OOE-132 


l.OOE-132 


l.OOE-132 


l.aOE-103 


3.00E-99 


5.00E'92 


l.OOE-119 


3.00E-85 


3.00E-58 


0.00 


0.00 


0.00 


0.00 


0.00 


0,00 


0.00 


0.00 


0.00 


l.OOE-56 


l.OOE-56 


l.OOE-50 


l.OOE-122 


l.OOE-122 


l.OOE-121 


l.OOE-80 


l.OOE-30 


uu 
o 
o 


ll.OOE-155 


Gl Numberi 


06329959 


g41 64385 


04101587 


022760075 


gl5209772 


020377682 


021542541 


Q13182757 


g 12844263 


023273603 


010041649 


!g23271317 


020988140 


g 1501 0800 


gl 1995007 


020372683 


ql0434623 


q20522002 


ql 8490501 


CM 
CO 

00 

CM 
O) 


o 

5^ 
oo 

CM 
O) 


023451450 


023451407 


gl 7223624 


018088580 


00 

O 
O 
CO 
CM 

D) 


ql3452508 


1 

lO 

o 


StOD 


1512 


1512 


1512 


9: 
to 




LO 


CO 
LO 


CO 

o 


CO 

o 


1858 


1858 


1858 


2309 


2309 


2309 


3601 


3601 


3601 


CM 
CM 
O 


CM 
CM 
O 


CM 

o 


o 

oo 


1 

00 


o 

s 


1005 


900 L 


1005 


1112 


Start 1 


o 

% 


o 


1 


LO 

CVJ 


CM 


lO 
CM 


CO 


CO 


CO 


oo 


oo 


00 


1197 


1197 


11197 


o 

oo 

o 


55 
o 


o 
oo 
o- 


CM 
LO 


CM 
iO 


CM 
lO 


o 




o 


o 

U5 


to 
to 


9: 

lO 

to 


o 

CM 


Lenatiil 


) 

oo 

CO 
CO 


€0 
CO 

CO 


CO 
CO 
CO 








CO 


CO 


CO 








CO 


!^ 

CO 


CO 


00 


00 


00 


to 


lO 




o 

oo 
CM 


o 

00 
CM 


o 

00 

CM 






§ 


CM 


Frame 1 














CO 


CO 


CO 


CM 


CM 


CM 


CO 


CO 


CO 


CM 


CM 


CM 


CM 


CM 


CM 














CO 


1 SEQ ID NO: 


CO 


CO 


CO 

lo 


to 


to 




in 

lO 


iC 
lO 


lO 
lO 


<3 
iO 


>o 

lO 


<3 


lO 




1^ 
lO 


00 

to 




00 
lO 


9: 


lO 


to 




1 




5 


5 


5 


CM 
O 



BNSDOCID: <WO. 



.03062379A2.L> 



wo 03/062379 



PCT/US03/01363 



< 



Annotation 1 


Unknown (protein for MGC:16175) 


Unknown (protein for IMAGE:3625550) 


CIJ1056H 1.2.1 (novel protein similar to mitogen inducible protein l\/IIG-2 
(isoform 1)) 


Unknown (protein for MGC:46404) 


1 Unknown (protein for MGC:29726) 


hypothetical protein 


data source;SPTR, source key:Q9Z2BZ evidenceiiSS-^putative-similar to 
BRAIN MITOCHONDRIAL CARRIER PROTEIN-1 (BMCP-1) 


data source:SPTR, source key:Q9Z2BZ evidenceilSS-putative-similar to 
BRAIN MITOCHONDRIAL CARRIER PROTEIN-1 (BMCP-1) 


unnamed protein product 


Similar to RIKEN cDNA 2610509G12 gene 


PRO2000 


hypothetical protein 


unnamed protein product 


Zfp64 1 


reduced folate carrier protein 


folate carrier 


reduced folate carrier 


Domain of unknown function DUF36 containing protein-data 
source:Pfam, source key:PF01795, evidence:ISS~putative 


unnamed protein product 


Unknown (protein for MGC:32708) I 


RING finger protein terf I 


tripartite motif-containing 17 


RING finger protein terf I 


KIAAl 790 protein I 


Similar to hypothetical protein FLJ231 19 


unnamed protein product I 


PBXlB 


PBXIA 


Probability Score 


l.OOE-155 


l.OOE-77 


0.00 


0.00 


0.00 


5.00E-64 


9.00E-62 


9.00E-62 


0.00 


0.00 


0.00 


0.00 


OO'O 


8.00E-17 


0.00 


0.00 


0.00 


l.OOE-161 


1. OOE-136 


1. OOE-70 


l.OOE-165 


l.OOE-165 


9 L 1-300* I 


0.00 


1 .OOE-126 


1 .OOE-109 


1 .OOE-84 


1 .OOE-84 


|GI Number 


gl 3938457 


g 13436338 


00 
o 

oo 

CO 


g23273527 


gl6878257 


CO 

LO 

o 

Si 


gl2856090 


o 
to 

oo 

CM 
O) 


g21 756799 


g 1393801 3 


g6650822 


g 13365895 


g21 749428 


gl842216 


g717056 


LO 

CO 

o 

CM 
OJ 
CD 


Ig2967654 


gl2832845 


g21 749636 


g21410962 


lO 
O) 


CO 
o 

CM 


CO 

to 

CO 

LO 


r— 


CO 
o 

lO 
CO 

O) 


gl0439701 


to 
to 

o 
o 

CO 


lO 

to 
to 

o 
o 
oo 


a 
p 

CO 


1112 


1112 


2420 


2420 


2420 


CM 
CM 
OO 


CM 
CM 
OO 


CM 
CM 
OO 


3751 


3751 i 


3751 


2116 


2116 


2115 


CM 
O- 
00 


CM 

2: 

CO 


CM 
O 
OO 


oo 

CM 


o 

CM 


o 

CM 


lO 
CM 
CM 


to 

CM 
CM 


to 

CM 
CM 


o 
o 


o 

r\ 


o 
o 


s 

o 


s 

o 


Istart 


o 

CM 


o 

CM 


CM 
CO 


CM 
CO 


CM 
CO 


O 

CO 


O 
CO 
^ 


O 
CO 


CM 


CM 


CM 








CO 


CO 


CO 


CM 
CO 


CM 
CO 


CM 
CO 


CO 
00 


CO 

00 


CO 
OO 


CO 


CO 


CO 


1253 


1253 


1 Length 


oo 

CM 


CO 
CM 


CO 
O 


CO 

O 


8 


OO 
CM 


CO 
CM 


00 

CM 


1250 


1250 


1250 


lO 

o 


§ 


to 
o 


o 


o 

CO 

o 


O 
O 


oo 

CO 


00 
CO 


O 
00 
CO 


CO 


CO 


CO 
CO 


18 


43 
o 


lO 

o 


CM 


o 

CM 


Frame 


CO 


CO 


CO 


CO 


CO 








CM 


CM 


CM 






r— 


CO 


CO 


CO 


CO 


CO 


CO 


CM 


CM 


CM 


CO 


CO 


CO 


CM 


CM 


SEQ ID NO: 


o 




CO 

o 


CO 

o 


3 


3 


3 




lO 

o 


lO 
O 


LO 

O 




>o 


o 
o 


o 


o 


O 


CO 

o 


OO 

o 


S8 


o 


O 
O 


O 


O 
1^ 


o 


o 







181 



BNSDOCIO: <WO__.0306237aA2.l_> 



wo 03/062379 



PCT/US«3/(n363 









5^ 
























ted protein 3 


















e-related to 
















Annotation 


homeobox protein 


hypothetical protein 


iZinc finger,. C3HC4 type (RING finger) containing protein-dc 
source:Pfam, source key:PF00097, evidence:ISS-puta1 


iSimilarto RIKEN cDNA0610037N03 gene 


gene overexpressed in astrocytoma 


estrogen responsive finger protein (efp) 


zinc finger protein 147 (estrogen-responsive finger protein) 


insulin receptor substrate protein of 53 kDa (a shorter form) 


insulin receptor substrate protein of 53 kDa (a longer form) 


BAP2-beta protein 


KIAA0703 protein 


putative secretory pathway Ca-ATPase SPCA2 


Unknown (protein for IMAGE:4984604) 


SH2 domain-containing phosphatase anchor protein 2b 


immunoglobulin superfamily receptor translocation assoclal 


SH2 domain-containing phosphatase anchor protein 2a 


enaptin 


nesprin-1 


enaptin 165 short isoform 


hypothetical protein 


KIAA0931 protein 


KIAA0606 protein 


Unknown (protein for MGC:5352) 


data source:SPTR, source key:O46084 evldence:ISS~putativ 
EG:63B12.4 PROTEIN 


Hypothetical protein R07G3.5 


unnamed protein product 


gl -related zinc finger protein 


gl -related zinc finger protein 


unnamed protein product 


Similar to RIKEN cDNA B830026H24 gene 


iblllty Score 


CO 




CM 


CM 
CO 




CO 


CO 


CO 


CO 


CO 


CO 
CM 


CO 

o 


o 




















o 

CO 


CO 
CM 




CO 

o 


O 


o 


o 






DQOj 


OOE- 


o 
o 


OOE- 


OOE- 


OOE- 


■300 


OOE- 


,00E- 


OOE- 


,00E- 


.OOE- 


.OOE- 


OOE- 


o 
o 


o 
o 


o 
o 


o 
o 


o 
o 


o 
o 


o 
o 


o 
o 


o 
o 


■OOE- 


.OOE- 




.OOE- 


.OOE- 


,00E- 


.OOE- 


O 

o 


o 
o 


Q- 




CD 








CM 


CM 












CM 


C) 


c5 


c5 


C) 


c5 


c5 


c5 


CD 


C) 
















C) 


c5 


CD 

E 

ZD 

-z. 

O 


g456109 


to 

00 
CM 
CM 
D) 


Igl 2845866 


gl 3477235 


gl 5741 221 


O 
CM 

r-H 

CO 
LO 


|gl 6877339 


Ig4239984 


g4239982 


g41 26477 


CM 
CM 

CO 

CO 
C3) 


oo 

OO 

o 

LO 
LO 

o 


g20072000 


gl 6033591 


gl 8092655 


gl 6033588 


g22597198 


g24417709 


g22597200 


g 13365845 


g4589506 | 


CO 

o 

LO 

o 

CM 

o 


gl4198272| 


CO 
CO 

oo 

CM 
O) 


g23820820 


gl3185169i 


gl 73904451 


g61 75860 


g21 755898 


gl 820401 2 


a 
p 

CO 


6061 


lO 
CO 


1315 


1315 


OO 

CO 


oo 

CO 


CO 

CO 


CM 

o 


CM 

o 


CM 

o 


CO 


CO 

CO 


CO 
CO 


o 


o 




2816 


2816 


2816 


2804 


2804 


2804 


CO 


CO 

OK 


CO 


? 




o 
o 


CM 


CM 


Start 


1253 


CM 


CM 


CM 








CM 


CM 


CM 




o 


o 

s 


lO 
lO 
CM 


LO 
LO 

CM 


LO 

lO 
CM 


CO 


CO 


CO 


CM 


CM 


CM 


CM 


CM 


CM 


o 

CM 






OO 
CM 


00 
CM 


Lengtin 




CO 


GO 
CO 


CO 
CO 


s 


s 


o 
o 


LO 

CO 


LO 

CO 


lO 

CO 


CM 


o 
o 

CM 


o 

CM 


o 


o 


O 

!^ 


oo 

2? 
o 


CO 
CO 


oo 

CO 
O 


OO 

o 


OO 
CM 
CK 


CO 

Si 


s 

CO 


s 

CO 


o 

CO 


o 

CM 
CO 


o 

CM 
CO 


CO 


OO 
lO 
CO 


OO 

LO 

CO 


! Frame 


Csl 


CM 


CM 


CM 








CM 


CM 


CM 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CM 


CM 


CM 


CO 


CO 


CO 


CM 


CM 


ID NO: 




CM 


CM 


CM 


CO 


CO 


CO 










LO 


LO 




O 


O 








oo 


OO 


oo 


O 


Ch 




O 


o 

GO 


O 
oo 


o 

CO 




OO 


ISEQ 

































































BNSDOCID: <WO 03062379A2_I_> 



wo 03/062379 



PCT/US03/01363 



c 
o 

o 
c 
c 

J< 

o 
o 

CO 



XI 
D 

O 
qI 

0) 

E 



a 
p 

CO 

iz 



c 
E 

D 



O 



D) 

O LU 



UJ 



UJ 

Q 



ZJ 



LU 
LU 

0 



O 

ZD 
Q 
2 



to 
o 

lo 

O 
(J) 



o 



c 

'go 
© 



0 



UJ 

o 

CO ^ 

D UJ 



^^5 



2 
a 

o 
o 

i 



1 

JO 

o 
o 

3 



D 

c 
2 

X 

o 



2 
a 

D 

o 
o 

Q. 



g 
a 

c 

o 
c 

c 



c 

a 
2 

o 



c 

:2 

2 
a 

o 
>^ 

CO 



I 



o 
o 

o 

o 
o 

00 

oo 



CM 



CO 
CM 



CO 
CO 



o 
o 

o 

CM 
CM 



o 
o 

c5 
o 

ts 

s 

o 



ih 

o 
o 



o 

CM 



in 
o 

CO 

o 

CO 

CM 



CO 

o 

I 

CD 



o 



OO 
CO 



oo 

CO 



o 

oo 

CM 



CM 



O 
OO 
CM 



CM 

o 
o 



o 



CO 
I 

UJ 

o 
o 



c 
0 

2 
a 

o 
£ 

t 
o 
a 



I— 
c 

"0) 

o 
QJ 

it: 
O 

£ 

D 
Q. 
4= 



O 

"D 
O 

Q. 
C 
® 

2 
a 

T3 

E 
o 
c 

c 



o 

3 
T5 
2 

I 

a 

T5 
CD 

E 

D 
C 

c 



o 

■o 
2 
Qj 
c 

o 

Q. 

■D 

0) 

E 

D 
c 
c 
3 



o 

CO 

CO 

o 
0 



D 

g 

<D 
SI 

■4— 

o 

Q. 



o 

O 

a 
c 

2 

Q. 

"O 

CD 

£ 

D 
c 
c 
3 



c 
2 

Q. 
CO 



2 

C 
O 

c 



o 



E 

to 
C 

2 
a 

1 

CM 

o6 
O 
o 

to 

< 



o 

< 
< 

E 

'<o 

C 

]g> 

2 
a 

o 
c 



c 
2 

Q. 

D 

O 

£ 
o 
a 
>. 
sz 



c 

2 
a 
o 

I 



•tz 
O 
sz 

00 

D 
O 

o 



CO 



to 

oo 
CO 



lO 



OO 

1^ 

CM 

CO 

lO 

CO 



o 
o 

CM 
CM 



o 
o 

CD 

O 
O 
CO 

to 

CM 
CM 



to 



CO 



CO 



CO 



CO 



00 



CM 
CO 



CM 
CO 



CO 
CO 



OO 



OO 



CO 



CO 



o 
o 

CD 

9: 

CO 

to 

o 

Co 



CO 



CM 



o 

UJ 

o 
o 
c> 

OO 

CM 
CM 



00 
00 



UJ 

o 
o 



s 



lO 
lO 
CM 

o 

CM 

to 



oo 

CM 
CM 



CO 



CM 



5 



oo 

CO 
O 



5 



CM 



O 
CO 

o 

CO 
CM 



00 
CM 



CO 
CO 

CM 



Ul 

o 
o 

CO 

o 

lO 

o 



lO 



3 



CO 



o 
o 



o 



o 
o 

ih 

o 
o 

CO 

o 
o 
o 
CO 
to 
o 

CM 



0)0)0) 



o 

CO 
Ch 

to 



lO 



o 

lO 

to 



o 

lO 



CO 



to 

CM 
CO 
CO 



CO 



o 
o 
o 

to 
oo 

CM 
CM 

o 



oo 

CO 
lO 

to 
O) 



to 
to 

CM 



CO 



CO 



CO 



CO 



CO 



CO 



CM 



CM 
O 



O 

o 
o 
to 

CO 
00 

CM 



to 

lO 
CM 



CO 
CO 



CM 



o 



183 



BNSDOCID: <WO 03062379A2. 1_> 



wo «3/(>62379 



PCT/US03/01363 



Annotation 
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data sourcG'.SPTR, source l<ey:Q9UII4, evidence:ISS~homolog to CYCUN-h 
BINDING PROTEIN 1 -putative 
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unnamed protein product 1 
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Similar to hypothetical protein FU 10846 
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1. An isolated polynucleotide comprising a polynucleotide sequence selected from the group 
5 consisting of: 

a) a polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-104, 

b) a naturally occurring polynucleotide sequence having at least 90% sequence identity to a 
polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-104, 

c) a polynucleotide sequence complementary to a), 

10 d) a polynucleotide sequence complementary to b), and 

e) an RNA equivalent of a) through d). 

2. An isolated polynucleotide of claim 1, comprising a polynucleotide sequence selected 
from the group consisting of SEQ ID NO: 1-104. 

15 

3. An isolated polynucleotide comprising at least 60 contiguous nucleotides of a 
polynucleotide of claim 1. 

4. A composition for the detection of expression of disease detection and treatment molecule 
20 polynucleotides comprising at least one of the polynucleotides of claim 1 and a detectable label. 

5. A method for detecting a target polynucleotide in a sample, said target polynucleotide 
conq>rising a sequence of a polynucleotide of claim 1, the method comprising: 

a) amplifying said target polynucleotide or fragment thereof using polymerase chain reaction 
25 amplification, and 

b) detecting the presence or absence of said anq[>lified target polynucleotide or fragment 
thereof, and, optionally, if present, the amount thereof, 

6. A method for detecting a target polynucleotide in a sample, said target polynucleotide 
30 cono^rising a sequence of a polynucleotide of claim 1, the method comprising: 

a) hybridizing the sample with a probe comprising at least 20 contiguous nucleotides 
comprising a sequence complementary to said target polynucleotide in the sample, and which probe 
specifically hybridizes to said target polynucleotide, under conditions whereby a hybridization 
complex is formed between said probe and said target polynucleotide or fragments thereof, and 
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b) detecting the presence or absence of said hybridization complex, and, optionally, if 
present, the amount thereof. 

7. A method of claim S, wherein the probe comprises at least 30 contiguous nucleotides. 

5 

8. A method of claim S, wherein the probe comprises at least 60 contiguous nucleotides. 

9. A recombinant polynucleotide comprising a promoter sequence operably Unked to a 
polynucleotide of claim 1. 

10 

10. A cell transformed with a recombinant polynucleotide of claim 9. 

1 1. > A transgenic organism comprising a recombinant polynucleotide of claim 9. 

12. A method for producing a disease detection and treatment molecule polypeptide, the 
method comprising: , . 

a) culturing a cell under conditions stiitable for expression of the disease detection and 
treatment molecule polypeptide, wherein said cell is transformed with a recombinant polynucleotide 
of claim 9, and 

b) . recovering the disease detection and treatment molecule polypeptide so expressed. 

13. A purified disease detection and treatment molecule polypeptide (MDDT) encoded by at 
least one of the polynucleotides of claim 2, 

25 14. An isolated antibody which specifically binds to a disease detection and treatment 

molecule polypeptide of claim 13. 

15. A method of identifying a test compound which specifically binds to the disease 
detection and treatment molecule polypeptide of claim 13, the method comprising the steps of: 
30 a) providing a test compound; 

b) combining the disease detection and treatment molecule polypeptide with the test 
compoimd for a sufficient time and under suitable conditions for binding; and 

c) detecting binding of the disease detection and treatment molecule polypeptide to the 
test conq)ound, thereby identifying the test compound which specifically binds the disease detection 

3 5 and treatment molecule polypeptide. 
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16. A microarray wherein at least one element of the nucroarray is a polynucleotide of claim 

3. 

17. A method for generating a transcript image of a sample which contains polynucleotides, 
5 the method comprising the steps of: 

a) labeling the polynucleotides of the sample, 

b) contacting the elements of the microarray of claim 16 with the labeled polynucleotides of 
the sample under conditions suitable for the formation of a hybridization complex, aad 

c) quantifying the expression of the polynucleotides in the sample. 

10 

18. A method for screening a compound for effectiveness in altering expression of a target 
polynucleotide, wherein said target polynucleotide comprises a polynucleotide sequence of claim 1, 
the method comprising: 

a) exposing a sample comprising the target polynucleotide to a compound, under conditions 
15 suitable for the expression of the target polynucleotide, 

b) detecting altered expression of the target polynucleotide, and 

c) comparing the expression of the target polynucleotide in the presence of varying amounts 
of the co]iq>ound and in the absence of the compound. 

20 19. A method for assessing toxicity of a test compound, said method comprising: 

a) treating a biological sample containing nucleic acids with the test compoimd ; 

b) hybridizing the nucleic acids of the treated biological sample with a probe comprising at 
least 20 contiguous nucleotides of a polynucleotide of claim 1 under conditions whereby a specific 
hybridization complex is formed between said probe and a target polynucleotide in the biological 

2 5 sanq[>le, said target polynucleotide comprising a polynucleotide sequence of a polynucleotide of claim 

1 or fragment thereof; 

c) quantifying the amount of hybridization conq>lex; and 

d) comparing the amount of hybridization conqplex in the treated biological sanq>le with the 
amount of hybridization complex in an untreated biological sanq)le, wherein a difference in the 

3 0 amount of hybridization complex in the treated biological san^le is indicative of toxicity of the test 

conipound. 

20. An array comprising different nucleotide molecules affixed in distinct physical locations 
on a solid substrate, wherein at least one of said nucleotide molecules comprises a first 
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oligonucleotide or polynucleotide sequence specifically hybridizable with at least 30 contiguous 
nucleotides of a target polynucleotide, said target polynucleotide having a sequence of claim 1, 

21. An array of claim 20, wherein said first oligonucleotide or polynucleotide sequence is 
completely complementary to at least 30 contiguous nucleotides of said target polynucleotide. 

22. An array of claim 20, wherein said first oligonucleotide or polynucleotide sequence is 
completely complementary to at least 60 contiguous nucleotides of said target polynucleotide 

23. An array of claim 20, which is a microarray. 

24. An array of claim 20, further comprising said target polynucleotide hybridized to said 
first oligonucleotide or polynucleotide. 

25. An array of claim 20, wherein a linker joins at least one of said nucleotide molecules to 
said solid substrate. 

26- An array of claim 20, wherein each distinct physical location on the substrate contains 
multiple nucleotide molecules having the same sequence, and each distinct physical location on the 
substrate contains nucleotide molecules having a sequence which differs from the sequence of 
nucleotide molecules at another physical location on the substrate. 

27. An isolated polypeptide comprising an amino acid sequence selected from the group 
consisting of: 

a) an amino acid sequence selected from the group consisting of SEQ ID NO: 105-208, 

b) a naturally occurring amino acid sequence at least 90% identical to an amino acid 
sequence selected from the group consisting of SEQ ID NO: 105-208, 

c) a biologically active fragment of an amino acid sequence selected from the group 
consisting of SEQ ID NO: 105-208, and 

d) an immunogenic fi:agment of an amino acid sequence selected from the group consisting 
of SEQ ID NO: 105-208. 

28. An isolated polypeptide of claim 27, conqprising a polypeptide sequence selected from 
the group consisting of SEQ ID NO: 105-208. 
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<160> 208 

<170> PERL Program 

<210> 1 

<211> 1947 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 1447398 . 9 :2002JAN18 
<400> 1 

gctacttctg tcactacgtg ccatccactg cctgtcccgc ctccacccat tgcgtcattg 60 
caggctcatg ccctggctat gatgtttcat gtacggtggc taaatttcac gcctggccac 120 
agaagtatca tttctgtgcc tttgccactc atgtcttcta agcctccgaa ataagaggag 180 
caggaccaga agaagagcag ccattgttct ctgcagacag acacattctc tcacatgtcc 240 
ccggggccac agacctcttt atgttctaac tgggtctgca cagaagaggc aggagacagg 300 
ctttagcctc aagggaggga gagagaggca agaggccaca gtccccaagt taggaggcca 360 
caaggaaaga aaaggacttc tgtgaagaaa agagtcccgt ctgagttgca gtccacttgc 420 
ctggggccac tggaggagat ggggctgggg aggggccgct gcagggagga gggcgggggt 480 
cagcggctgt gacatgacgc acgtgcctct cctgggcttg aaattgagga actgaggagg 540 
cggtggtggc gagagtcagt ctttcagagc acaggatgga acaagaactc cagccactga 600 
ctgtctcatg tatctgcaag ggccgaggaa attaatgacc caaggaggct atgatatggt 660 
ccaaaaactt ttcctggatt ttttccgtag gcggctgagc cagaggccaa ctgcagagga 720 
actggaacag aggaacattt tgaaacctcg gaatgaacaa gaggaacagg aggagaagag 780 
agagatcaag aggaggctaa cccgaaagct cagtcaaagg cccacggtgg aagagcttcg 840 
ggaaagaaag atcctcatcc gcttcagtga ctacgtggag gtggctgacg ctcaggacta 900 
tgaccgcagg gcagataagc cgtggacccg cctcaccgct gcagacaaag ctgccatccg 960 
aaaggagctc aatgaattca aaagcactga gatggaagtt catgaattga gtagacactt 1020 
aacaaggttt caccgacctt aacagtcgaa ttcctcttga gtgctatgct gtcttcaaaa 1080 
cataaattta taagaaccat aagtgctggt atttattcac ttccccatta cgatgtaaat 1140 
cttctgaact gccttttttt taaaaagaag aaaaatcaag gaaacacaat caggatttta 1200 
tgtgtgaaaa cgcaaaagtg atggctcggc ggtccgagct gctggtccca cttctgacac 1260 
caaaatgcat cccaaccccc ggcagtgcca agggcaccag cagggccctg actgaagact 1320 
gtctggcagg tggaacggtc cttgtcctct ccagccaggc ccagcaggca ctaccttcat 1380 
aagtctccag caaacctctt cctcacaagt gtctgtcatc tgagtccaaa gaaagctgaa 1440 
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ggggtgggtt tgttttgggg gtactgtgca aagctaaga tctggttjga Jt^ctacact 1500 
?gSca?atg tactggctcc agacatgaca "tggtttgg ^f ^^^^^l agcgtccctg 1620 
caagaaggag tgaacacttc tcagttgccc ^^ggcttttc g ^^^^^ aggggccaga 1680 
aatataaaat gtacagagtg ^^gtgggaag ^aggc|ggag H gaaaatgggg 1740 

ccacccaggg atttatgagc cgattggagg agcttggac ^^^^^^ aggaagaatt 1800 

aacccttgaa aatcttcaag ^agagagtga ^"JJJ^JJJ Lcagggcac ttatgccagc I860 
faSfaSc SSgSr. fclfcaaS TtgK cagcatggtg ggagagga.c 1S20 



agggtagtgg ttatgtgcaa aagctct 

<210> 2 

<211> 1857 

<212> DNA 

<213> Homo sapiens 

<220> 

?icSe^D"S:: I..:201488.3:2002J^N18 



ggagcgggcg ctcgaggcgc gca^ ll^lllllll 

IZlllllll iTilllT. ScScfcg? SSjacS a^^^ aa.gcg.tct 180 
KScSl^ggg tgagaaagtg tactgccagg a^jacttcct Jtactccggg ^^^^^^^^^^ 
cggccgacaa atgcagcgtg tgtggacatc ^^atca ya ^ ^gc ctggacgggg 360 
gSag?ccta ccacocaggc tgcttccggt Q^tccgtgtg ^aatg g^g^ cacacggttt 420 
Itcccttcac cgtggacgtg gagaacaaca ^ctactgcgt 9 J ^ tgcgagacaa 480 

ttgcaccaaa atgcgcctcc tgtgcccgtc ^Jatcctccc tgtgaggact 540 

ccatccgtgt ggtgtccatg saoagagact accacgtgg I ggccacctac 600 

gcgggctgca gctgagcggg gaggagggac tcttccctca cccactgtgc 660 

tgtgtcgtcg ttgccacctg cggcgcctcc aacctgggcc ^ tgtgggtgtg 720 

a?g?ca?tga gctctgagca ggggaaaacc ^^tccctggg ° J ^^^^^^^^^^ 
aaaggagggc ccgcgtgggt ggccctggtc agcgtcaggg tttattcacc 840 

SSglgc tgctgtctgc aggggccgga -cccgcgtg ^aagcttcta ^^^^^^^^^^ 
gtctgtgcct gctcaagtca cttccctgcg 9J°^J^JJ taggccgtgg gtcaccaggc 960 
Itttccactt ggaggccccc tgtgccctgc agcctcaggg J| ^ gctgggtggg 1020 
tggagagggc ccctgccttg gccaggggtg ==9aggtgacc ^J^c g cgacctcgca 1080 
agtJclStc tgttgttcag Jg-ggJ SSSggc tggSggac atgggtgttc 1140 
aagcgcactc ccgggcaggg ^gtggtccgg a^sy «««« tgcctggttt aggcggggtc 1200 
ctScatctcc tagcgcagtt cctgctggtg J^^ggaaggg || actgcctgtg 1260 

ccaggagggg Qtgaggggtg acacccttgg jsagggggcc ^9 ^^^^^^^ cggccccagt 1320 
gccacgtggt gtctgtggga attggtcctg ^ ccccgacccc cctgctcagc 1380 

tgccgccctg ctccctcttc cagggctcct 99°"gggcc « ^ gagaggggcg 1440 
tcgg^aaaat ccccgtgcgg ^tccagcccc gSag^gJct ccacgacaaa 1500 

ccctggccac gcttcaggaa agcctgtgtc l^'z^^JZa tattttcatt ttctttaaaa 1560 
aggacaagat ttgacttaaa ttaagttttt ^ccttgagga ^atr ^aatgccggc 1620 

SStataatt ttcttctaag atcttggacc agccttgtta ttttt 5 ^gg^^ecttg 1680 
laactcacaa gtgtctagtt tgtctgttac gagctggtt t^cagg gg ^^^^^^^^^^ ^740 
tggtttcagg acttttgtcc tgaaattcct gJJ^JJ^^ ?taagSgcgg tcgccccatg 1800 
S^gcaSS ?g~cS c^glllcJ ctgacgggaa .gtgggg 1B57 



<210> 3 

<211> 2140 

<212> DNA 

<213> Homo sapiens 

<220> 



^r=."ca ,ct3t««.. 8a«tc«=ct g«a=ca«,9 .«c«c,« =«.«a.ca 60 
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?gtgc::;S aSSSS ta^lSScca Sa^t'^^^^ -aggggact tcaagctgcc 120 
gatctgaggc agggttttcl atSaaI^»S= cggagtaaca gtgattgttt tcaggaagag 180 
cttacttgL c??Jgagaa; SSSSgSa alt^ft^^'''' cccttttggg gcagcctca? 240 
gcagaataaa tgglcaact? gtaa?t?taa gacagtttac aaggggatta 300 

tcccatttac ajctatccga ?aaacttc^n f^^^^^^^^^ catgaatgca gaggaaggag 360 

tgctcctgca tSacaS?c SJSccJ^ag ^gaS? atSSttS ^"^^^^^^^ ^^0 
acacagacct ggcccagtat atatr-hr-aX^ agacactgac attcgttttt gaatacatgc 480 
gacttttcat g?ttcXc?t ^tgSgggc ?ggcg?fS? Jca^^^''"^^ cataatgtca 540 
cacagggacc tgaaacctca gaac??actc ItHalt^^l ccaccaccaa acacgttctt 600 
gatttgtggt cttgcccggg IcStS? terof^o^ tgggagagct caaactggct 660 
gaccctctgg taccggcc?? ctoaS^hfJ tcccagccag acatactctt cagaagtcgt 720 
ggacatatg ggtg?Sgct gca?c?ttat ?aS?a?t^ actgaatatt cctctgagct 780 
tggggtttcc aacatcc?tg Scagctaaa allltlnlt^ cagggtcaac ctttgtttcc 840 
agaggatact tggccgggal tctlcllact t^nttl^^^ ^aggtgctgg gagtccctac 900 
gcctacgcct cgLgc???! atat?atS ^f'' aatccagaat ggttcccact 960 

agacctggcc tcccagatgc talaaaact? fo^^^^^*"^ ggcagggttc ctgaagctga 1020 
acttgttcat gatta??S gcgcc??gcc atctcSItS cccaggaagc 1080 

agtctttgtt tacagtttca aalatal^^t atctcagctg taccagactt cctgatgagg 1140 
cctaccagaa aggtSaccac SagcSSS tSgaaS ctaS^'^"" cttttggoct 1200 
gatcaccaag gttcttccag ggctgtaSt lllftltttf. ""^ff^^^^^^ gaaagggcga 1260 
ttactaagaa gcttcaaatc taac?o^»^= ctgcagtttc ggttatcata ttgcttcagc 1320 
gacctgglat StttJaatJ taSt«^^Sf =^^^^^^^^9 ggctttatgt cctcacctat 1380 
cagtgglagg SaSjcS? ScKttac Itlatltft^ cataatagtg gaagaaaatt 1440 
tggacataaa ctaag?ctaa Sagagggct tc?gSJac tS^^^'^^f^ ttaaaaaaac 1500 
aagagattcc tgggctagaa acrttaat??^ ttcattcatt tggcattgtt 1560 

aaaagaatct gSgacSaJ ??gg?gctta caaaa!^^^° agataagaga. ctgacaattt 1620 
aatttctccc aacaaaagj? tt?S?taJc a^«^f™ ^ ccactcctgt- gttcacttac 1680 
agatggtttc ttggataSJ tgt^aJcIIa ctagcctaaa. gtttagaaaa 1740 

ttgtaggggg cac^tcc^cS t?cactaJJc taaat^^^n ^^^^^^^att tattattatt 1800 
catattttag aagtttggat ttSacfco^^^ gaacgtatta ccacccaacc 1860 

tactgaatc? talt^g?c?g tgfJS^taS ^"^^raaatg. aatttcaggc tatctcctcc 1920 
gatggtggag atattgaaS 2ta??tgSg a;c;Sa^S ^^^^^^ctaa gcgctggttt 1980 
tgttgcacca ccacaoacac a?acfcac^o t^^f:^^^^"" caaagatgta atttaagccc 2040 
atgagagatc tgtcttaSt ^^c^cg^Sg T^Ttl^^l -acacaccc ctcaagtaaa 2100 

<210> 4 

<211> 1560 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feat\ire 

<223> Incyte ID No: LG:7682817 . 1 :2002JAN18 
<400> 4 

?a2?S: JtSSS gcJStgaSa ItTcllliT. ^f-^-^*^ cttaatataa 60 
acgtatagaa agcagagaSt SScJctS aafS^^^? ttaaataata agatactgtt 120 
gtggaaggaa gaaaagttta aIctaaSt^« ?f^! r*"^ gaaggtactt ttggattaga 180 
agggactttg aatat?gttc ?caSf?ctt Itt^t^? cacattaaag tctagactgc 240 
agaaagtttt tgagca^gga aSS^aSa ata^S^ff cctacacgat gaagagcttt 300 
gaggagtgga gtgtggtala acSr^JJf S^t^cffttttc agaactttgg tactgtaaca 360 
tcacaag??t Lgt^ccaS ItcacJgSa JSJalct?^^ tttagaatta gttgccatgt 420 
gagctgtgag ctctgattca aaactShn« ^^^^^^^tgg gccaaggatg gagtggaaga 480 
aagtgctca? ggag?agtc? JScaaJctaa cgtgtgggac aaccaggcgg 540 

aaaacatcaa ItggcSga?a aaaaatgtta atagttgctt cttctttgag 600 

aggagtgcga cSg^Scc c??ggg?t?c ^aSaff^^ ^^tgaggggg caaggggtgc 660 
tggcatctgg ggctagjgcc tSSaoa l^^^t^ aactgcagag gcttccgcat 720 
gccacctggt cLgaSltg ^aS^caag? ccct^a^«^« tatgcccatt accaagctgg 780 
ccatcaagga gtctaagatc a??Sactt?t t^^l^^^^^ aatccatctc ttctccctgc 840 
aagattatgc caatgclgal gca?acSoc atS^.of^'' tctctcaagg atgaggtttg 900 
gttgccttca gggactaSa caot^«S?^ atcagccagc acatcaggtt caaggcattt 960 
gggactagaa cggtcacgtc tagtgtgggt gttaagtgtt ccaaggagat 1020 
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gccgtccgag gggccatcat 
tgggggaaca agatcagcaa 
tctgcgcttg tgcgcctcat 
actctctaga atgctgctgt 
gctgcactgc caccctgggc 
tacagctgcc tgacccccga 
gaattcactg accacctcgt 
gcagctgtgg ctgcaacata 
aagaaatgtt agaggttaaa 

<210> 5 
<211> 766 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> inisc_f eature 
<223> Incyte ID No: LG: 7685059 . 6 :2002JAN18 

<400> 5 

gtcacaaaaa gaaaggacgg gacttttggg ggggcctctt cgtggcggcc attttagctt 60 
ctctgaggtg tgttcaccgg atcagagata gcagagcgcc gagttggggc cacgaaggcg 120 
tgaggggagt cgtcgtccct cctgcacgaa agcgtctaag ccttggcgac gccgccctgg 180 
gggacccacg tcaggcctgg gatagggacc gctgtccccg ggtccctacc aatgtcgccc 240 
gtcgctcccg gcccagctct acccgcagag tctgatggca gcggccactc tgaggacgcc 300 
aactcagggc actgtgacct ttgaagatgt ggccgtacac ttctcctggg aggaatgggg 360 
tctccttgat gaggctcaaa gatgcctgta ccgtgatgtg atgctggaga acttggctct 420 
tttaacctct ctagatgttc atcatcagaa gcagcacctt ggagaaaaac atttcagaag 480 
caatgtgggc agagccttgt ttgtgaagac ctgcacattc catgtgtcag gggagccttc 540 
cacctgcaga gaagttggga aggacttcct ggccaagttg ggatttctcc atcaacaggc 600 
tgctcacact ggggagcaat caaatagcaa aagcgacgtt ggggccatca gtcacagagg 660 
aaaaactcat tgcaactgtg gagaacacac aaaagcattc agcggtaaac acacacttgt 720 
tcagcagcag agaaccctca ctacagaaag atgttacata cgcagc 766 

<210> 6 
<211> 901 
<212> DNA 

•<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 7689671 . 1 : 2002 JAN18 
<220> 

<221> iinsTire 

<222> (1) ... (901) 

<223> a, t, c, g, or other 

<400> 6 

ctttctcatg agaggtaata ctgacccact atacagagag acactagagg tgatccaggc 60 
agcatatctc agtctctgaa atcaccaatg agaggcatgt ccttgttggc tgtcacttta 120 
ctgaatatat tcaattctag catcagaatt gctgtgatgg agaaagtgag tgtagacaga 180 
agacaagagg ctgaccaagt cattgaataa atttttggag tccacagcat cgtgtgaact 240 
tctgaagtga gtatagattc ctaatgctgt tggtctgaac cttcctcctc tgccatgtgg 300 
gatgtttcag gactcagtga cctttgagga tgtggctgtg aacttcaccc aggaggagtg 360 
ggctttgctg ggtccttccc agaagaatct ctacagagat gtgatgtggg aaaccttcag 420 
gaacctgatg tctgtagaag tcatatggta gagagagtct gaaggtaagg aagatggtca 480 
atgtgaagag atcttcagcc ttgttccaaa tggtatagtg aagacgactt ttactggagt 540 
caaatcatgt gaaagcagtg tgtgtgaaga aggcaatatg gatcattcat ctcttaattg 600 
ctgcatcaga gctgacactg gacacaaatc agatgagtgt cagcaacata gaagccacat 660 
aagcagtgtg tgaaaacctt cagctattgc cactcctttc aaacacatga aaggcctcac 720 
actggaaaga aactccatgt aagaaatgtg gaaaaacctt catttctgtt caaacctttt 780 
gaagatacat ggtaatgcac agtgaagatg aaccttataa atgtagtttt gtgggaaggc 840 
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tctggccaag cttttcattg ttcccgtgca cagaggttac 1080 
gccccacacc atcccttgca aggtgacagg ccactgcagc 1140 
ccctgcgccc aggggcactg gtgtcatctc ggtccccggt 1200 
ctggtggctg gtattgatga ttgctacacc tcagccagga 1260 
aactttgcca agaccacctt tgatgccatc tccatagacc 1320 
cctctggaag aagactgtgt tcaccaagtc tccctatgag 1380 
caagacccac accagagtct ccatgcaaag gacccaggct 1440 
ggggttttat acaagaaaaa taaagtgaat tatgcctgtt 1500 
ggtggagatt tggagttatc accagaacag taaatttagg 1560 
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ctttganaat ctacatttat atcttacaca tgaaagaact cacactgnag agaaacccta 900 
^ 901 

<210> 7 
<211> 609 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc^feature 

<223> Incyte ID No: LG: 7689684 . 1 : 2002 JAN18 

<400> 7 

aaaaaaacaa gttgctttgt ggaagaaagt aagtatacac agggagaaag agatctgatg 60 
accaaagcag ggaatacgtg tttggagtcc acggcatcct gagaacttct tgggaataga 120 
gtctaggccc ccagtgctgt cactctcacc catcctcctc tacacatgtg agatgtttca 180 
ggacccagtg gcctttgatg atgttgctgt gaacttcacc caggaggagt gggctttgct 240 
ggatatttcc cagaggaaac tctacaagga agtgatgctg gaaactttca ggaacctgac 300 
ctctgtagga aaaagttgga aagaccagaa cattgaatat gagtaccaaa accccaggag 360 
aaacttcagg agtctcatag aaaagaaagt caatgaaatt aaagatgaca gtcattgtgg 420 
agaaactttt acccaggttc cagatgacag gctgaacttc caggagaaga aagcttctcc 480 
tgaaataaaa tcatgtgaca gctttgtgtg tggagaagtt ggcctaggta actcatcttt 540 
taatatgaac atcagaggtg acattggaca caaggcctat gagtatcagg aatatggacc 600 
gaagccata 

<210> 8 

<211> 458 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 7762669 . 1 :2002JAN18 
<400> 8 

cagaattcca gcatcagaca 
ttgaataaat gcttggaaac 
tcagtactgt gagtttcaac 
gcctttgagg atgtggctgt 
cagaagaatc tctacagaga 
tatccgctac acacacccca 
gtgaagagag aacttatcca 
tgggagaaac tgttttggtt 

<210> 9 
<211> 1271 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: LG:965822 .1:2002 JAN18 

<400> 9 

cccaggagtt cgagacgagt ctgggcagca tatactgagg ggaaaaaaaa gccttctttc 60 
cttgggaaat gcaggaagcc agcaagcggc cggagtctcc ggagcccgca aggaggcgcg 120 
ttggctgcgc agagagcgcg cttcccagct ggagagccta ggaacggtgg cgcgggcgga 180 
ggcgacagcg aggacccaag gctggggttt cctacttgga tcaggagtgc ctggggattt 240 
gatccccatc ctggtgcagc tccgagacgc tcctgggctg cgcgcgcttt tgggctgcgc 300 
caccgacaga gacatctgga agccggagct agtggaagac tctgcctcac ctgcctcctt 360 
gaaggaaaca cggggaagcc aggactggcc gtcacgttgg tgacaaatat gtcccaggac 420 
tcggtgacct tcgcagacgt ggctgtgaac ttcaccaaag aggagtggac cctgctggac 480 
ccagctcaga ggaatctcta cagagacgtg atgctggaaa attctaggaa cttggcattc 540 
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gtgagtgcag acacagaata 
cacagcatca tgggaagttt 
cttccttttc tggacatatg 
gaacttcacc catgaggagt 
tgtgatgctg gaaaacttcc 
tctgatctcc cagtgggaac 
gggcatcttt atgggagagc 
gggggaaaaa ataaactt 



agagtggatt taccacgtca 60 
atgaaggtga gtataggttc 120 
ggatgtttca ggactcagtg 180 
gggctttgct gggtccatca 240 
agaacctggc ctcactaggg 300 
aagaggagga cctgcagaca 3 60 
accgggaagg caagaaccct 420 

458 
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atagattggg 
aaaagaacat 
cacattaaga 
taatgtgaag 
tgaagatcat 
ggagattcca 
gtcttaaacg 
gaacattcag 
cagtcagaac 
ggaatccatt 
ggtcgagaga 
ttcacgccat 
ttggggcaac 



caactccatg 
ttcctgaagc 
gaagactgga 
ccacctgcag 
gaaatgagga 
taagacaatg 
atagtcaaaa 
tgggttccgt 
actgtgcatc 
tggcaaaagc 
accatgtatg 
gcagattcag 



taaaaccaaa 
caacagagtg 
gatgccccaa 
attgccccgt 
accacgtcta 
tatcctaaca 
aacacatgaa 
gtgggagaaa 
atatacgtga 
tttccgtgaa 
attttactca 
gtgtgtatac 



gacgcaaccc 
tgtctcacga 
aacagaggaa 
gaggaaagat 
aacctacctg. 
cgtgactcaa 
aacaacgaag 
aacagagctg 
tgaaattgat 
gacggatccc 
gtgcgagaac 
cgagagacaa 



ctcagccgga 
gcatcagatt 
ccacacaggc 
gaatctcctg 
caggcttgtg 
gtattttcaa 
acgatggagt 
aaatcaagca 
acgggggcca 
ttagggcaca 
acctcccaga 
acaagaagga 



tattcttcct 

cccagcactc 

agggggtgaa 

ttagcatttg 
gccttcacag 
gtataatcct 
ctgtggggtg 
catggactgg 
caggcaccag 
caaaactcat 
aatacctcaa 
tgtgtcaaac 



600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1271 



<210> 10 

<211> 3717 

<212> DNA 

<213> Homo sapiens 

■<220> 

<221> inisc_f eature 

<223> Incyte ID No: LG: 006394 . 31 : 2002 JANIB 



<400> 10 
agggcaggcg 
ataggtcgcc 
agtcacctgc 
aacttttcct 
gggtgaggct 
ttcgatggga 
aggatggtga 
tgaggtcctg 
ggacttggtg 
gagctgggag 
ccagccaggt 
gagtggcagc 
ctcttgcgcc 
tccatcgcac 
tcctggactg 
gcaggcggcc 
ggggccactc 

atccccgcgt 
ctattgacct 
agtgaagctt 
tgcagttgtt 
gtattgagga 
gaatgttctc 
actcttcgct 
catcctggaa 
gtccgcagag 
gcgcttggga 
cctgggcccc 
cctccagagg 
gttcggctgc 
gcagcagtgc 
cagtggaaac 
tgacctggat 
ctttcgggag 
catcaagttg 
gcccgctccc 
gcacggcgag 
gctgcggccc 
ggtggagctc 



gcagatggac 

tcagtgctct 

acctgcccct 

cccctctcat 

ggaggacccc 

gctgccccag 

caccccagcc 

gcaggaccac 

ggatctatct 

gaagtctctc 

ggtggtgctg 

tgagcaggtg 

tgctctctct 

caagacggca 

tgctggaggg 

tgaggcagcc 

tctcctgggc 

tggggagaag 

ggaaatgacc 

ttggctgtat 

ggcagtgctc 

atgctgaccc 

aggctcactg 

gagggtctcc 

ggacccgcag 

ctgcccccag 

agctggcagg 

gtgggcctgg 

cggcccacac 

gcgctggccg 

atccgcgccg 

ctggccacca 

gacgggcgct 

ctgcccgagc 

caggaccagg 

aaccacgaca 

cagaaccgca 

gaggtggaag 

atcctgcagc 



ccggacagcc 
aaaccgcagc 
ccagactccc 
aagctgggct 
cacgggaagc 
gtccctgtcc 
caggccagcc 
cacagaagca 
gtcttccccc 
ctgccacagc 
gcgaggaggg 
accagcctct 
tctctctctt 
gacaagggaa 
tggcgtcctg 
ttccaagttt 
ccccaaagac 
gagggaaggg 

tgggggtttt 
taatagaggt 
cggccacagc 
agttagagga 
gtggaggtaa 
aggccatgcc 
ctggctcaag 
aggagagcga 
agaaagagga 
agagcgactt 
tgcagtcgct 
cgctgtgtga 
tcgaggcccg 
tccagaagct 
gggaggacgt 
ccctcttccc 
cccggcgcag 
ctctgcggat 
tgtcggtgca 
agaccagcat 
agtgcgcgga 



tcagagtcct 

tcccacacag 

tggtgctgtc 

ggaggccctg 

catacttcta 

ctgcccctcg 

ctccagagga 

gtggggggct 

ataggtccca 

tgctgtgagg 

ttcagtggag 

actccccata 

agaccjaagac 

agcggcctcc 

acattcttca 

tccacccctg 

aaatccagta 

gcttagtgat 

tgacccttaa 

aggaatccag 

tggaggtgca 

gcttaagggc 

ggagagttaa 

tgttgggagt 

gccccgcctc 

tagcagcaga 

ggacgcgcga 

gagcaaggtc 

gcgggagaag 

gcgcgagagg 

cgggctggac 

acgctataag 

ccacgttatc 

cttctcgcac 

ccgctgtgtg 

gctcttccag 

gagcgtggcc 

gcccatgacc 

catcttcccg 



ccccacaacc 
agcctaaacc 
ttggaacctg 
accattcctc 
caatccagag 
aagcatccat 
gaaggtaggg 
tctggagttc 
gcagagctgg 
gtaggcatca 
acacgg[gccc 
gctcacccct 
cttggacaag 
ggaagaagca 
aggactcaaa 
agtacacagt 
ggaagaatgt 
gcctgccagc 
ttccctatga 
agccagagag 
ggctcagaac 
tccatgcagc 
cctggttaag 
gcatttcggg 
tctgaggcta 
gtggacttcg 
ccgaatgcag 
cggcacaagc 
ggctacatca 
agccgggtgc 
atcgacgggc 
gtggaccacg 
accggagccc 
ttccgccagt 
cgtgacttgg 
cacctctgcc 
attgtgttcg 
atggtgttcc 
ccgcactgac 



ttcctcacta 60 
agccaaacac 120 
gttagaggga 180 
tccccacagt 240 
gactcctctg 300 
aaatccagcc 360 
gaggagccat 420 
ctgggaggag 480 
atgaggttgg 540 
ccccctaccc 600 
agaccataga 660 
taactacaca 720 
gcaggggtgc 780 . 
ctggagtgcc 840 
gacctcggct 900 
ggagctgagg 960 
gctggaggtg 1020 
tctctgacaa 1080 
gccaacactg 1140 
gtgatattgg 1200 
tgggagccac 1260 
taagggaggt 1320 
ggaagagagg 1380 
tcccttgccc 1440 
tgggaatcca 1500 
ggtcgagcga 1560 
ccgcgcccgc 1620 
tccgcaagtt 1680 
aagaccaggt 1740 
cacgcttcgt 1800 
tgtaccgcat 1860 
atgagcgcct 1920 
tgaagctctt 1980 
tcattgcggc 2040 
tgcgctcgct 2100 
gggtgatcga 2160 
ggcccacgct 2220 
agaaccaggt 2280 
tgctggcctg 2340 
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tgactggggc ggcggccgcg gtcctgccac acaagctggg cggcggaggc cacgcagccg 2400 
ggccttcttc tctctgggac cctccgccag cgcatagccg caggccggtg tgacttctgc 2460 
accctcggtt ctgagggtac ggtgacccct agtgggcagt ttgcaaaatg tgattccttc 2520 
ttcccaactc cccatccccc cttcccttcc cgtcacgtcc tgtttggggg ttaattcggt 2580 
tttttctctg ttgcatcgcg cctactgtgc gtgtgcgata gcgtgtgtgg gggtgagagt 2640 
ttgttttctg gaatggtagg tgctgggagg aggagtttga tggagggctt cctggctgct 2700 
tctggccctc acctcgtgga ggccttcaca gagaccctgt gggccctggc cctgtgctgg 2760 
cactgtgcca gtcatgaggc agctctgatc acttccccac tgtggaaaca ggactgaccc 2820 
agccttcagt gtgggctgct gaagctatcc tcctcaggcc tcagggatga cctcctgcct 2880 
gagcctctca caggctggct gtgggccagt ttcatctgct ttcctgttgg gggtcccggg 2940 
cctctgctgt ccttgaccca ctggtgttct gtgcaaggct tcttcccatt caccaagtgc 3000 
acaccttgca tctgccgctc ggcatgcacc agttccacac accatcccat tttacagaca 3060 
atgacagctg aggcctgcag cagcagtgtg acttgctcaa ggtccagtga gtgacctcat 3120 
tccccagaaa aggctccttc cacaccagag tacagcctgg gcagggggtc agttctttca 3X80 
gctaccaccc atccaacctt tgggcctatg tgaggcaaag agggctgtgc cagctgttct 3240 
gtcctagggg agggggacat agccctagca ggagctccca gcccctcttg gcactctgac 3300 
acacaagtac acccatctgg ggcccgcttt gccacgaaga gctgggcagg cctgcagggt 3360 
ctggggaagg aggacacaac ctcaagaaag gaagcgtgaa ccccagggaa cagcgggtcc 3420 
cttccctcct cagacacaag ccacctcagc ttgtggctct tggcccccag ccccaccaac 3480 
ccacctgttc atttattcaa cagacaatga cagctgatat ttattggaca tttgcaccat 3540 
gccaagcatt cggcttggat tatcccattt gtttctcaca gccggtattt attgtctgct 3600 
cctctgtgct aggtgctgtg ctctgggcag gggcactgca tgggctgcct gccctggtgg 3660 
agcttgtggt ctgatgggtg aggctgaccc aagcccaccc cattgccaac agggcca J/x/ 

<210> 11 

:<211> 837 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 018258. l:2002aANl8 

<400> 11 . . . cn 

ggggtgtgac gtcagactcc agaccatgta tttcctgact cccatcttgg tagccattct 60 
ctgcgttttg gttgtgtgga tctttaaaaa tgccgacaga agcatggaga aaaagaaggg 120 
ggagcctaga accagggccg aagctcgccc ctgggtggat gaagacttaa aagacagcag 180 
■tgacctgcac caagcagaag aagatgctga tgaatggcaa gaatcagaag aaaatgttga 240 
acacatcccc ttctctcata accactatcc tgagaaggaa atggttaaga ggtctcagga 300 
attttatgaa cttctcaata agagacggtc agtcaggttc ataagtaatg agcaagtccc 360 
aatggaagtc attgataatg tcatcagaac ggcaggaaca gccccgagtg gggctcacac 420 
agagccctgg accttcgtgg ttgtgaagga cccagacgtg aagcacaaga ttcgaaagat 480 
cattgaggag gaagaggaga tcaactacat gaaaaggatg ggacatcgct gggtcacaga 540 
cctcaagaaa ctgagaacca actggattaa agagtacttg gatactgccc ctattttgat 600 
tctcattttc aaacaagtac atggtttcgc cgcaaatggc aagaaaaaag tccactacta 660 
caatgagatc agtgtttcca tcgcttgtgg gcatcctgct agctgccctg cagaatgcag 720 
tctggtgact gtcactaaca atcctctcaa tgtggcctcc gatgaggggt gtccctgggc 780 
cgcccgcact tgaaaagctg gcgattgctg tccccgtggg gtacccagca ggaggcc 837 

<210> 12 

<211> 3269 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_featvire 

<223> incyte ID No: LG: 027320, 5 :2002JAN18 

<400> 12 «. crt 

gcggcgaggc ggggagggcc ccggactccg acggcggctc ggacgccgac tcggaggtgg 50 
gtccggggag cccgactcgg accgcggagg cagcggagga ggaaatggca ggtcctaatc 120 
aactctgcat tcgccgctgg actaccaagc atgtagctgt gtggctgaag gatgaaggct 180 
tttttgaata tgtggacatt ttatgcaata agcaccgact tgatggaatc acattgctaa 240 
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cattgactga atatgatctc cggtctcctc ctctggaaat caaagtctta ggggacatta 3 00 
aaaggttaat gctctcagtc cgaaaattgc agaaaataca tattgatgtt ttagaagaga 3 60 
tgggctacaa cagtgacagt cccatgggtt ccatgacccc tttcatcagt gctcttcaga 420 
gtacagactg gctctgtaat ggggagcttt cccatgactg tgacggaccc ataactgact 480 
tgaattctga tcagtaccag tacatgaatg gtaaasiacaa acattctgtt cgaagattgg 540 
acccagaata ctggaagact atactgagtt gtatatatgt ttttatagta tttggattta 600 
catctttcat tatggttata gtccatgagc gagtgcctga catgcagacc tatccaccac 660 
tcccagatat attcttagac agcgttccta gaatcccatg ggcctttgcc atgacggaag 720 
tatgtggcat gattctgtgc tatatttggc tcctggttct tcttcttcac aagcacaggt 780 
caatacttct gcgaaggctc tgtagtctga tgggaactgt attcttgctt cgctgcttta 840 
ccatgtttgt gacctccctc tccgtgccag gacaacacct gcagtgtact ggaaagatat 900 
atggcagtgt atgggagaaa ttacatcgag cctttgccat ttggagtggc tttggtatga 960 
ccctgactgg cgttcacaca tgtggagatt acatgtttag tggccacaca gtcgtcctaa 1020 
ctatgctgaa tttctttgtc accgaatata caccaagaag ctggaatttc ttgcacactt 1080 
tatcctgggt tctcaacctc tttggaatct tcttcatctt ggctgcccat gaacattatt 1140 
ctattgatgt gtttattgct ttttatataa caacaagact ctttttgtac taccatactc 1200 
tggccaatac cagagcatat cagcagagta ggagagcaag gatttggttt cccatgttct 1260 
ctttttttga atgcaatgtt aatggcacag tacctaatga atattgttgg ccattttcaa 1320 
aaccagcaat aatgaaaaga ctaattggat gaatactatc tttctaatga atttgtgatt 1380 
aaatatataa tagttgttga aaatgagtaa ctttgcgttc tccccctagg ttgttcttag 1440 
atgcctggct tatgtgttga caaagtaaag ttttctgttc tgagcaaagt tatgattata 1500 
aaaagcaaga aagaacaatc aagagtctta tgtagctatt tgaacagaaa gcttaagtag 1560 
atgttttctg ccccttctct ttaggaagac ttaatgttgt gattgaagtc aggctgtacc 1620 
cttacctgtt gagtatttgc ttattgaact ttaaacaagt caacttgagc agtttgctgg 1680 
ttgaggaatt ttcattgatt tccagtaggg ctctagtcaa gaaataatat gttttgaagc 1740 
tccttattac ctttagaaga agaaacccta acaagtgaca gtacttgttc tttggactaa 1800 
tctttgtttc attttaaaaa atgcaaccct gggacatgat ctgttttact gacaaagagt 1860 
ttttgccttc tgaaccatct ttaaatatac tgagcatacc agcgatgcct gaaataagaa 1920 
gagaatgaaa gaggccatag atgacgtgac agagtactgg ctaggatgcc attggtctcc 1980 
tcattaatgc aaatgtaggg ctggcatatt tcaccaaaga tgcaacaaaa gatgcagtgc 2040 
cagtgtgacc ctcagtgagt attcatgagg gaaaaatggc tgcatccata aaaataaatg 2100 
ggcttaatgt tagtggtata ggtacccaga ataacttctt tgtgctatag ttgttagatg 2160 
acagttcaat tttatgcttt tttaatggtg ttattaaatg agccaaatag gagtgtttta 2220 
ccagatgtta gataaagttc ttaatgccgt taagtaggga ggtatgcatg caaagaattg 2280 
ttttctcctg aaaagaaact tacagcacgc aaaatataac tttttggttt ttgaaattta 2340 
tcattcttgg ctgttggaag taaacagtct cagacatact tggatatgaa aaagtttcgt 2400 
tgttttttac ttttaaatat aatggtgtat atacattctt tctatttagt cttaatttgg 2460 
cagtfcaggaa gtgataaaac ttagctgcta tttacaacac tagaaattta gtactttaag 2520 
taatttcaca tctatgataa catttgttac tttattttta atgatttttt tacagtagtt 2580 
atgacagtag gatggttatg gaattggaat ttaaactccc aactaatgag cttaagctgc 2640 
ttggaatatt aattatgtag tttttacatt ccattttaaa acaaaaactt agaaaaggtg 2700 
ctggcattct gaggcctgca attaggccac atagcagaag cttgctcctt ccttatctgg 2760 
gtgaaatatt ttatttttgc actttgagtc atattcccac ccctgtataa gctacatagg 2820 
agcctgaatg aattgggtag gaaaggaaat tatgcaaaca agtctcagct agtgctgaat 2880 
gaccccaatt tgggtctgct gtgaacatca tttttgtatt tctcacttga gaaatgctgc 2940 
aaggcaattc aacttttatg cttttaaatc tcacaactca gaatctgata tcttaaatca 3000 
ctgattctgt tacatgctag gaacaaaatg ccaacatctc atgtaaagaa gttgcataat 3060 
catgaaaaat aaaggatgtt tcctatgcca gttagagtgg tttgaccctt caggtaaaaa 3120 
gatatgttac tgttattttt ctacgtgaca gaacagactg aatttagcta gggaggcagt 3180 
gatgttggct tttgggaaag ggttcaaaaa actgtatggc aacattaatg ctaaaatgtt 3240 
aagccgagtg cagtggtgca aggctatag 3269 

<210> 13 
<211> 6730 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 057499 . 1 : 2002 JANl 8 
<400> 13 

caacagcatc ctagacaagc agcccctcag atgttacaac aacagcctcc tcgattgatc 60 
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agtgtgcaaa caatgcaaag aggcaacatg aactgtggag cttttcaagc ccatcagatg 120 
agactggctc agaatgctgc cagaatacca gggataccca ggcacagcgg ccctcaatat 180 
tccatgatgc agccacacct ccaaagacaa cactcaaacc cagggcatgc tggacccttt 240 
cccgtagtat cggtacacaa caccacaatc aacccaacga gccctactac agcaactatg 300 
gcaaatgcaa accgaggtcc caccagccca tctgttacag caatagagct aatcccctca 360 
gttaccaatc cagaaaacct tccatcgctg ccagatattc cacccataca ggcaaacgtt 420 
gttccgatga tgcactcctg gtatgagttt ggagccagag agaagaccca ggaccaaaat 480 
gtgttggaag atgctggctc aagtagttta gataatctac taagtagata catctcaggc 540 
agtcacctac ccccacagcc tacaagcacc atgaatcctt ctccaggtcc ctctgccctt 600 
tctccgggat catcaggttt atccaattct cacacacctg tgagaccccc aagtacttct 660 
agtactggca gtcgaggcag ctgtgggtca tcaggaagaa ctgctgagaa gacaagtctt 720 
agtttcaaat ctgatcaggt gaaggtcaag caagaacctg ggactgaaga tgaaatatgt 780 
agcttttcag gaggtgtaaa acaagaaaaa acagaggatg gcaggaggag tgcttgcatg 840 
ttgagcagtc ctgagagtag cttgacacca cctctctcaa ccaacctgca tctagaaagt 900 
gaattggatg cattggcaag cctggaaaac catgtgaaaa ttgaacctgc agatatgaat 960 
gaaagctgca aacagtcagg gctcagcagc cttgttaatg gaaagtcccc aattcgaagc 1020 
ctcatgcaca ggtcggcaag gattggagga gatggcaaca ataaagatga tgacccaaat 1080 
gaagactggt gtgctgtctg ccaaaacgga ggagatctct tgtgctgcga aaaatgtcca 1140 
aaggtctttc atctaacttg tcatgttcca acactactta gctttccaag tggggactgg 1200 
atatgcacat tttgtagaga tattggaaag ccagaagttg aatatgattg tgataatttg 1260 
caacatagta agaaggggaa aactgcgcag gggttaagcc ccgtggacca aaggaaatgt 1320 
gaacgtcttc tgctttacct ctattgccat gaattaagta ttgaattcca ggagcctgtt 1380 
cctgcttcga taccaaacta ctataaaatt ataaagaaac caatggattt atccaccgtg 1440 
aaaaagaagc ttcagaaaaa acattcccaa cactaccaaa tcccggatga ctttgtggcc 1500 
gatgtccgtt tgatcttcaa gaactgtgaa aggtttaatg aaatgatgaa agttgttcaa 1560 
gtttatgcag acacacaaga gattaatttg aaggctgatt cagaagtagc tcaggcaggg 1620 
aaagcagttg cattgtactt tgaagataaa ctcacagaga tctactcaga caggaccttc 1680 
gcacctttgc cagagtttga gcaggaagag gatgatggtg aggtaactga ggactctgat 1740 
gaagacttta tacagccccg cagaaaacgc ctaaagtcag atgagagacc agtacatata 1800 
aagtaaaatg acatggattt aaatcaattg tttaaaaaaa aaaaaacgaa aaaacaaaaa 1860 
aaaacacaaa aaacccagaa aacttttaag tgttgctgga atatcctgcc tacagtgggc 1920 
acctccttga agaagctgat agcttttaca cagtattaga ttgaaataat ggacagaaac 1980 
acattcttgt caagaaaggg ggagagaagt ctgtttgcaa gtttcaaagc aaaaagcaaa 2040 
agtgaaatga tttgaggatt tctgttctaa tggagatgat tctctgattg ttagaaatgg 2100 
caaatattga tgattgtgtg ctattgattg gtgcaggata cttggtatac gagtaaatac 2160 
ttgagactcg tgtcacttga taaattttct ttttggacta ggtcgcacag ttattaaaac 2220 
aacttttaac cctccccctt cacacacata catatcaggt tgttttctag ttaaaaaccc 2280 
aagtagctca gattctactt taatgtcagt gcagatttgc attgaatcat gccattatgt 2340 
tttttctcat ttttatgctg ttgggtctta gtttttaaat tgatataaag aactcagcaa 2400 
tggttttatt ttctactcat acttagggtt taggaaacac taccactagt tatcatttaa 2460 
tcaacttcaa tggtctactg aaacaaaaat ggtaactttt cattagtgga ttatttagag 2520 
ttatagtagt tgtttccaga aaacacttcc tcacaattgt acttcccaat caaatcatgt 2580 
gatcatacag ttattcccat gaaaggcaga atgtttgttt caaaattaat ctagttttct 2640 
gtacatttaa atttgagaag gtgacaactg gctcttttcc agtcttcctt catgtcagtt 2700 
ttctgataga ccactattgg caaacagtat ctgtcaacta ccaaatgtgt aaaattttct 2760 
gtatttcact ttgtcttatt tgtaaatagt gaactaaaac ttttggcaga tcagcaacat 2820 
ttgctgagcc tgttttttaa gctaatgtgt attcttacta atgttcctat caagaatgga 2880 
tttgtaatat atgctgtcta tttctaatgt tcacattcat attttgaggt tctatcttat 2940 
tttaatagag aacagacttc tcaaaaaatc ttcagaagca gcttattatt gaaatatcga 3000 
aatattgaaa taaacccggt ggggttagat tactcatctg tccaccaagt gggacatttg 3060 
catggactgg gggcttaaag gacttagaag agacctgtaa gtaaatcctg aaaatgagcc 3120 
aatccccact tgaatggtta ctggagtaaa cccaccttta ccaccccaat tacagcaccc 3180 
gaggccgata aaccaacttg gctctggttc atttttcttt tcttcatttg tgatgctcag 3240 
attcaaaatg tgtgttctac actgttacag gcttctcttt tgtttgatta aagattttag 3300 
tcctactttt gtatggacac attagaatat tcagagacca aaatagaaga atttgctgtt 3360 
agatattttt cagaagtcag cagatttgtg gcaaatcatt tatttgcctt tttaaaaatt 3420 
catttaagca gttcagagag tagactactc agaaaattat ttcacgtaat tgtctaagag 3480 
gtcaatattt tttaatgcat attgaatcaa ataaagtgct ctaaagaaat tattatacaa 3540 
attcctttgg gttgtttttc ttttcttaac aaggggtggg gggtaaacag gaatatgatt 3600 
caggctttct ggttgtgtat ttaaagagta ttgattttat tattactatt gatttacttt 3660 
attcctggct tccttttcac ttttctttca atttttaaaa aataatttaa gccgttgaaa 3720 
atataccaaa ctgttgaaac attttactca aattttaaat tcctaaaaat gttttttaat 3780 
aagagggcga aaattattta aaaatactta tgcctatgcc aatttccctc ttttttcaca 3840 
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aaatccatga tttcagtttg taagtagaca tatatctaag ggcacatttt tggaaagtga 3900 
ggaatagcag cagtataact tcattttgtc aggcctttga gttctaatat tttgtattgc 3960 
tcttcaaatg gatcctttta aaaaaaattg tagataatga gtcataaata gattctgcca 402 0 
actgagggga gaaacatttt aagtaaatat ttttcagtat ttggggcctt aaaaaataat 4080 
tgtgtttcct taaaattaca tgttagatag agtttttagg tttttttggt tttaagattg 4140 
gttaaagcaa tttaaaagcc acttttttgt caacatttaa tagcctccac ttctgttaag 4200 
ataatgtata ctgctgagga attactatta atagctatca acataccacc attaaattaa 4260 
ggtattcact ttagattttt tattaaagct tttttcttgc acactgatcg ttgtgtttct 4320 
aagctgattt tttcagctct aatataccta tggttaaaaa gtataaaaac ttaaattgat 43 80 
atttagatat atgttttcct attagtttat gttttaaaaa gacaaaattg tatctgtcag 4440 
tccctgaagg cagtttgttt ttatactctc tcacatttgt atttgttttt taaatggcag 4500 
tattttagaa gattggagaa aagtccacat aataatgttt tcttaaaagc ttttaaagtt 45 60 
tttgctgtac ttcaatttac ttcttccatc agaaaactaa gaacaaagtg ttgctcagtc 4620 
tgttccgctg acctaaattt gtgttttcag cacttggctc agccaattca ctgagtgaag 4680 
gaattgcttt atgaggcaaa gcatgtgaaa gttctaaagt atggttagat tgtaggtcgt 4740 
gctctatatg gaaacatcaa accattacta cagagaaatg ataaggcatt ggatccacta 4800 
ttgaaattat tatttttgga tcaacaagtt ggtactttct gacttctgta tcttaacata 4860 
agggaatttt aggtaatgct aagtcagttg tctcattttt tgtgataagt tttggaattt 4920 
ttagttaatt gaaataaata atgcttttaa atagaagtaa aaggtttata agtgtgcaaa 4980 
ttgtagattt atcaattacc tcagcaggta tcctgccatg taattattag tgattagtgt 5040 
taataagata atagattcag gtcttccaac tatgcccttg gattgtggcc tactgtatgt Siao 
tattaaatgg tctcttacta tccaaaatgg gagtagatgc tgtggccccg tctcccttgg 5160 
cttttacgtc ccatatccac ccccattcat gtacaacatg tgaaatataa aaatctcatt 5220 
tcttgtcaaa atcagcactg cttatttgca tactcagcat cggatcagtg agtag.tttta 5280 
taaaaaatcc acgcacccaa ctcccttagt taaaacagat tcttaattca taccatgaat 53 40 
tcttaatttc tgtaccatct atgttaatga tctgctgaag gtgactcaag attttcaagg 5400 
tgtaatacag tttgatcatg taccggacct ggatatttaa ttttttttcc ctcacagtta 5460 
atctcctcct tgataaagca ataacactgc tttgagtctg ttgcctaata gcatgtcaga 5520 
atcctctcct ggatggtgat tttataggaa agtttgtatg catatcaccc agtctatctt 5580 
ttaaaaatta agaaatttaa atgtatgctg gaagtaatga cactatattg tggcatttta 5640 
ttttaaaaat tggggaaagt tgcatatttt tttaaaagta agtgtttgag taaaaaaatt 5700 
gaaggtactt ttttaaggaa aaaaatttat atgccacagt ttacatagac atttcagatt 5760 
caacacgtac tcttgaatat aatggtttct tttacttggt caaaatgcat gtatagcatt 5820 
tctttcatct tagttccttg tgtttgccta tgtggtcctt tatatatttt ttattgtatc 5880 
gaagaaacaa aactatcttc aaaaataagt taatttggat atatttgtca tatcaaacta 5940 
caaagtgtac aaagttaagt ttagcccttt tctagaaagt gatctttaaa attaaaattg 6a00 
ctcctctttt aaattcacca aatttatgtg tgggaaggca ccaaaatgat tttgtaagtg 6060 
ccactgcaat attccctttc aagtgtggcc taaatttcaa tcttaaggat ggaatgcatg 6120 
tctgctcctt gttctgaaaa atgtaggcat ctactacatt ttaaaacaca gtgaaacata 6180 
tacataagcc tataaaaaaa gatttgtgca atttgaaagc ctgttaattt tttatgtaga 6240 
catacctaca cacgaaaggg ttaaattcac agccttacta gttccttgct tccagtattt 6300 
caattggtct cctcccctca ttattattat tactactagt actattattt ttgcacatag 6360 
ttaactgccc ttcaatatga ttcttaaaaa gtgctgtttc tgtggtatcg tattctctaa 6420 
ataatcatat ttaatttttt aaaacaaggt tgcagtttct aattgtttcg ttcctgtgtt 6480 
tttgctggtg tgtaataaaa gcaagttttt tcttttcatg gttatttaat acattagctg 6540 
cctgtaaata attcttgtta taatgctctg gaatgtgttg tagaagttgt attagattag 6600 
ttttaaaccc ttgtttgaaa gccacattgt tttggttatt tctattaaat tagaaaattg 6660 
aaaaaaatct atgtcgggtg cggagaaaga ggtaatgaaa tggcaggaat tcgatatcag 6720 
ctatcatacc 6730 

<210> 14 

<211> 939 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc^featiire 

<223> Incyte ID No: IiG: 065935 . 21: 2002 JAN18 

<400> 14 

tctgccattg tattaatttt tacattatca cccaccacca acccagggtt ggtggtggag 60 
gaagatggct gccgcctggg ggtcgtccct aacggccgcg acgcagagag cggtcactcc 120 
ctggccgagg ggcaggctcc tcacggcctc cctgggaccc caggcgcgtc gggaggcgtc 180 
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gtcctccagc 
gcttttggaa 
ctccggattc 
tgaacagggt 
ccaggtggac 
agcacagcaa 
gtgactctgg 
agaagtttac 
gttttgccac 
actcagtgct 
ctccgtataa 
aagagctgct 
atctatgtcg 



cccgaggccg 
atcaccgaag 
caatacaaat 
ggggcaagag 
ttcagccaag 
ggctgctcct 
gattgtcacc 
ttctaatcat 
tattattttc 
aaggctgagc 
tctgtagagc 
tgtacatatg 
ggtgcggaga 



<210> 15 

<211> 774 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 



gcgaagggca 
ggtcagaatt 
tttcactgga 
tggtggttga 
aactgatccg 
gtgggtcatc 

agttgtacca 
gtccctctca 
agaatgtgaa 
ctccagatgc 
ctccatggct 
tggatagcta 
aagaggtaat 



gatccgcctc 
cctcaggctg 
tacagttatc 
ctctgatagc 
aagctcattt 
tttctctatc 
atttgaagaa 
attttatttc 
gattttactc 
tgttacctca 
ctaaaatttg 
tgtataaaag 
gaaatggca 



acagacagtt 
caagtggagg 
aaccccgacg 
ttggccttcg 
caagtgttga 
aaactttgat 
cctggaatta 
ccgcagtcca 
ttggcttaat 
gatttaatca 
gaattaactt 
cttcatttta 



gcgtccagag 240 
gaggtggatg 300 
acagggtatt 360 
tgaaaggggc 420 
acaatcctca 480 
gtgatgactg 540 
gtagaattct 600 
ggagtgttat 660 
ttttccctcc 720 
ctggttgaaa 780 
ctcttgcctt 840 
aagaaaaaaa 900 
939 



LG : 071860 - 12 : 2002 JAN18 



<400> 15 

tccacaactg 

gtgaaagaca 

tccctggggc 

gttgctttgg 

tggcaggggg 

cagaagggcc 

gtgcagttac 

gaatgtcttc 

ttccatcact 

cttgcgttca 

acagtgaaat 

aggagcttga 

cccttattga 



tgccttgttt 
agaaaggggc 
ctctgccctc 
ggattaattt 
cactcacaga 
atgtgaacag 
tggatacttc 
ccacttaagg 
atctgagtca 
ggcttatgta 
taccaaagag 
aatcgtcatt 
tgtcaatcaa 



ttgcatcctc 
cagctagttc 
aaggcctgat 
cagtatgatt 
cctgttttgg 
gatgtaccag 
tgaccgtgtc 
agatgccaga 
aagcactgct 
cataaaagcg 
gatgatgcat 
ggagatgaac 
tccaaggatc 



cagaaggaat 
ccttaagctc 
cacctcctaa 
tttttggagg 
gtttcgttgt 
gaggtagtaa 
cctcacctgc 
aataagtctg 
taaggataca 
tgatggagga 
tgtggcctcc 
acatttcttt 
cagaaggctt 



gaatgctgtg 
tctcctaaag 
aggccctatc 
agacaaaaac 
gagttgggta 
cagctagata 
atcatgccga 
caggaacagt 
acatacattt 
actgaagaga 
tcctgaccga 
tacaacatca 
acgagtattt 



<210> 16 

<211> 4433 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 
<223> Incyte ID No: 



tcctcatatg 60 
cactaatcta 120 
tcttaacact 180 
attcaaacca 240 
tgtgggcagg 300 
ggggactgag 360 
ggttgagcat 420 
tatttttatc 480 
tgttttttaa 540 
ataattgacg 600 
gtgggccggc 660 
aaaattggtt 720 
tatt 774 



LG: 087383 .29 : 2002 JAN18 



<400> 16 

aggtacggaa ggctgagctg cagagttagc 
gattttgagc gttcgaagtt gacccctgac 
tgaaaaaatg tctgtcacat atgatgattc 
ctgggaggtc gggaactaca agcggactgt 
cagcgacctc atgaactgcc tgcatgagcg 
gctcactgag tgggcccggc gctggaggca 
cgtggagaag gcctggatgg ccttcatgtc 
cgaggtgaag gcctcactga tgaacgatga 
agcctttcac aagcagatga tgggcggctt 
tcggaaggca cagaagccct gggccaagaa 
ccaccatgca gcgtgcaaag aggagaagct 
agacccatcc ctcaaccctg aacagctcaa 
gcaagatgtt cttaagacca aagagaagta 
cacaccccag tacatggaga acatggagca 
gaaacgcctt cgcttcttcc gggaggttct 



cggcatctga cagaaaaatg tttgtctaca 60 
gtaagtatac tttgctgctc cctcagcctt 120 
cgttggagta gaagtgtcca gcgacagctt 180 
gaagcggatc gacgatggcc accgcctgtg 240 
ggcgcgcatc gagaaggcgt atgcgcagca 300 
gctcgtggag aaagggcccc agtacgggac 360 
cgaggcagag agggtgagcg agctgcacct 420 
cttcgagaag atcaagaact ggcagaagga 480 
caaggagacc aaggaagctg aggacggctt 540 
gctgaaagag gtagaagcag caaagaaagc 600 
ggctatctca cgagaagcca acagcaaggc 660 
gaaattgcaa gacaaaatag aaaagtgcaa 720 
tgagaagtcc ctgaaggaac tcgaccaggg 780 
ggtgtttgag cagtgccagc agttcgagga 840 
gctggaggtt cagaagcacc tagacctgtc 900 
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caatgtggct ggctacaaag ccatttacca tgacctggag cagagcatca gagcagctga 960 
tgcagtggag gacctgaggt ggttccgagc caatcacggg ccaggcatgg ccatgaactg 1020 
gccgcagttt gaggtaagag gagggtgtgc ccatgagctc gtcagcctgg aagaggacct 1080 
gggcccacag agttgctaga tgatgtcttt ctcattctag actctatgtt agtgtttgcc 1140 
ctgtttatca ggcagccttt aggcatagct atagtacaga ccaagttctg gcatagagtc 1200 
ctggggggct gcaggcatta ccgaaggcct tctgaacctc tcctgaagtc gcggttatgt 1260 
cctctctagt tgggaatgtt tgactgtcac tttttggcca ctggcattcc cttccttcct 1320 
agtcagtctc aggagccgta ggcacacagg acctcaggtc cctgacccac cctgtgggat 1380 
ggccaggaag gaagcagcca cagtgctccc ctcacggtgg gccaggggag gggaggtggt 1440 
ctcagtgggc agccctccct acccttccaa caaaggactt ttccctactc caggcagtaa 1500 
attcagtgaa tcctgattca aaatgaatgt tcttcttttc ccatcatgtg ggtctaagct 1560 
ttcattatct ttacattcga aatgcaaggg cctggggatc tcaggactca cctagccctt 1620 
ggattggtca ctaggcccca cctggcaccc tgaaggcagt gggcaaaggt cctggtgccc 1680 
ctgaggctta agcacgtggc gtcagctgcc ccagcaggga tgctgagggc gactacctct 1740 
gctgtgggcg tgggcctcgt ggcttccccg actcagcagc ggccagagcc cgggctgcat 1800 
tcagattctg ctcacctctg accacctgtg ggaagctgag caaactattc gccctttttg 1860 
tgactcagtt ttcccacgtg tggaatggga atgacaagag cacccatctc ctgtcggggg 1920 
ctagttaggg aacatggtga ctttgtccac gcagggctat tgacccaggc ccaccactca 1980 
gaaacctcct gggcgcctca tagcctgcag ttttgtcagt ccttactcct gcacttcttt 2040 
tatggccctt aacaggaagg tttttccaaa tgacagtgtg ggccctgctg ccgagcactc 2100 
ccctgcgcca gccccaggac ttgctcccag taggaggcag tagagcagct gtgccccttc 2160 
cacagaggca ctgagagagc atggagggcc agagccgtcc tgactggaag cggccctaga 2220 
ggggacagca caaagcccag cctctcctct ggagccacac accaggaagt cttggctgac 2280 
gtgttttgtg cacagctggg gtttcagaca cagcgaggat ttgctgctcc cggagtggca 2340 
caggaaacca cctgtgaaat tcgcctgggt cccttagagg tgcccattat acccaaagag 2400 
gggcacagtg gggaggacta tttgacagtc tgtctcctgg agggtgtccc agccagagcc 2460 
tagggggtcc ttctctctgt gggtccatgg gctgggaacc agcccctgtg cattcattct 2520 
gcgcacattt gcagctgtta cgggaccatg cctttctcta atgcaattct ttgtttttat 2580 
ttttcatgcc acaaggatga agtaagtgtc tgcgttcggc tacctcatag -agtgccatac 2640 
gccatgcagg gtgtctgtgg cccgcatggg tgggtgtgct gcccccgcta ggctcctagc 2700 
agttcagctg aggctgcgct gctgtcaggg gtattgagag ccggcccttc ccatcagtgc 2760 
cggcttggtg ttgatcccat tggcctttgg aagccaccca atcaggatga atttatattc 2820 
agaggtcact gtggagaact ctgaggttcc aattgagttc tcagtcaatc tattttggtc 2880 
agaaaataat taatagatga aaaggtgacc cagatttggg gtcgggccca agtctgccac 2940 
ccacactgcg tgggcaaatc acattgcctt tctgggcctc agtttcctaa tctgacaaat 3000 
ggacaggtta gacaggatgc ttctgagttg gcttccaacc caaaagttct gtaagtacgt 3060 
gtgagcagag ccgtggactc agccacacca agttttaatc agagttgtct ggtaactggt 3120 
ggagatgggg ggaaggagag ctcattaaac acctgcgggc atgcacagac tcttctagaa 3180 
aatcaagaca caggctccat tcatggtttt gccctagtcc attttcagtg cggttggtga 3240 
agccagttcg ccaccggaga actcgtgagg cttccaggag gagcgtactc tgctttgctt 3300 
cgttagcccc aacatgtgct cagatcacag aggaaaagtc ccagggcagc aaaacactgg 33 60 
ggagggccct gcgctttgga gactgagagc ctgcttgcct gccccttctg tcagcgggta 3420 
gccacctagc cctggtttta tttgcagtgg ctttatttgc acctggtttt atttgcacct 3480 
gcctttccac atggcaggct tgctcaggtc tccgaagcca actgtcttga ccctgtggcc 3 540 
cagggacaat ttagggcatc gacgcaaagg atcttcagca cttcaggaca ggtgcctcag 3 600 
aggctggctc ctgtctactt tgggaggctc agcagacatc tggggaggcc acaggggccc 3660 
atgctggcct gagggggctg ggactgagaa ccttggtggg tggggtcagg aacaggaggc 3720 
cccggacctt gccctggtcc tcgccacccc cgctggtcct ctgggaggtg ggcagcatgg 3780 
cctgggggtg gttgtagagg tgcaagcctc cagatcccct gatgagcccc tgctttgaac 3840 
agtgaggagg ggctcaggtc gtttgggttc ataagtgggg catggggagc ctgaggtctt 3900 
ctgggaaacc agggagagct ggggccctga gtctacacat cagatgcaca gagccaactg 3960 
caggctcgct gggcaggaac tgaggacaga cgtggcttcc agcaagtagt gaacctttgg 4020 
tttctctccc tcggcacctg ttgcctagga gtggtccgca gacctgaatc gaaccctcag 4080 
ccggagagag aagaagaagg ccactgacgg cgtcaccctg acgggcatca accagacagg 4140 
cgaccagtct ctgccgagta agcccagcag ggtgagtggg cgccacctcc atccaaaaga 4200 
ggccgttcca tggtgggggc cctgggcaat ctgcatggtc cagggcagcc ccggcctgga 4260 
cacctgggag gttcctgggc tcctgagctc tgtggccgtg gcccacgcct ggacacctgg 4320 
gaggttcctg ggctcttgag ctctgtggcc gtggcccagg ggcatctcca gggaaggtcg 4380 
tcttcctgcc tggtgccaga gctgctgaca gatccagaga gggaggcttg gcc 4433 

<210> 17 
<211> 752 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> niisc_feature 

<223> Incyte ID No: LG: 098580. 3: 2002 JAN18 

JcaScactga cagtggaaaa agccagtgca gatactcatg gtcggctctt gcaaggtaac 60 
atctgtaatg atgctgttac aaaggctcat gtgggaaaag gacttcattg ctttcaaatc 120 
ttccacacca cataatgttt cttggagaca tgaaacaaat ggctccgtct tcatttccca 180 
aattatctac tacttcagag agtattcttg gagtcatcat ctagaggaaa tttttcaaaa 240 
ggttcaacat tcatttgaga ccccaaatat actgacccag ctgcccacca ttgaaagact 300 
atccatgaca cgatatttct atctctttcc tgggaattaa aactcataag aagcaactca 360 
ggaaaatgaa ggcattatgg tgtctatgaa tctgctatta gaaaaggtca atttttgatt 420 
aagaatattt ttataccaaa ctgctcagct gtccaccttt tcaaatacca ggctaaaatc 480 
aatctcatat ttttgctaaa ttaatgctta ataaattttt attataaaat tgtgcttgtt 540 
ttctaatttt gtcataaatt aagtcatgct tataggagaa aaaattaagt attaaaaatc 500 
ataaaaaatg aagaaataat catcatcaac ctttttaaaa ctattcataa aaactcaagt 660 
tttttatata gcttatttat tttgtatatc caattttgtg tgcttttatt atattgttat 720 
aacattacta ctagtaataa aactatccta aa 

, <210> 18 
<211> 1558 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_featvire 

<223> incyte ID No: LG: 1001879.1: 2002 JAN18 

<400> 18 4. cn 

cgagccgccg tgctgggacg ggttaggggc gggctggcgg cagaggcgcc gcggaggggt 60 
gctaacggtg ctaacgctgc ccgctccccg cccgcccgca ggtgcgcagg aggatggtgg 120 
cgcggcccta ggcccacgct ccgcaccatg acctgctggc tgtgcgtcct gagcctgccc 180 
ctgctcctgc tgcccgcggc gccgcccccg gctggaggct gcccggcccg ctgcgagtgc 240 
accgtgcaga cccgcgcggt ggcctgcacg cgccgccgcc tgaccgccgt gcccgacggc 300 
atcccggccg agacccgcct gctggagctc agccgcaacc gcatccgctg cctgaacccg 360 
ggcgacctgg ccgcgctgcc cgcgctggag gagctggacc tgagcgagaa cgccatcgcg 420 
cacgtggagc ccggcgcctt cgccaacctg ccgcgcctgc gcgtcctgcg tctccgtggc 480 
, aaccagctga agctcatccc gcccggggtc ttcacgcgcc tggacaacct cacgctgctg 540 
gacctgagcg agaacaagct ggtaatcctg ctggactaca ctttccagga cctgcacagc 600 
ctgcgccggc tggaagtggg cgacaacgac ctggtattcg tctcgcgccg cgccttcgcg 660 
gggctgctgg ccctggagga gctgaccctg gagcgctgca acctcacggc tctgtccggg 720 
gagtcgctgg gccatctgcg cagcctgggc gccctgcggc tgcgccacct ggccatcgcc 780 
tccctggagg accagaactt ccgcaggctg cccgggctgc tgcacctgga gattgcacaa 840 
ctggccgctg ctggcaggca ggtggcggcg ggcagcctgc ggggcctgaa cctgacctcg 900 
ctgtcggtca cccacaccaa catcaccgcc gtgccggccg ccgcgctgcg gcaccaggcg 960 
cacctcacct gcctcaatct gtcgcaoaac cccatcagca cggtgccgcg ggggtcgttc 1020 
cgggacctgg tccgcctgcg cgagctgcac ctggcggggg ccctgctggc tgtggtggag 1080 
ccgcaggcct tcctgggcct gcgccagatc cgcctgctca acctctccaa caacctgctc 1140 
tccacgttgg aggagagcac cttccactcg gtgaacacgc tagagacgct gcgcgtggac 1200 
gggaacccgc tggcctgcga ctgtcgcctg ctgtggatcg tgcagcgtcg caagaccctc 1260 
aacttcgacg ggcggctgcc ggcctgcgcc accccggccg aggtgcgcgg cgacgcgctg 1320 
cgaaacctgc cggactccgt gctgttcgag tacttcgtgt gccgcaaacc caagatccgg 1380 
gagcggcggc tgcagcgcgt caoggccacc gcgggcgaag acgtccgctt cctctgccgc 1440 
Sccgagggcg agccggcgcc caccgtggcc tgggtgaccc cccagcaccg gccggtgacg 1500 
gccaccagcg cgggccgggc gcgcgtgctc cccgggggga cgctggagat ccaggacg 1558 

<210> 19 

<211> 771 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_f eature 

<223> Incyte ID No: LG : 1079456 . 4 : 2002JAN18 
<400> 19 

gcggggaccc gccgaggccc ggcttctgtc ctgcgcgcgc agattctcgc aaatctggaa 60 
gcggatcgcg tggagtgacg gtcacaccgc ggcgaattaa ttcccaaaga ctcatgttac 120 
atgagaaagc caccaagaag accaaagaaa aggagacaag gatggctctt cctcagggat 180 
gcttgacttt caaggatgtg gctatagaat tctctttgga ggagtggaaa tgcctgaacc 240 
ctgcacagag ggctttatac agggccgtga tgttggagaa ctacaggaac ctggagtctg 300 
tgggattgac ttctaaggac tcttggtaca tgaggaagaa acccggaagg ggaagaggaa 360 
agcaaaggcg tcaggaatgg ttcttcctca gggtctattg acattcaggg atgtggccat 420 
agaattctct caggaggagt ggaaatgcct ggaccctgct cagaggactc tatacagaga 480 
tgtgatgttg gagaattata ggaacctggt ctccctgggt gaggataact tccctccaaa 540 
agtggggatg ttcccttgtg tatctttgca ttttctcttg tttctcttgg gagttgcatc 600 
cttgcttgac taaaatggaa gccgtattga ttttgaaatg aaaagcttca tgatgtagca 660 
tctggacttt cactgtgccc ttttttagat gttctgcgtt cttcatgata gctcagtggg 720 
ggttccagaa gtaaagaagg cttaaaacct tatggctggc aaggcgtggt g 771 

<210> 20 

<211> 2638 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 1080598 . 9 :2002JAN18 
<400> 20 

ctttatggtg gtggagtccg ccaggctgtg gtgagttcca cctccttggc ggtcccgggg 60 
atagcagggg gcggcaaagg aatgattgcg cgctgtcgcc taggagcctc tcagatccgc 120 
ttcacttcac tcgcttctcc agggactatc agtcctccct gtgcgtccag ttcggagagg 180 
catgcgcgct ctctcggctc actgcaacct ctgcaacctc tgcctccagg gtcaagcagt 240 
tctcctgcct cagccttccg agtacctggg attacaggac cgcaaataac cctgtacaaa 300 
gaggaatgga gattgcctct atccacctag attcataagc tggcctgagg tgatcttggc 360 
atcaaggaag ggatgcacat catcacacca tcagcttcag agaatggcag ccatttattt 420 
gtcccgtggg tttttttcca gggaaccaat ctgccctttt gaagaaaaga caaaggtaga 480 
aaggatggtg gaggactacc tggcaagtgg ttatcaggat tcagtgacgt ttgatgatgt 540 
ggctgtggac ttcaccccag aggagtgggc tttactggac acaactgaga aatacctcta 600 
cagagatgtg atgctggaga actacatgaa cctggcctct gtggaatggg aaatacaacc 660 
tagaaccaaa cggtcatcac ttcagcaggg ttttttgaag aatcaaatat tcagtgggat 720 
acaaatgaca agaggctaca gtggatggaa actctgtgac tgtaagaatt gtggagaggt 780 
cttcagggaa cagttttgcc ttaagacaca catgagagtt cagaatggag ggaatacttc 840 
tgagggtaat tgttatggaa aagacaccct cagtgtgcac aaggaagcct ctactggaca 900 
ggaactttcc aaatttaatc catgtggaaa agtctttact ctaactccag gtcttgctgt 960 
acatcttgaa gttctcaatg caagacaacc ctacaaatgt aaggaatgtg gaaaaggctt 1020 
taagtatttt gcaagccttg ataatcatat gggaatccac actgatgaga aactctgtga 1080 
atttcaggaa tatgggagag ctgtcacagc ttcttcacac ctaaagcagt gtgtagcagt 1140 
tcatacagga aagaaatcca aaaagactaa gaaatgtggg aaatccttca ctaatttttc 1200 
tcaactttat gcacctgtga aaactcataa aggagagaag tcctttgaat gtaaagaatg 1260 
tggaagatcc tttagaaatt cctcatgcct taatgatcac attcaaattc acactggaat 1320 
aaaaccacac aagtgtactt actgtgggaa agccttcact agatcaactc aacttactga 1380 
acatgtaaga actcacactg gaataaaacc ctatgaatgt aaggaatgtg gccaagcctt 1440 
tgctcagtac tcgggccttt ctatacacat acgaagtcac agtggaaaga aaccctatca 1500 
gtgtaaggaa tgtgggaaag ccttcactac atccacaagt cttattcagc atacaagaat 1560 
tcacacagga gagaagcctt atgaatgtgt tgaatgtggg aagaccttca ttacttcttc 1620 
ccgtcgtagt aaacatttga aaactcatag tggagaaaag ccctttgtat gcaagatatg 1680 
tgggaaagca tttctatatt cctcacgcct taatgttcac ctgcgaactc ataccggaga 1740 
gaaacccttc gtatgtaaag aatgtgggaa agcatttgct gtttcctcac gcctaagtag 1800 
acatgaaaga attcacactg gggagaaacc ctatgaatgc aaggatatga gtgttaccat 1860 
ttagcccatc ggttgccatc tttaattatt ggcaatgaca ccaaagatta tcagatttgt 1920 
cctaaatgcc ttttggaggt tgtaatgact catggattgg ccttagatac catcctgagg 1980 
gtctgaaatt aaacctacag gttctgaata caacatcatg gttgcctgag tctgggcatc 2040 
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tgtgaagaag ggtcatggat ggtgaggtca gtactgcagg ctgcctcacc ttggtgatta 2100 
gattcctaag atcatagcat taacaagttg tgtatgagat aaatcatgca gattgacccc 2160 
agcccctgtt ggttagtggc tgccagtgtg gcacatttat gtcaaaattt accagaagcc 2220 
aagatgatgt aggaccccaa aggtgggttg ttaagagatg ctcctccaag ggtctcttct 2280 
gatcccacgg atcctgcaga gcgtgtcagg aatgaaacca tccataactg ccagtgccct 2340 
ttcacagctg attatttctg tgtccccttg taaaatctaa gaagtgtgac agccttgcct 2400 
gttctgcctt gtatgtctat tttagatggc acaatgtaag tggcaatgtc tcttctagta 2460 
taatccagtc tctcttctca cttctgtcaa ggtggctgat atagtccatg aatcccactc 2520 
atgatctctt tatcagatga tcgttcagcc acactttgag gattctcttc agtacaagtt 2580 
ttctaatttt tgcattatgg ataggctgag aattttccaa atctccaagt tctggttc 2638 

<210> 21 

<211> 2200 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 1090358 . 10 : 2002 JAN18 



<400> 21 

tcttaacatg tatataattt tctaaatttt 
agtatttcta tatacatata ttttacaaat 
ctgatttttc tgttaatcat atatcttgaa 
tggatgttct gaactgtatt aaccaactgg 
ccagtgcaat ttggtgcaaa cactgccggt 
ccccactgca cccaatcctg atttcacaaa 
ctcagctctg aaaggtggga ctgggggagg 
agacctaggc caagataggt atcccaagaa 
ggcagaaatg cctgtgctcg gcattcatgc 
agagcttggt ttcatcccta ctccacccgt 
tgtgggggca aggggagtga tgggagaagt 
ttgagaaata ggaacggagg ataaaatagt 
ggcctttttg ttgttgttgt tttccagggg 
aattctagca acatggtcca tggatcagtg 
caggaggagt gggagtgcct gcagcctgat 
gagaactaca gccacctgat ctcactggga 
ttactagagc aagagaaaga gccctggatg 
ccagatttgg agttaaaata tggacctgag 
gtaaatttac ccaaacaggt tataaagcaa 
tattttagaa atgactcaga atatagacaa 
aatatcaatc aaaagatgat cagctatgaa 
cttatttgca atacacataa accgtatgaa 
agtgcaaatc ttattcagca tcagagtatt 
gagtgtggga aagcctttcg acttcacata 
ggtgagaaac ctttgaatgt aacgaatgtg 
atcgccataa gaacattcac acaggtgaga 
cctttaatcg tagctcaaac cttgttcaac 
atgaatgtaa ggagtgtggg aaaggcttta 
aaattcattc caatgagaaa ccctttgtat 
attaccaact tattgaacat tgccaaattc 
aatgtggaaa ggcgtttact cttctgacaa 
gtgagaaacc ctttgaatgc agggaatgtg 
atcgccataa gaacattcac acaggtgaaa 
cctttaatcg tagctcaaac cttgttcaac 
tatgaatgta aggagtgtgg gaaaggcttt 
aaaattcatt ccaatgagaa accttttgta 
atgcaactta tttgacattc tcgaattcat 



tttctattaa tgtctgttag tctttttatt 60 
gtaatcatat tatctatcct gttttgtaac 120 
cgtttaatat ttactttgta ttctattaag 180 
cttttgctga atttagaatg ctgaacactg 240 
gcaaatatgc tttccagttc tcatgccttc 300 
gaggttctgg tttggatgat gcaatccctt 360 
aggatctgct aagggcagga tcagaggtcc 420 
tggaggactg gctggaagcc acaacttcaa 480 
ttctgccgca ggttccctgg gatgcaggcg 540 
tcactgccag ctatttgtga gagtagtgtg 600 
gtgtggaagt gtgcgtgtta gcaggagtag 660 
tatttgcttt tgagacacag ctttaattgt 720 
agaagcccga ggaagattga ccagttttgt 780 
acattcaggg atgtggccat tgacttctct 840 
cagaggacct tgtacaggga tgtgatgttg 900 
agttccattt ctaaaccaga tgtaattacg 960 
gttgtaagga aagaaacaag cagacggtat 1020 
aaagtatctc cagaaaatga tacctctgaa 1080 
ataagtacaa ctcttggcat tgaggccttt 1140 
tttgagggac tacagggata tcaagaagga 1200 
aaactgccta ctcatactcc tcatgcttct 1260 
tgtaaggaat gtgggaaata ctttagtcgt 1320 
catactggag agaaaccctt tgaatgtaag 1380 
caatttactc gacatcagaa atttcatact 1440 
gaaaggcctt tagtcttctt accctgctta 1500 
aactgtttga atgtaaggaa tgtgggaagt 1560 
atcagagtat tcattctggt gtaaaaccat 1620 
atcgtggtgc acaccttatt cagcatcaga 1680 
gtaaggaatg tgggatggcc tttcgatatc 1740 
atactggtga gaaacccttt gaatgtaaag 1800 
agcttgttcg acatcagaag attcatactg 1860 
ggaaggcctt tagtcttctc aaccagctta 1920 
aaccgtttga atgtaaggaa tgtgggaagt 1980 
atcagagtat tcatgctggt ataaaaacca 2040 
aatcgtggtg cacaccttat tcagcatcag 2100 
tgtagggaat gtgagatggc tttagatatc 2160 
actggtgaca 2200 



<210> 22 

<211> 3958 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 1097492 . 2 : 2002 JAN18 
<400> 22 

cttgaggggt ttcaagccag tgtgaaatgc tgtgaaagac cacaactttg gcccggagag 60 
gatgtgccgc agtgctgggg aaagggcact ggctcacgat ccgggggacc tggttctggt 120 
cccagctcag ttctgcaacc tagggcaggt ccagggccca ctctgagccc aggcttgcca 180 
tctgtggaat gaggggtgca ctggatttct ggcttttcta gctgaagtct gcggacccca 240 
gatgttcatg gggtgaggga aggtcaagtt ggtagcactc tactttgatg tgttttaggt 300 
aactaggttt tgctaaaaga aaaaaacttt tttttgaaag ccacagcgct cgatagagtc 3 60 
actgaatagg tctgatgttc tgggtgtata tcaaggggct ctggagagag agttgattga 420 
ctccaggccg accatccctc ccttggtaac tcaactctgg gcacgctgcc cggtgagagg 480 
ccaggagcac tttccttaaa ggtggagggc caaggggcat tcgatttcct gaacgtgaat 540 
gcagtagaag gggtgttccc cctgcccttc tcctccctcc acctgtgggc ttgggctgct 600 
gcactgggga tggagacctg ggaggcgaag gtcccctggg ctctcctgtg gcaccacccc 660 
atcccacctg tgacctcagg ccagcctctc tacctctctg agctccatgt ccacacccca 720 
gtgggggtga tggatttgca cagctcgagg tcccaaggga gtgtggggtg agtgcaggcg 780 
cccttctgct ccctgccttg aggcggcctc cctggcccac acctgcctcg tttccttctg 840 
ctccctgcat tgaggcggtc tccctggccc acacctgcct tgtttcagtt ttccaagtcc 900 
atggtgctag atgtgtacag tgactacgtg aacaacttca ccagtgccat gtccatcatc 960 
aagaaggcct gcctcaccaa gcctgccttc ctcgagttcc tcaagcgacg gcaggtgtgc 1020 
agcccagacc gtgtcaccct ctacgggctg atggtcaagc ccatccagag gttcccacag 1080 
ttcatactcc tgcttcagga catgctgaag aacaccccca ggggccatcc ggacaggctg 1140 
tcgctgcagc tggccctcac agagctggag acgctggctg agaagctgaa cgagcagaag 1200 
cggctggctg accaggtggc tgagatccag cagctgacca agagcgtcag tgaccgcagc 1260 
agcctcaaca agctgttgac ctcaggccag cggcagctgc tcctgtgtga gacgttgacg 1320 
gagaccgtgt acggtgaccg cgggcagcta attaagtcca aggagcgtcg ggtcttcctg 13 80 
ctcaacgaca tgcttgtctg tgccaacatc aacttcaagc ctgccaacca -caggggccag 1440 
ctggagatca gcagcctggt gcccctgggg cccaagtatg tggtgaagtg gaacacggcg 1500 
ctgccccagg tgcaggtggt ggaggtgggc caggacggtg gcacctatga caaggacaat 1560 
gtgctcatcc agcactcagg cgccaagaag gcctctgcct cagggcaggc tcagaataag 1620 
gtgtacctcg gccccccacg cctcttccag gagctgcagg acctgcagaa ggacctggcc 1680 
gtggtggagc agatcacgct tctcatcagc acgctgcacg gcacctacca ggatctggtg 1740 
tggcttttgg ggagccagtg tgctgtgtgg tgacctcatt ggcctcctga accctagaac 1800 
ctgaacatga ctgtggctca agactggtgc ctggccctgc agaggctgat gcgggtgaag 1860 
gaggaagaga tccactcggc caacaagtgc cgtctcaggc tcctgcttcc tgggaaaccc 1920 
gacaagtccg gccgccccat tagcttcatg gtggttttca tcacccccaa ccccctgagc 1980 
aagatttcct gggtcaacag gttacatttg gccaaaatcg gactcccttg gggccctggt 2040 
ccacagtcct gtcaactgtc ccctgctggg tttctcagca gtcagcacct cccttccaca 2100 
gggctacctc tgggtcgggg gcggacagga aggcgcaggg ggccaggtgg aaatcttttc 2160 
cttgaaccgg ccctcgcccc gcaccgtcaa gtccttccca ctggcagccc ctgtgctctg 2220 
catggagtat atcccggagc tggaggagga ggcggagagc agagacgaga gcccgacagt 2280 
tgctgacccc tcggccacgg tgcatccaac catctgcctc gggctccagg atggcagcat 2340 
cctcctctac agcagtgtgg acactggcac ccagtgcctg gtgagctgca ggagcccagg 2400 
tctgcagcct gtgctctgcc tgcgacacag ccccttccac ctgctcgctg gcctgcagga 2460 
tgggaccctt gctgicttacc ctcggaccag cggaggtgtc ctgtgggacc tggagagccc 2520 
tcccgtgtgc ctgactgtgg ggcccgggcc tgtccgcacc ctgttgagcc tggaggatgc 2580 
cgtgtgggcc agctgtgggc cccgggtcac tgtcctggaa gccaccaccc tgcagcctca 2640 
gcaaagcttc gaggcgcacc aggacgaggc agtgagcgtg acacacatgg tgaaggcggg 2700 
cagcggcgtc tggatggcct tctcctccgg cacctccatc cgcctcttcc acactgagac 2760 
cctggagcat ctgcaagaga tcaacatcgc caccaggacc accttcctcc tgccaggcca 2820 
gaagcacttg tgtgtcacca gcctcctgat ctgccagggt ctgctctggg tgggcactga 2880 
ccagggtgtc atcgtcctgc tgcccgtgcc tcggctggaa ggcatcccca agatcactca 2940 
atgggcactg tgggcctgtg gccttcctgg ctgtggctac cagcatcctg gcccctgaca 3000 
tcctgcggag tgaccaggag gaggctgagg ggccccgggc tgaggaggac aagccagacg 3060 
ggcaggcaca cgagcccatg cccgacagcc acgtgggccg agagctgacc cgcaagaagg 3120 
gcatcctctt gcagtaccgc ctgcgctcca ccgcacacct cccgggcccg ctgctctcca 3180 
tgcgggagcc ggcgcctgct gatggcgcag ctttggagca cagcgaggag gacggctcca 3240 
tttacgagat ggccgacgac cccgacgtct gggtgcgcag ccggccctgc gcccgcgacg 3300 
cccaccgcaa ggagatttgc tctgtggcca tcatctccgg cgggcagggc taccgcaact 3360 
ttggcagcgc tctgggcagc agtgggaggc aggccccgtg tggggagacg gacagcaccc 3420 
tcctcatctg gcaggtgccc ttgatgctat agcgcctccc ctctcccctc agagggcaca 3480 
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gctgcaggcc tgaccaaggc cacgcccggc tctcgtgctc taggacctgc acgggaottg 3540 
tggatgggcc tggactctcc agaaactact tgggccagag caaaggaaaa cctcttgttt 3600 
taaaaaaatt tttttcagag tgttttgggg aggagtttta gggcttgggg agagggagga 3660 
cacatctgga ggaaatggcc ttctttttaa aagcaaaaaa cacaaaacct cacaactgcc 3720 
tggcaagccc agtatcactt gtttgggccc tagcgggact ccaaggcagc cacacgcccc 3780 
tcctggaagg gtgtgtgcgt gtgagtgtgt gcgagtgtgt gggctggtgt gtgaatatct 3840 
ataaataagt atatatggtg tatattatat gtgtataaat aaagtctgta catattggag 3900 
ctctgggaga tgctggaata aaagacaaga gttacatctg gaaaaaaaaa aaaaaggg 3958 

<210> 23 

<211> 2530 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 1099945 . 26 : 2002JAN18 

gjagjcciga cccatcctct ccttaagcca caccctaact catcttacat gctggttggt 60 
gacaagcaag gacaccccga tctgcttggc tccttggctg gcagcagcac ccacacatcc 120 
ctgcccacca cctgctcagg ctccagatcc caaggaggag gtggaaggtg cctgccctcc 180 
attatcagcc atgcaacatt tattagaagc cgcacagtct ctcttgacca gtgttccgca 240 
tctgagccac aggatgcaga aaatgacctc taaggcctac caccttcaga agtcgacctg 300 
, tggcaaatgt ggctaccctg ccaagcgcaa gagaaagtat aactggagtg ccaaggctaa 360 
aagacgaaat accaccggaa ctggtcgaat gaggcaccta aaaattgtat accgcagatt 420 
caggcatgga ttccgtgaag gaacaacacc taaacccaag agggcagctg ttgcagcatc 480 
cagttcatct taagaatgtc aacgattagt catgcaataa atgttctggt tttaaaaaat 540 
acatatctgg ttttggagtt tggatcataa tacaagagaa gcacagggca aagacactgc 600 
ataacctcaa gaactaagaa tggaaggact gccaggcctg gtggtgcaca cctgtaatcc 660 
cagctactca ggaggctgag gcgagagaat cgcttgagcc tggggggcag aggttgcagt 720 
gagctgagag aacgcgggcg gcagagcgag actccatctc aaaaaaaagg ataaaggaag 780 
gacttaagca aaatcttcct tgtaagtaga aggatgtttt gacaagaaaa gttgcaatgg 840 
aaaaatggtt ctcatgtaca cgagtatgta gaataagcat cgtgtgtgga ttggattcag 900 
atcaaaacat tgcttttatg tttgtgtctt tatacggtgg gagtataccc tggtgcccca 960 
ggatgaagac ttgacctgac ccatgtattt ttagattact cacagataac aaaaagtatt 1020 
ttcatcatga ttagttgcga aaacagtttt atttcaatag gtaaaacgtg cagtcctatg 1080 
. taatcgtcag aaggtaatct taattatagc ttgggtgtgc tttaaactgc aagctggcag 1140 
tggagggcac gattcctctg atttcagctt tctccttata ottttctgga gctgtgagct 1200 
. gcaagttaac tcagtgggat taaagtgtag actggaggta caaaaggtga ggagtgagga 1260 
gatagggtag ttcttccttg gctggctggc ttcatgatcc ctgggccccg cagataatta 1320 
aatcgacttt ttctgtctca ggcatttgta tgacctcttt ggaggttccc tgctgggtag 1380 
ttatccttgt atctgatgga cccatctcaa tttaaaatac tctgccaggt tcggaggttc 1440 
atgcttgtca tcccagcact ttgggaggct cagaggtgcc attggcttga gcccaagagt 1500 
ttgagaccag cctgggcaac ctggtgaaac ctcttctcca ttaaaaatac aaaaaattag 1560 
ccaggcatgg tggtatgtgc ctgtagtccc agctactcag ggagctgagg tggaaggatt 1620 
gcttgagcct gggaggtcaa ggctgcagtg aaccttgatt gtgccactgc actccagcct 1680 
Igatgacaaa gaccctgtct caagaaaagt ctgtaattct ttcctaaccc ttagtatcca 1740 
gcctcagtcc tgaggttttc tttacctctg ggggctattt tatgccggct ctctcctgag 1800 
tgtcacacat ctggtcctca ggaaacattc tcacatccct ggcctgaaaa aaacaatttc 1860 
agggagatcg catggcagca gccctctctg ggctccccag ctaaatggtt gtacgaaaca is^o 
ca????aaag ctclctglag ggcttccttg aagttccttt cactgggttt caaagtagaa 1980 
ggtagtaact cctttgtcca agaaggctga attgagcact taacaattct ccaaagaaat 2040 
ttcttcattg gtctctatcc tagacccctt ctgtatcctt gatatggctg aggattctaa 2100 
aaaatgacca gtcttacatg ggagggctgg gatataaaaa ataaaataat aaataatgat 2160 
aaaaactgaa aactgaccac gttcttggat atgttttctt tgggttgtgt gtgtgtgtga 2220 
gacttttgat agttacccaa agtaggaaaa atcccattct aataaggtta tatttatgta 2280 
Ictctgcaaa taaacatcta gcaaatgtaa aaagtatttt ctttgcctta ^aaatgatta 2340 
aaattatttg aactcctgag gagtgttata tgaataaaat tagtaagtta tttggaggaa 2400 
agttattttt taaaaagaca actggtaaaa cagtacagga gaaaggccag cttcctcaag 2450 
tgaggacagt tgtttagaat tgactgagga gcggccggtg cggaggctca catctgtaat 2520 
cccacacgcc 
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<210> 24 
<211> 2404 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> mis cofeature 

<223> Incyte ID No: LG: 110016 . 1 : 2002 JAN18 
<400> 24 

ccagcaggaa agcaggggta cagagaggag cccccttggc accgccaccg caccctaggc 60 
cacccaccat ggcgctgggc ttggagcagg cggaggagca gcggttgtac cagcagacgc 120 
tcctgcaaga cgggctcaaa gacatgctgg accatggcaa gttcctcgac tgtgtggtgc 180 
gggcgggcga gcgcgagttc ccgtgccatc gcctggtgct ggccgcctgc agcccctact 240 
tccgggcgcg ctttctagcc gagccggagc gcgcgggcga gctgcacctg gaggaggtgt 300 
ccccggacgt ggtggcccag gtgctgcact acctgtacac atcagagatc gcgctggatg 360 
aggcgagcgt gcaggatttg ttcgccgcgg cacaccgctt ccagatccct tccatcttca 420 
ccatctgcgt gtccttcctg cagaagcgcc tgtgcctctc caactgcttg gccgtcttcc 480 
gtctcggcct cctgctcgac tgcgcgcgtc tcgccgtggc tgcccgcgac ttcatctgcg 540 
ctcacttcac gctggtggcg cgcgacgctg acttcctcgg actctcggcg acgagctcat 600 
cgccatcatc tccagcgacg ggccttaacg tggagaagga ggagtctagt gttcgaggcg 660 
gtgatgcggt gggcgggtag cggcgacgcc gaggcgcagg ctgagcgcca gcgcgcgctg 720 
cccaccgtct tcgagagcgt gcgctgccgc ttgctgccgc gcgcctttct ggaaagccgc 780 
gtggagcgcc accctctcgt gcgtgcccag cccgagttgc tgcgcaaggt gcagatggtg 840 
aaggatgcac acgagggccg catcaccacg ctgcggaaga aaaagaaggg gaaggatgga 900 
gccggggcca aggaggctga taagggcaca agcaaagcca aagcagagga ggatgaggag 96 Q 
gccgaacgta tccttcctgg gatcctcaat gacaccctgc gcttcggcat gttcctgcag 1020 
gatctcatct tcatgatcag tgaggagggc gctgtggcct acgatccagc agccaacgag 1080 
tgctactgtg cttccctctc cagccaggtc cccaagaacc acgtcagcct ggttaccaag 1140 
gagaaccagg tcttcgtggc tggaggcctc ttctacaacg aagacaacaa agaggacccc 1200 
atgagcgcat acttcctgca gtttgaccat ctggtcggtg gccagagaga tcaaggacgg 1260 
cgagcgctgc ctggactcgg tcatgtgcta cgacaggctg tcattcaaat ggggtgaatc 1320 
ggacccgctg ccttacgtgg tgtatggcca cacagtgctc tcccacatgg accttgtcta 1380 
cgtaattggc ggcaaaggca gtgacaggaa gtgcctgaac aagatgtgcg tctatgaccc 1440 
caagaagttt gagtggaagg agctggcacc catgcagacc gcccgctcac tctttggggc 1500 
cactgtccat gatggccgca ttatcgtggc agctggggtc accgacacag ggctgaccag 1560 
ttctgccgaa gtgtacagca tcacagacaa caagtgggca cccttcgagg ccttcccaca 1620 
ggagcgtagc tcactcagcc tggtcagcct ggtgggtacc ctctatgcca ttggtggctt 1680 
tgccacactg gagacggagt ctggagagct ggttcccaca gagctcaatg acatctggag 1740 
gtataacgag gaggagaaga aatgggaggg tgtcctgcgg gagatcgcct atgcagcagg 1800 
tgccaccttc ctaccagtgc ggctcaatgt gctgcgcctg actaagatgt gaccagctca 1860 
ggcagactga actaagcacc cctcccatcc tgcgaccctc actggcctgg ccttgtgggg 1920 
gctccagaaa agaggctagg agaggccaga gtctacctgg atccagttat ggtgcctcag 1980 
gggctgcgtc agccaaggaa agggaagtgc tgcttagtcc tggacttttg ggccagggtg 2040 
agaaactaga ggcttctcca gtgttgccat atccccctag gttgtcttga tccatgaacc 2100 
agaaccacag ggcggtatcc caggccgtgt gctggccctg ccccagccta gctgagtgtg 2160 
ctggcaaagt tccccacagg actcagcctt ctcgtctgtc cgatgggagc atccccatca 2220 
agtgcagtgt acagtgcaga tatgtctcct tctttaggaa gaataaagtg ccttctgagc 2280 
aagcagctca gggtctgcat cagtgctcca agagtcagtg agcaggtgtg ttgaagactt 2340 
ggggcttcag tgttctgctg ttgggctgcc aaggtcgatg gtctctgctc tccatctggt 2400 
gtcg 2404 

<210> 25 
<211> 2711 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 1137613 . 10 : 2002 JAN18 
<220> 

<221> unsure 



18/218 



03062379A2 I > 



wo 03/062379 



<222> (1) ... (2711) 
<223> a, t, c, <3. or other 

<400> 25 
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gagaactcat cagttaaaca atataccaca cgttgctgat actaataaag ctgcagtgtc 60 
?lSttctca aaLctttaa aagggagcgc gggoggccgg cgaaactcca agggcggacc 120 
gcSgcaggga gcgatcggcc tcgggctgcg ggagccggag accgcggcgg cggcggctgc 180 
?gSgc?gSa Jglggagccc agggaacacc gnccctgcct gtgctctgcc tcgggccatc 240 
actcltcccc agggcccagt gcggactcgc ctccgtgaag gaatttgaca agaaatataa 300 
?cc?acc?gg 2??gtatcg ?gg|ccgaaa ttttggcagc tacgtcacac acgagacaaa 360 
gcac??ca?? tatt?ttac? tjggtcaagt tgcaatcctc ctcttcaagt caggctaggt 420 
Jgccatggtg aaggtgtcag tggcggcggc agcgatggca agcaggcggc Sttgctggga 480 
l?gttt?|ca ctggagccag catcaggatg tcctctccaa tggctgtgct actgcatgga 540 
ctgtatactc gatttcatgt gtatgtcgca gtaaacaaaa ccaaacctct ttctgtttag 600 
?Scctgggg gaagaaggct gctttatgtt tatttttcaa gactttaaaa atattttttg 660 
gt?gS??SS LtlggJLt ctctcccacc tctccctttt attttgtata ^a^aaagaaa 720 
Sgaaaag?g agaggtggga gagatttcct atacaaaata aaaggcccac ^atagagact 780 
JJgcggccS algactagga gggctgagga aaagaaatag gtctctggag S^ggaactaa 840 
aSltSgcag ctgcctcttc ctggcggtgg atgctgcttt gggagggcca 99S^g9^tgc 900 
agggggacag tgttgggatt gtcaaggaaa aaggggtagg aaggaaggtg S^gggattga 960 
tJtaglacca gggagaatat tccactgaac tgtgattcta tggcttgggg cggagggtgg 1020 
ggtgggSatg ?lltctttag gggccctgag atgtgtttgt ctgtggtgtg tgggagtggg 1080 
SagcagSttt gtcttgctgt ctttgtcaga atttctaagt aagggctgtg t^^ttgtgga 1140 
ttaccttctt ttgttcttcc tgccagagat catgacagga ggatgctggg gtaggattag 1200 
cSgaKctt tStttcttt alatttttct cctgtctgct ccctgcttag ccctcagttt 1260 
cctLttcct ctggagttct cttagagcag cccctgttgt tagttggctg ^^aagggaat 1320 
T.Zr,*-„r,r-c»n tcrtaattcct tagttaggtc ttagcaatca aaccaaattg atgtctccct 13 BO 
tg:c??t?c: g?gtKaS gSaatI?gt gtgtatatgt gtgtgtatgt ^tgtgtgggg 1440 
t?tggggtag aagggaggga gggggcagga cagtgtggaa tctctagggt gtatgggtag 1500 
gtagjgggca caS?Iagttc taagtgggct tttatgctaa aagcctctgg gsatatctgt 1560 
?ttSaSIta aaSataggtg tcccctcctt gctgtcatct agcccagaca ctctgcttgc 1620 
tctctggctg tctgctccct gggaaggctt taggaggacc acccaggaca gsatgacoat 1680 
gctgcStc? gctctggagc tgggtctcag tgcagaggga cagtgactgt asatggttgc 1740 
agtctctggt gggaggtgag gatagaagtg ataaagagct aagaggagct tctgggagcc 1800 
??ggagSgg tSagtcttgc agtggtgaag ccaggacata ggagatggag cagggctgtg 1860 
aglSSSS attStgagga ggatgcaggg gaaatcttgt ctgttaatga aataggagtg 1920 
Sgg?ggggtt tggggtgggg tggtcattgc cgtttgagct gctgattttc atgagtcgcc 1980 
???aSS?tc tcgtgtaggg ttgacaatgt gggggggtgg SSSatccagc ttattctttt 2040 
attttcaagt ccattcttgg ggctggtggg gaggcaggag aatacccctc cctaagccct 2100 
tagtgtgtgc cgagcttgct ttgtgatgtt ggcaggggag ggs^gacctg SJtggtgact 2160 
gagttccctt tatcaaaccc ttcaatgggc acaaaattga gtgcttgatt ttaggtttta 2220 
?t?ttttatg aatgtccaaa tctgtgtttc cccctgccct cccagactgt gtggccagtt 2280 
aaaagtgtct ggtttgtgtt catctctccc tcatttctgg agcagggcct gagaccctgc 2340 
SS?c?cct SgctStIca tccacgcctc ttttggacat taaaggttga ttgatgcacc 2400 
StgcJcSt ttgggtctct ttggggatga ggggttggca tggtggcagt g^tgccacac 2460 
aataggtgag ggtggagagt ctccagggtg gaatagaatg gggactgaag ggaagaccag 2520 
cSc?Sl?I SgStggSc tgtagcagca cttatttgtg cctaggctta tgccccttaa 2580 
gtagaggaaa actaaccagc agcactcacc cttaagggct cctgggttct ^^^ttccttg 2640 
itgjtgltgg ccaggtgaat catattttgt gtctttggga tagtaactgc taccttccca 2700 



gctgccgtca t 

<210> 26 

<211> 5592 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG:118836.26:2002JAN18 
<400> 26 



cacaSaggaa atgttcccca aggacatcac caagtggagc tccaatgacc tcatggacaa 60 
gatcgJgagc ccagagccgg aagacacaca agatggtctg taccgccagg gtgcccctga 120 
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gttcagggtg gcctccagtg tggagcagct gaacatcata gaggacgagg ttagccagcc 180 
gctggctgca ccgccctcca agatccacgt gctgctactg gtgctgcacg gaggcaccat 240 
cctggacaca ggcgccgggg accccagctc caagaagggc gatgctaaca ccatcgccaa 300 
cgtgttcgac accgtcatgc gcgtgcacta ccccagcgcc ctgggccgcc ttgccatccg 360 
cctggtgccc tgcccgcccg tctgctctga cgcctttgcc ctggtctcca acctcagccc 420 
ctacagccat gacgaaggct gtctgtccag cagtcaggac cacattcccc tggctgccct 480 
ccccctgctg gccacctcct ccccccagta ccaggaggca gttgccacag tgattcagcg 540 
agccaacctt gcctatgggg acttcatcaa gtcccaggag ggcatgacct tcaatgggca 600 
ggtctgcctg attggggact gcgtcggggg catcctggca tttgatgccc tgtgctacag 660 
taaccagccg gtgtctgaga gtcagagcag cagccgccgg ggcagcgtgg tcagcatgca 720 
ggacaatgac ctgctgtccc cgggcatcct gatgaatgca gcacactgct gcggtggtgg 780 
cggtggcggc ggtggcggtg gtgtcatgca gtggtggtgg tggcagtagt gttggctcca 840 
gcctggagag cagtcggcac ctgagccgaa gcaacgtcga catcccccgc agcaacggca 900 
ctgaggaccc caaaaggcaa ctgccccgca agaggagcga ctcatccacc tacgagctgg 960 
ataccatcca gcagcaccag gccttcctgt ccagcctcca tgccatgcgt gctgaggact 1020 
gagccctgct cacgccactc cagcagctcc accatgctgg atggcacagg tgccctgggc 1080 
aggtttgact ttgagatcac cgacctcttc ctcttcgggt gcccgctggg gctggtcctg 1140 
gccttgagga agactgtcat cccagccctg gatgttttcc agctgcggcc ggcctgccag 1200 
caagtctaca acctcttcca ccccgcggac ccgtcagctt cacgcctgga gccgctgctg 1260 
gaacggcgct ttcacgccct gccgcctttc agcgtccccc gctaccaacg ctacccgctg 1320 
ggggatggct gctccacgct gctggtcgag accgtgcaga gaaaccctga gctggtcctg 13 80 
gagggcggcc ccctggcccc tctcccccac ggggacggct tcctggaaac cagtatgcct 1440 
gttcccgcgc ccacctggca agacggcccc cgcccgggct gtgccgagtc ggatgtgctc 1500 
cagacccaca atgcagcctt ccaagagcat ggcgccccct cctcgccggg cactgcccct 1560 
gccagtcgtg gcttccgccg agccagtgag atcagcatcg ccagccaggt gtcaggcatg 1620 
gctgagagct acacggcatc cagcatcgcc cagatcgctg caaagtggtg gggccagaag 1680 
cggatcgact acgccctgta ctgccctgac gccctctacg gccttcccca cggtggctct 1740 
gcctcacctc ttccacgcca gctactggga gtcaacagac gtggtctcct ttctgctgag 1800 
acaggtcatg aggcatgaca actccagcat cttggagctg gatggcaagg aagtgtcggt 1860 
gttcaccccc tcaaagccaa gggagaagtg gcagcgcaag cggacccacg tgaagctgcg 1920 
gaacgtgacg gccaaccacc ggatcaatga tgcccttgcc aatgaggacg gcccccaggt 1980 
tctgacgggc aggttcatgt atgggcccct ggacatggtc accctgactg gggagaaggt 2040 
ggatgtgcac atcatgaccc agccgccctc aggcgagtgg ctctacctgg atacgctggt 2100 
gaccaacaac agtgggcgtg tctcctacac catccctgag tcgcaccgcc tgggcgtggg 2160 
tgtctaccct atcaagatgg tggtcagggg agaccacacg tttgccgaca gctacatcac 2220 
. cgtgctgccc aagggcacag agttcgtggt cttcagcatc gacggttcct ttgccgctag 2280 
cgtgtccatc atgggcagcg accccaaggt gcgggccggg gccgtggacg tggtgcggca 2340 
ctggfcaggac ctgggctacc tcatcatcta cgtgacgggc cggcccgaca tgcagaagca 2400 
gcgggtggtg gcgtggctgg cccagcacaa cttcccccat ggcgtggtgt ccttctgtga 2460 
cggcctggtg catgacccgc tgcggcacaa ggccaacttc ctgaagctgc tcatctccga 2520 
gctgcacctg cgcgtgcacg cggcctatgg ctccaccaag gacgtggcgg tgtacagcgc 2580 
cattagcctg tcccccatgc agatctacat cgtgggccgg cccaccaaga agctgcagca 2640 
gcagtgccag ttcatcacgg atggctacgc ggcccacctg gcgcagctga agtacagcca 2700 
ccgggcgcgg cccgctcgca acacggccac ccgcatggcg ctgcgcaagg gcagcttcgg 2760 
cctgcccggc cagggcgact ttctgcgctc ccggaaccac ctgcttcgca ccatctcggc 2820 
ccagcccagc gggcccagcc accggcacga gcggacacag agccaggcgg atggcgagca 2880 
gcggggccag cgcagcatga gtgtggcggc cggctgctgg ggccgcgcca tgactggccg 2940 
cctggagccg ggggcagccg cgggccccaa gtagggcacc gtgagtgcag cgcggggtct 3000 
ccatggtgct aggccagggt ggccagcccc gccaggaggc ctggcctggg cacacgcact 3060 
gacgtgggcc tgggagattg tcccagggcc ttgtggagga cacgggccgc accacacagt 3120 
gctccctgcc ctgcctcacg tcctcgggcc tgacgggtcc ggcttgtcat ggaagctggc 3180 
agggaccacc agccccagga tggcagaggg accagaacct cccactcaga ctggcccggg 3240 
aggttctccc agacattttg ccctgtgtgg atctccaagt gtcctggtgc caggtgtggg 3300 
cccaggcgca gcctgccacc tccccatcca ctggccaccc tcactcccag gtcccctccc 33 60 
atttggtagc agctccaaca ggggtccagc ctgcatcttg ttaactcgag tttctcaact 3420 
gttcaacctc actggttttg cactgatttt tgagagcgga gacccattac cacctcctat 3480 
ggctacagcc ccgttgacat gcatgaaact cagtacctgc tgacccagga cctacaacca 3540 
cactgaaggc tccagtgcgg cagagcctcg tgcaagcagg agagaaaggc tgtatcttaa 3600 
tttctgcacc ccggaccctg cccacctgtc tgcctgcccc gcctggagcc caggccagtg 3660 
ttgtttccag cctcaggcca cgggctggac gggcctggcc gcctcttccg ctccctgcca 3720 
tcagtcaagg ccgcccgccc acgtttctac gcctttctac ttctcaatct gatttctatg 3780 
aggttttttt aaacgagcaa tccttggctg cttccttttc ttaactcttt cagtactgag 3840 
agcagcccct ccacactgaa aacacccagc actgtgacgg agtccagcct ggttctgggt 3900 
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accgtgggcc ctgctcctgc ccacttagcg aggcatgggc tccttgcctc acctggcccc 3960 
SgcSSca ctgaatttct actctggggt ?gcSgtS gcttcagggc 4080 

Sccaattccg ttttcatgcc ^aatctaaga jgccacaact |^ acgctgggtc 4140 

Iggcagccat gacttcattt ctcgcctgaa ^aaggaccat J ^ ctcaacggcc 4200 

tglccStctg ccctctctcc ccagcaccaa ^^^Jgacctt J g cctgcctggc 4260 
a5ctccggcg gcccctctgc tgctcctcgg ^^ttcccgga ^Jg^^^^ cctgggtctg 4320 
ctcggccttt gtccagcgac caggctctgt ^^^^^^J | tgatgttaac tttttcccgt 4380 
gtg??gggac gcatggaccg ^g^^ggggag l^g^J^jajS caaalgtggg tctatacaga 4440 
gtgtagatat gtacagccaa agggtcgtgt aaatgtcccg ttcagggttt 4500 

Stgaaagcta tttattttgt gcagagaaaa J|9tctggag ^ ^^^^^ caacgattat 4560 
attcatattt aagatgtagc tttttgttgt "caggca acccccctgc 4620 

tttatggaco aagttttcat gtaactgttg ^agtgaaagt ctgtggccag 4680 

tcccagcagg aagttgcttg g^ccgacaat ^acagcccct 3 f H g^gaccagcc 4740 
tgcctcctcc tctcttggcc ^^accttatc ^tgtcttgcc 9 9 ggaggccctg 4800 

atccagagaa gcacctggaa gagtctcggg ccacggctcc tcactccccg 4860 

tgggcagtgg gctcagcctc tccccagggg f^lllllll ataglcccct ggggctctcc 4920 
cSgcctgcc cagccgccag ^catgccaag J^^JJ^JJ^^ ccc?ccatgg gaagtctctt 4980 
cagcggccct cagcoataga tggcaaggtg SS^^S^^^^c ctcctcttga 5040 

ctgtatccag gtctgctttc cacctccctt cagattcctt aaataccaaa 5100 

SgSagtacca gtctttctga aactaagaga gSS^^^^cag ^J^ccttc ^^^^^^^^^^ 5^60 
. ||tg?ttaca gagttgggtg ctgagctgca g^gctcaggc ^g^^^^J^^ gccttagtcc 5220 
ggtgaggcag gccttgctga ctgccacccc- ^^f l^l^ tt?gatttct aaagagggat 5280 
cactcccacc acacccccac gccccaccac ^^9^^ cccactgccc accccatcac 5340 

tcagcagaga ccccccaccc ct<=^^tggct cjgtctgagt 9 ^^^^^^gggc 5400 

agccttcacg tctcagcccc tcccgtctgg tctgtccgug J « tcattgggcc 5460 

. cltgtgtgag cagtgtcccc atctccccat ccgtccctgc tgtc 9^^ gggaaggctt 5520 
. SSKft ftlStSgg ScgSfaS SUatga aatggcagaa ctcgatagca 5580 



gcttatcgaa cc 

<210> 27 

<211> 6023 

<212> DNA 

<213> Homo sapiens 

<220> 



:f23: SS^ifS^So: I^:1330261.32:2002a^8 

<220> 

<221> unsure 

<222> (1) - . • (6023) 

<223> a, t, c, g, or other 

»a^=,cc« «™c =..=,.»tc .a»^«= ^ 

^rc?ss °^T^ »s ssr.s:i 

gaggctgtgg tgtccttcca tgggccccta J^cctgcg g ^ ^^^^ gtcggagatt 300 
ctctaccaaa aagtggaacg aaccctgtgt c^fcccccc ^^^^ ccagctccgg 360 

cagttcttct acgtggatgt gtccaccctg tcaccagtca a aataccacag 420 

SSagccgca tggacgattt gtgctcagga ^tggggagca 9ttcag ^^^^^^^ttc 480 
cagclcagcc ccagaggggc caagagagca tcctcatgag atgjgg ^.^ttgtcaag 540 
ctgcaccctc agtacttcaa gtatgagttc °=tgaaggcg ^OTa 99^ gctgtgtcct 600 
Stgacctcca acaaggcctt cccctgctca 9tcatctcca ^tcagg a J^^^^^g^ag 660 
StJtatgacc tggacaacaa cgtagccttc atcggcatgt accag^^g ^^^^^ 
gcggccatca ccgtacagcg caaagacttc =^cagcaa « cgcagaagat 780 

SSaagaccg aagaccaagc ctgcgggggc ^ccctgcctt ^ctacc ^^^^g^^gtc 840 
SIccSgtcg atcaagggca ccgccagaaa JJJJ^9tcag tgctgg^g^^ ctccttttac 900 

S^grcfg fcSSgg? ^SSSS ^^^^ aga™ gac^ 960^ 

SbS? rccS?r.S l^^ll^ --.cS ?5agaa?S. ™tc. 1080 
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^^^-r.^ cttacggtta ccaggggcac 1140 

sss Si isii m sss -SH I 

=13 m m ss iss sfi i 

gtgatcacct accagacggt ggtgaatgtc acaacatcct cagcaacctg 156U 

?t?ctctgcg cccacccact 999^^^^^^^ cJS^catcc tgcaacggga gatcaaccac 1620 
gggtacatcc tgctggggct S^ttttcctg gtgggatccc ^^aacacttt 158U 

iill SSE Hiri? iiii illE E 

SSactctgca tgctgaagct ctaccagaag ^JJJJ^^Jg tgctgggcgt g^tctttggc 1920 

sssr." sfcS| Sig 
s« Eii s ?ss MS 

tttcaggcca caggcccaag , cagtgccccc ^J^^^^^^ aagaggaggg agttttgata 300U 

rs?? s«i -I ™- 

ibss sssi s= Isi^ igii 

ctcaoacoot gocsgacctt =':»s«cc=J= ..tcocagoc ocaaotaaag cstatsaotc "uu 
SigtlSa." cagcttctgc "oSgl.8 ggcggtccaa "^SSSt 

•^r^^cl SSISS ?f===SS gg"=»caga »J|tgc.gg |tl„ 
'tSStS SSScel tgaggaaoac ?°SIatS Sagcctgca 3540 

S» i~ iSSa 

r-ss sss «S ssss - 
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acaaatttat 
tgccctctca 
gccctgcagg 
tggccaacaa 
agtatgacga 
atgtgggccg 
ttctgagcaa 
agaacccacc 
ctgaggacta 
aagacatggc 
ccaactggtt 
aggagggaaa 
gcatgatagg 
gagcccggcc 
acccgtgtgg 
ctgcacctgg 
atcactgcct 
gctaagcagg 
cttggcggca 
ggaatatttt 



gtagccaggc 
gaggtccagg 
ggcccctggc 
gggtccttcc 
ggagctggag 
cccagaccgt 
gctggtgaac 
ctccatggtc 
tggggtcatc 
tttgggcagc 
tatgaagaaa 
gcatgtcatt 
ctacggacga 
ctcccccagc 
taccttcagc 
gcagctcctg 
tggccccttc 
ggagaagcgg 
aaagcccatt 
tggggttgga 



cactcctgtt 
tgtgctcact 
tctgctcgtg 
tatggcatga 
Sragcggctgg 
gggcgcttgg 
agcctgtacc 
ttcaagcaga 
aagactgaca 
ttggcagtga 
gcgcaggagc 
ggccttcaga 
cctcggcaga 
tccttggctg 
cctggccaag 
cctgtgcccc 
ctaccggctg 
gctgggggta 
gaagaagaac 
act 



tgtccgtgga 
cctatttggg 
tttctgggct 
gccgcgaagt 
tggagtggat 
gcttccaggt 
ctgatggctc 
tggagcaggt 
tgttccagac 
ccaagaatga 
ataagaggga 
tgggcagcaa 
tcatcagtta 
cagccatccc 
ctttgaggct 
cagcctcagc 
cccccatcac 
gcctggatgt 
cagnccagcc 



gtggagagga 
aagagagaag 
tctgctgctt 
gcagtccaaa 
catagtgcag 
ctggctgaag 
caagccggtg 
ggctcagttc 
tgttgacctc 
tgggcactac 
attcacagag 
cagaggggcc 
gagcggagag 
gcttagcctg 
ctgtcactga 
ccaacttctt 
ctctactgtc 
gggccaagtc 
tgccccctta 



<210> 28 

<211> 3996 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc^feature 

<223> incyte ID No: LG:1347461.28:2002JAN18 
<400> 28 



gccaccctcc 4920 
gggcacagca 4980 
tccccagaca 5040 
atcgagaaga 5100 
tgtggccctg 5160 
aatggcgtga 5220 
aaggtgcccg 5280 
ctgaaggcgg 5340 
tttgaaggca 5400 
cgtggagatc 5460 
age cage tgc 5520 
tcccaggccg 5580 
ggctagccct 5640 
cctcacccac 5700 
gcaatggtaa 5760 
acccgaaagc 5820 
tcctccctgg 5880 
cactgtcctc 5940 
tctttgncct 6000 
6023 



gcgaccgcgg 
ggtcgccgta 
tctggtgtgc 
ccgggcaggt 
ataaaagtat 
tgaactctca 
accatgctgc 
gggatggaga 
aagaatttga 
aaattgatga 
taatgaaagc 
tgcaagtgac 
ctcaagaact 
tgagaggaaa 
ttactacaag 
gtagttccaa 
atgacatctg 
agagaggagt 
cagtcaaaaa 
ctatggctac 
ttgtacttgg 
catttcataa 
acatccgtaa 
cagaatattc 
tttttctccc 
aaagaatgag 
ctgcaagaga 
ttcatctttt 
ataataactg 
ttaaagtttg 
ttattggata 
caactttttc 



cgaggtgggt 
gaccggtgtg 
gttgtccgac 
gcagagccac 
tctttcaagg 
aaaaaactgc 
caaggccaag 
acaagataat 
gattgttagc 
aaaaaatctg 
ttttattgat 
ttttagggga 
aagaggaatt 
attaactatt 
aacaggtggg 
acggagagat 
gattatggga 
cacaatagca 
agcatgtggg 
agtgaatgct 
accttcagta 
tcttcatcct 
agccacaagt 
aggaccagaa 
atgtccgaga 
gtacttgact 
gaaatttagc 
gggtatattt 

acaaaaatca 
ttctccctgt 
ccctctattg 
ctttgagtct 



gaggctcagg 
caaccgaagt 
aggaagtccc 
agcctgcgcc 
atggcagaag 
catcagacat 
tttctctgta 
tgtgaaatag 
tgtcccagca 
agcagcatta 
caactcttca 

gggcttttta 
cagaatgaaa 
atcacttctt 
atatcttata 
cccaaggtag 
agaaaggagc 
gctcttggtg 
gttgctcacg 
atgatagcag 
ggaccttgct 
gcatgtgtac 
tttcctaagg 
ccaagatctc 
tggccttaat 
ggatttttgt 

tgtttgattt 
ttactattat 
gtatgttgta 
ttattacaca 
gtcaggcatt 
gatacagtga 



acgagggacg 
gaagagcggg 
gaatgggctg 
ccgtgagccg 
ctgttttgat 
tactgaagac 
taatgtgttg 
aaacaagcaa 
tggctgccac 
aggtaattgt 
ctgatgttta 
aacagtccat 
tagaaacatt 
ctttgatccc 
taccaactct 
tggttcaagg 
ctgactctta 
cagactgtat 
ctggttggaa 
aatatggctg 
gttttactct 
aactatttga 
attcttctag 
aacctctgta 
tttggtacac 
ataactgctt 
acttaaaacc 
tcaaagccaa 
gctaatatgt 
gatcaggaat 
gtgttaagca 
aggagataaa 



gggcggcaaa 
aaggcgagga 
tgagccgccg 
aggcgggtga 
tgatcttttt 
tttgaatgct 
cagtaacatc 
tggattatca 
tttgtatacc 
acccaggcac 
caattttgaa 
tgaaataaac 
tttgagaagt 
agatattttc 
tagctcattc 
aataaagact 
tgatggaata 
accgatagtt 
aggtactttg 
cagtttggaa 
tccaagggaa 
ttcaccaaat 
aacagggagg 
catcttgcca 
agattggctt 
cctgcctcct 
aaatggatta 
atgattttca 
tttatgcatg 
agatttgttc 
tatgtgaatc 
cacttctaca 



ttgtcacaga 
ccgaatcgcc 120 
gtggaggtgc 180 
tttatttggc 240 
ggtttgaaat 300 
gtccaatacc 360 
agctatgaaa 420 
gctctcttgg - 
attaaacaga 
aggaagacat 
tttgaagatt „„„ 
gtaatcacag 720 
ctgccagcac 780 
atacatggat 840 
aatctcttca 900 
catcattcca 960 
accacaaatc 1020 
tttgcagatc 1080 
ttgggtgttg 1140 
gacattgttg 1200 
tcagcagagg 1260 
ccctgtatcg 1320 
aattcttcca 1380 
tcctgacaag 1440 
catatcaatt 1500 
tccaaactga 1560 
caatggataa 1620 
tttaattgta 1680 
agaattattc 1740 
agttcagtat 1800 
aaaatgaaca i860 
acttaaattt 1920 



60 



480 
540 
600 
660 
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aattttaata gcagtagaag agaacataag gaatagaggt taattttacc cagaagcagg 1980 
atagagaaaa tattacagag aaaatcacat atcacatggg ctcgaaagat gtagaggttt 2 040 
ttgacaaatg aagaacaacc ataacaggta gagggaacac catgaaccag ggcatgaaac 2100 
tgaaagtgca taacatattc tagagagaga agggtgtggg catgagttag ggctggaaaa 2160 
acaggttgga aacagataag taagggtctc aaatgcaatg tcaaagagct tgcagtttat 2220 
tttccaggca atgagtaggc agccaaaaaa aaaaaagtaa ggatgtgttt ttttttttcc 2280 
catggcatca tatttaagag gatggattta aattgtgtga gaccaaagca tagagactag 2340 
ataagaggcg atcaaaatat ttcaaaaaga aataatgaag atccaatgaa ggaagtggaa 2400 
attaaaatag ggaagagagt agatggatta gagagacatt taagagatgg aatcaataga 2460 
tcctgttact agataatgga agtaagaggt gaggaagagt ggaaaagtca ttaatgactc 2520 
taagatttct gcttggctgc ttaccaagat tggcaacaaa gggagggaga aggtttggaa 2580 
aaagagagaa ggataatgag tttgacttta catagaatga agggcatcca gatagaaatc 2640 
tttggttaat aattagaaat atagacctag aaattaggag gaaacctgag acagagacaa 2700 
atatttcaaa gcttacaata cagagatgat acctgattct attggagcag gtttgatcat 2760 
ctaggcagaa attaggatga gaaaaaagga gatccaataa tacaacctta tagtcacaga 2820 
agtaagaaaa aaaggtagtt gttttgaaga agccaggata ggtgtggaaa gtactcaaaa 2880 
agaaatcttc agggataaaa taaagtgata atttaaaaga aatcaatgga ttaaacatat 2940 
tgaaactgtt ctataggcag tggtcattga gtcagctttc agtgcattag gaagaagatg 3000 
cataggtgtc.aactcttttc tgacagcatt tactagagaa gagaaaaagc tggggactac 3060 
atcttcaagg aagggacttt ttttggatga gcagttttga gtgtgtttgt cagttaaaga 3120 
gaggaattag gttagttttc atttgggaaa aattgtatat atatttaatg taagttatca 3180 
cattgcatct taaaaatatt cttatttaat acatatattt cctacatgta tatgtggtag 3240 
catgatagca aataacattt gtttggtatt tccaaaggac tttcatgtac attgcctcat 3300 
tttaccttta cagctactct gaaatacaca ggcattatcc cttttattca gctgagaaaa 3360 
ctgagcttca ttgaggtgga ggtcaaaaat cacaaaattt gtgatgaatt aagatttgaa 3420 
catatgtttt gtgactccag ttttcctttc agattttaaa attaattaaa gggatcttca 3480 
ttatactttt attgttaact ttttgttaac ataatttatt catacattca gtgaaaattt 3540 
tgttgaggta ctgggacagg ttaaaaaata cagttgtagc cctcaggata tttaatatcc 36 00 
agtgaaaagt gacagtcagt aaaccaacaa tctcaatact ttgatatatg .ttgtgaggtt 3660 
gtgataaccg attcttgttt agtttaattc tatatctccc ttagaccagt gttaaattta 3720 
aataaaacac ctcatttttt ccaattcagg gaaggcacta aacataaagc ataggataga 3780 
aatgttgaac tcatccaaaa tattattttg tttaatgaaa atgatgaaga ttaaggaata 3840 
cttccatgta ttgagtaagg ttgataattt tctaattctt cactgtgcat tattttgttt 3900 
gaagttggta aatttggagt atcctgcaga cacattttgc tttatgtact acaacattct 3960 
acaaccaaat aaaaattatt ttgattatct gaaaaa 3996 

<210> 29 

<211> 5401 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG : 1383494 .16 : 2002 JAN18 
<400> 29 

ttcgccgccg cgcggccgca cctggagttt cttcagactc cagatttccc tgtcaaccac 60 
gaggagtcca gagaggaaac gcggagcgga gacaacagta cctgacgcct ctttcagccc 120 
gggatcgccc cagcagggat gggcgacaag atctggctgc ccttccccgt gctccttctg 180 
gccgctctgc ctccggtgct gctgcctggg gcggccggct tcacaccttc cctcgatagc 240 
gacttcacct ttacccttcc cgccggccag aaggagtgct tctaccagcc catgcccctg 300 
aaggcctcgc tggagatcga gtaccaagtt ttagatggag caggattaga tattgatttc 360 
catcttgcct ctccagaagg caaaacctta gtttttgaac aaagaaaatc agatggagtt 420 
cacacgtgta taagaagtaa aaatgggcca ggcactgcgg ttcacgccta taatcccagc 480 
actttccgag gccaagtgta gagactgaag ttggtgatta catgttctgc tttgacaata 540 
cattcagcac catttctgag aaggtgattt tctttgaatt aatcctggat aatatgggag 600 
aacaggcaca agaacaagaa gattggaaga aatatattac tggcacagat atattggata 660 
tgaaactgga agacatcctg gaatccatca acagcatcaa gtccagacta agcaaaagtg 720 
ggcacataca aactctgctt agagcatttg aagctcgtga tcgaaacata caagaaagca 780 
actttgatag agtcaatttc tggtctatgg ttaatttagt ggtcatggtg gtggtgtcag 840 
ccattcaagt ttatatgctg aagagtctgt ttgaagataa gaggaaaagt agaacttaaa 900 
actccaaact agagtacgta acattgaaaa atgaggcata aaaatgcaat aaactgttac 960 
agtcaagacc attaatggtc ttctccaaaa tattttgaga tataaaagta ggaaacaggt 1020 
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ataattttaa tgtgaaaatt aagtcttcac tttctgtaca agtaatcctg ctgatccagt 1080 
tgtacttaag tgtgtaacag gaatattttg cagaatatag 9"taactg ^9 ^2^0 
attaataact gcattttcct aactttgaaa ^attttgcaa ^tgtcttagg J ^^^^ 
aaatgagtat tgggcctaat tgcaacacca gtctgttttt Jtaagttata 1320 

acttttttgt aaatgcggca ^ttacaaatt -J^^gtggaa Jttttcagtt J^^^^^ ^^^^ 

aatcacctga gaattaccta atgatggatt S^ataaatct "^JJ° ctttgaaata 1440 

ttttctctat ttacatatgc atctctccta taatgtaaat ^SJ^^aatag ^ ^50^ 

caattaggtt tttgagattt ttataaccaa ^tacatttca |tgtaacata ^ J J ^^^^ 
gcattagtct ttgtactttg cttacattcc ^^aaagctga ^J^^tcacg ^^30 
Lacaaagtt acacttacta ^aattaggac atgttttctc tttgaaatga J9 ^^g^ 
ttaaaagctt cctcctccat agggacacat tttctctaac ^J^taac ^^^^^^^^ ^740 
tttaaaatta aatgtgaggt aaaataagtt ^atttttaat ^^^^ « ttggataatt 1800 
ctgtcaacag ttaataatca tgttatgtta attttaacat |attgctgac ^tgg ^^^^ 
cattattacc agcagttatg aaggaaatat tgctaaaatg atctgggcc ^^^^^^ ^^920 

aatatctcct tttctgagct ctaagaatta tcagaaacag tatctagaat 1980 

gagaaaacct aatccaaaat aaaattcact taagtagaac ^ataaataaa tatctag ^^^^ 
Itgactggct catcatgaca tcctactcat aacataaatc Jjaggagatg at ^^^^ 
agttagctgg aagaaacttt Jgtgtaggt ttttattttc tacaagaatt ^^^^ 
ttatttttgt aagcaggtac attttataaa atgcaag^-ui- J acctttctga 2220 

ggtgtacata tttattaaaa atttttatta taacaacttt tattaaaatg J^^^tt g ^^^^ 
Slactttatt tattgatgtt gaagtaagga ttagaaacat agactcccaa ^ 
cctaaatgtg aataacccat atatacaaca aagtttctgc ^atctagctt tttga g ^^^^ 
atgggggtct tactcaagta ctagtaattt aacttcatca gaatgaact ^^^^^^^^^ ^.^^ 
agttatgccc atttataacg ttgtttatga ^tacattgtg agcaataatg 2520 

tttggggtat agaacccctc aacaggttag taatgctgga attcttgatg 9 2580 
ataaccagag agtgatttca "tacactca tagtagtata aaaagag^^^ taaaaatgag 2640 
ttaggcccct gggagaagag cagcttagat ttccccactg 9 «^ ggtgtctagg 2700 

gtaaatgccg tatatgatca attaccttaa ttggccaaga aaatgcttca ^ J | ^^g^ 
ggtatcctct gcaacacttg cagaacaaag 3t=^^^aaga tccttgccc ^ 2820 
tcccttttgc gctgttaaat ttgcaatgag aagcaaattt acagtaccat ^^^^^^^^ 288O 
gcagggtaca gatataaact actgcatctt ^tctataaaa °tgtga l^gaatttgt 2940 
tctcctgtat ggctgttact gtactgtact ^tctgactcc ^tacccaa « ^^^^ 

tacataatct tctacatgta tgatttgtgc ^actgatctt aaacctatga | 3^,50 

tcttaccata taaaaacgat aattgcttta t^tggaaaag jatttaggaa J 3^30 
aattattttt atagacaaag taaaaagaca ^atatttaag aggcataacc ^^^^^^J^^^ 3^3^ 

SiSSa fa f a.™. 3240- 

ctaaggccta gagtttgctc tgatatgcat ttggatgatt aatgttatgc ^g^^^^^^^^ ^^^^ 
tgtgaatgtc aagacatgga gggtgtttgt aattttacgg ^ ctcctcaaat 3540 

cataatggtg tcttaaaatt gacaaaaaat ^agcacttac tttttcatct 3600 

gaaaattctt tatctgaaat tttaaaagac attgattccg ^J^cttata aaoagccatc 3660 
Saagtacaat aatgcacaat cagtgttgct ^aaactgctt tj^acttata JJ°^g 
Itaaataagc aacgtattgt gagtactgat atgtatataa taaaaattat J 3,30 

tacctgccag tcatttgtaa atgctgtcta ^tcctgaaag ^cttccttca ^^^^^^^^^^ ^^^^ 
gttaataatg tgctctctcc tcctgttttg aaaccccata cctgttgcct 3900 

lacatcactc tactttgcat tggagttctg "^ctatatg ^acttattca ^ | ^^^^ 
aaacatgcac tgttcctaaa aggtacagtt "tgctcaaa ^tatatgaaa 93 ^ ^^20 
tcagttctta aagtttggta tgctaaataa gcacccaggg ^acttacctg 
ccccagaaat tgattattca ggtctggaat atggctcagg J^tcttaatt ^tcaacc ^^^^ 
acaatataga atcctgtcag ttatccttgg atcatttgct |jggtctt ^ 42OO 
aactcctttg agactatttc attttcagaa atattttaaa ^cttgttcag jaa 

feS^SSS «SS=S ?fc I I a «g aa.cc J3|0 

^iT^ii ssfciSc s ™- ttss 

ssss". jssss s:s:s»s | ^ ™ 

clatglatM .aatcctaat tg.c.gtttt acjaacajaa a™«=|^tt ^9^=^"^ ^^jo 
gttgtttctg tttctgtttt aacaagctt. gatct.ttat tatgcctKt «|3 J J 4,40 

-IfcS ™rcl gcLaatga 4=00 
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tcaaatgttg taaaggggat tgttactaca gctaatatga aatgggaggc tggactaaat 4860 
ctaacctttc tacccttgat ttcaattcta aaaggacacg taataccatt gcagaaagaa 4920 
aaggcagttc caaatgataa attttagagt tgttttgcta ggatgcaaga gaaattggat 4980 
aagtggacca ctcatacgtt gctggtgaga tatgaaatag tagagccact gtggaaaata 5040 
ttcttggcag tttcttataa aactaaacat acatttaaca tataactggc atttgtacta 5100 
cttgacagtt atccctgaga agttaaaact taacattcac aaatgttaca taggcacctt 5160 
catttataat agccaaaacc cggaaacaac ctggatgtcc ttcaaaaaga gtgaatggtt 5220 
tagtatgtcc acaccatgga atactaaata gtaatatgaa ggaccaaact actgatacat 5280 
gtaacaaatt gcatggacct caagggaatt atgcttgggt ggtttggggg gacaatccta 5340 
aagttttaca cactgtatga ttctgttttt gtaacattct taaataataa agctatagag 5400 
a 5401 

<210> 30 

<211> 4933 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 1400155 . 1 : 2002 JAISTIS 
<220> 

<221> unsure 

<222> (1) ... (4933) 

<223> a, t, c, g, or other 

<400> 30 

gcggccgctg gctcccggcc gccgccacct tccccgtgca agacccggcc agcggcgccg 60 
ctctgggcat ggtagccgac tgcggggtgc gagaggcccg cgccgccgtg cgcgctgcct 120 
acgaggcttt ctgccgctgg agggaggtct ccgccaagga gaggagttca ttacttcgga 180 
agtggtacaa tttaatgata caaaataagg atgaccttgc cagaataatc acagctgaaa 240 
gtggaaagcc actgaaggag gcacatggag aaattctcta ttccgccttt ttcctagagt 300 
ggttctctga ggaagcccgc cgtgtttacg gagacattat ctacaccccg gcaaaggaca 360 
ggcggggccc tggtcctcaa gcagcccata ggcgtgggct gcagtcatca ccccgtggaa 420 
tttccccagt gccatgatca cccggaaggt gggggccgcc ctggcagccg gctgtactgt 480 
cgtggtgaag cctgccgaag acacgccctt ctccgccctg gccctggctg agcttgcaag 540 
ccaggctggg attccttcag gtgtatacaa tgttattccc tgttctcgaa agaatgccaa 600 
ggaagtaggg gaggcaattt gtactgatcc tctggtgtcc aaaatttcct ttactggttc 660 
aacaactaca ggaaagatcc tgttgcacca cgcagcaaac tctgtgaaaa gggtctctat 720 
ggagctgggc ggccttgctc catttatagt atttgacagt gccaacgtgg accaggctgt 780 
agcaggggcc atggcatcta aatttaggaa cactggacag acttgtgttt gctcaaacca 840 
attcttggtg caaaggggca tccatgatgc ctttgtaaaa gcattcgccg aggccatgaa 900 
gaagaacctg cgcgtaggta atggatttga ggaaggaact actcagggcc cattaattaa 960. 
tgaaaaagcg gtagaaaagg tggagaaaca ggtgaatgat gccgtttcta aaggtgccac 1020 
cgttgtgaca ggtggaaaac gacaccaact tggaaaaaat ttctttgagc ctaccctgct 1080 
gtgcaatgtc acccaggaca tgctgtgcac tcatgaagag actttcgggc ctctggcacc 1140 
agttatcaag ttcgatacag aggaggaggc tatagcaatc gctaacgcag ctgatgttgg 1200 
gttagcaggt tatttttact ctcaagaccc agcccagatc tggagagtgg cagagcagct 1260 
ggaagtgggc atggttggcg tcaacgaagg attaatttcc tctgtggagt gcccttttgg 1320 
tggagtgaag cagtccggcc ttgggcgaga ggggtccaag tatggcattg atgagtatct 1380 
ggaactcaag tatgtgtgtt acgggggctt gtaggattct ttggttcttt aaaaaaattt 1440 
aaaaggagac ttatctacat atataggtac atgccatcca ttattttaaa taaactaata 1500 
ggttttcaga attatgaatt tttcagaact catccagtcc ttgtaatctt aaacagatgc 1560 
aaatcctacc cctgccctta atgtaactag ggaccaatat gtgccacgtg cctgtggctg 1620 
cagactccca gagaaccagc actgggttta cagaatgagg ccctggctcc ccaccacagc 1680 
cccagctgcc tcagagcagg cacagcacaa ggcaggccca gccccatggg ccgtcacaaa 1740 
ggcttgatca ctgcctgggc agtggcacaa ccatccccca tgtcgctaca gaacatgggc 1800 
ccagagcacc ttgaaggaga cccttgactg tgactggcag gcaggtgagg ggcacagcac 1860 
ccctccccgg catctgccag ctcagcacag aagacaccga atgtgcatct ggaggtgttg 1920 
cggcagaggt ttgagtgaac cctctttcaa agacaataaa tagcacagaa ttgtccgtgc 1980 
ttctgtgagg cacgaaggag cacctctccc tattcctgaa ccatatttta attgatgcct 2040 
ttattgtccc aaatttacca cttaaagaat tctattttca tttctgtcct gtttgccact 2100 
tcatttcatt tccttgagta aatgagctga agtgtaaagc aaagaatagc agaagcagct 2160 
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tggtaggatg gaaggcacgc agtggcatgg cctggctcct: tccctgagtg gccttgttgc 2220 
cttgggcgtg tgttcagcac ctcccatccc atggatacag tggagattcc atacaggcct 2280 
tacttagctc cttgcgatac tgtgagccag agagaaagta aaagcacttc acaaaaaaat 2340 
gaaaattcta aggacataca agagccattg ttacgagcag caccgcccag cccttccttg 2400 
cctactgtca gtggctttgc caagatggga ggaggccagt gcccacttgc ccaccgacct 2460 
gagcctgagt aagtggctgt cacctgagcc tgttctttct gtcctggtgt ggtgctgctc 2520 
cc tcacctcc aaaagagcaa aagtactttc accacagtca acccaaaagg gaaagaattt 25 80 
ctgtaattgc caacccactt tgtagaagag gcatgagccc ttgaatttca ggcacctttt 2640 
atctaatgag agtttttaca gctcatcatt caaataacgc acaaaaaaca aaagccgcta 2700 
tgaccggcgt tgcctctcac tttgaaagaa agactccgta atcttaaaca gatgcaaatc 2760 
caattaggcg gccaagtagg tggagacgaa gcaccttcct ttccccatct ctgtctgtgt 2820 
agactccact tacatcttgt ggttattctg ggttgtggaa ggaaaatgtg aatgaaagta 2 880 
gtgctggatg caattactcc tgaaccccac ctaggattta acatccctca ttgagccact 2940 
gggaagctat ggttgagtaa ctaaaggtct ggcaagaccc tgggcacaca gggagctgcc 3 000 
tagcatctgg cctggagtgt actagccaca ttcccaaggt cccaaggaga aggaagagct 3060 
gaaattcatc tcctagtgac agtgccccgg ccctgtcaag aatcacatac tcagcatttt 3120 
gacagttaat gtcttctctt tatttgtgta gtttttaggt ggttttatat aacattttaa 3180 
ttacttgtga tttagatgta tccatccttt ttctattaag aatacaaatg ctgggctggg 3240 
cacagtggct cacgcctgta atcccaacac cttgggaggc caaggcaggc agatcacgac 3300 
atcaggagat cgagaccatc ctggctaaca cggtgaaatc ccgtctctac taaaaataca 3360 
aaaaaaatta gtcagatgtg gtggcaggtg cctgtagtcc cagctactct ggaggctgag 3420 
gcaggagaat gggcgtgaac ccaggaggcg gagcttgcag tgagcagaga tcacgccact 3480 
ggcactccag cctggatgac agagcgagac tccgnctcaa aaaaaggata caaatgctcc 3540 
aacattattt tttataactc tggattaccg atgctgagat gtgtgcagga atacttccaa 3 600 
ataaattttt aacattgtaa gccagtagat tctttggctg ggtggcaaat tttgagtctt 3660 
cttgcatatt tggctcatgg gttcataaat tgaggccaga gactcattgt atatccttga 3720 
tcaattttct aattaaagga aatagcttat tgtttagtaa aatggccctt ggttgtggga 3780 
agaaagagaa ttatttttaa ctgaacgttt ttgttgtttt ttaaataaag tagccatatg 3840 
taacgggatt ttaaaaatat atacatttta caacatggac tagaaaagga ccattagatc 3900 
aggggttggc aaactatggc ccacgaatca aacctggcct gccacctgtt tttatacaac 3960 
ctgtgagcta agaatggttt atatgttttc aaatgattgg gcagaaaatc aaaagaagaa 4020 
caatatttca tgacacctga aaattctatg aaattcagat ttcagtgtcc ataaacaaaa 4080 
tgttattaga gcatagccac acccattcat ttatggtatt gtctgggact gctttcttgg 4140 
cagagttgaa tagttgggac agggacagta tagcctgcaa agcctaaaag atttactact 4200 
tgtctcctta aagaaaaagt ttgccagctc ctgatctaga ccaagaggga gatattgacc 4260 
ttacttgcat ttatccggca ttatttcaac acctcctgtg aagaaagtac ttttctggca 4320 
tagctaccgt gagttctcag caggaacttc ccagcgatga taatgtacat gaaattagcc 4380 
acgtaacaag agtctatttg ccttgaaaaa acaattatcc ttgaacttcc tccagctatg 4440 
cagggattct cattaaagag ctgatctgca tctgtttatc cattttagta gcttttaaat 4500 
atgattttat gtgaagtgcc atttctttat tctactaaag agagacagca gaaataaaga 4560 
tcagaagcaa atgtgagcaa atctgtttta ctgttaactt caattatgaa cttgaaattg 4620 
tgccacatga ctttttcctc taaaaactgg atcctagtgt tttaattacc tgtgtgcagc 4680 
tattttaaat agcattttac ttgaataata tgtatgttgt cattgtttca tgctatactt 4740 
tgtgggataa aacttgggaa tgagtgtggt aagaaattta taaagttttg cttttaaaac 4800 
gtggacataa ctcatttttc tagtttttga caattgtgtg ttttagtgtc tagtctgcag 4860 
agagctgtgt gattaataaa cgtggaatta acagaatttc ctctccctgt aaaaaaagaa 4920 
aaaaaaaacg aaa 4933 

<210> 31 

<211> 1060 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: LG: 1446621 , 1 : 2002 JANl 8 
<400> 31 

agggagctca aattcctcct gggaaaaaat gatgctgaaa tctaaaataa aaacataaca 60 
ctctgtggct tatatggcca cataactctg tggtctaatc taaataattt gttcaataaa 120 
agtttaaaaa tggtaactca ctttgaatgg accaataaga gaaagtttaa aatttgagta 180 
gcaatgaaat agtgggtaat gggagaagaa agcaatattg tgagaaggat aatgtaagtg 240 
aaggacagaa ggggaaatat ctgagtgata ttggagcatg gtgtgagaga tgtttagtag 300 
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atcattttta aaagctagat 
tttgtgaata ttcatatagc 
aagtcaatac cctctggggt 
gctgcagcct acgctgtcac 
ggcctgaggg ggccgggggg 
tccggggatt tggcgcggcc 
tctgctttgt gtcctctgca 
ttgggagatc cacagctaag 
catttagaga tgtggccata 
aacagaattt atatagaaat 
ttgctgtctc aaagccagac 
tgaagacaca tgatatggta 
aactgataag agatctatag 

<210> 32 
<211> 2446 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc^feature 
<223> Incyte ID No: IjG: 144920 . 1 : 2002 JAN18 

<400> 32 

gtgctccttg atgaggctca gaggctcctg taccgtgatg tgatgctgga gaactttgca 60 
cttatggcct ctctgggttg ttggcatgga atggaggatg aagagatacc ttttgagcag 120 
agcttttcta taggaatgtc acagatcagg attcccaagg gaggtccttc tactcagaag 180 
gcttacccct gtgggacatg tggcctggtc ttaaaagaca ttttgcactt ggctgagcac 240 
caggaaacac acccagggca gaaaccatac atgtgtgtgc tgtgtgggaa -acagttctgg 300 
ttcagtgcaa accttcacca gcaccagaag cagcacagtg gagagaaacc ctttagaagt 360 
gataagagca ggccctttct tctgaacaac tgtgctgtgc aatcattgga gatgtctttt 420 
gtgacagggg aggcttgtaa ggacttccta gccagctcaa gcattttcga gcaccatgcc 480 
cc tcacaatg agtggaagcc acacagcaac accaagtgtg aggaggcctc tcactgtgga 540 
aaaaggcatt acaaatgcag tgaatgtggg aaaaccttca gccgcaaaga ctcacttgtt 600 
caacaccaga gagtccacac tggagaaagg ccttatgagt gcggtgaatg tgggaaaacc 660 
tttagccgca aacccatact tgctcagcac cagagaatcc acactggaga aatgccttat 720 
gagtgtggca tatgtgggaa agtttttaat catagctcta accttattgt acatcaaaga 780 
gtacacactg gagcaaggcc ttacaagtgc agtgaatgtg ggaaagccta tagtcacaaa 840 
tctacacttg ttcagcatga gagtatccat actggagaaa ggccatatga gtgcagcgaa 900 
tgtggaaaat actttggtca caaatacaga ctcattaaac attggagtgt tcatactgga 960 
gcaaggcctt atgagtgcat cgcatgtggg aagttcttta gccaaagctc tgaccttatt 1020 
gcacatcaaa gagttcataa tggtgaaaag ccttatgtgt gcagtgaatg tggaaaagcc 1080 
tttagccaca aacatgtact tgttcagcat catagaattc acactggaga aaggccatat 1140 
aagtgcagtg aatgtgggaa ggccttcagg cagagggctt ccctcatccg ccactggaaa 1200 
attcacactg gagaaaggcc ttaggatggg agataattcc gtttccttgt tcaacataat 1260 
aactgacatc agagagaagc tccaagcata gcctttatgt gtagccgaca gccagaagta 1320 
gaactttata cactcaaaca ctcaccctgg ggaggttctt ccgagtgcca gctatatggg 1380 
aagccttctg gagctatgct gaattttcta gactcttgct ggaatttcgt caaggcagtg 1440 
cctgttagaa gccatctgtc tttgtgctgg aagagtcctg ccttgtgcca aagtaacccc 1500 
aatgtgtttc aaaagacaga cctctgtact attcccttcc ctggagggaa tcatcagtag 1560 
cctgaggcca tcaaggattc tcactttttt tctgccccac tactggttta agcatgagca 162 0 
tgacccagtt ttagccagaa aaatgggagc tttgttctgc tgaccactgg cagaggtttc 1680 
ccttcatgga tatagttgat ctcacatggc acttgggacg aatttttcta gccttcaaga 1740 
cacctgacct gaaattggct gcctcatatt ctggttttgc aacaaatgcc ttaattttta 1800 
gactatctga aatcttgagg tttctgtttg ctttgtgggt tgggttgaga acagaattga 1860 
gctaagccag tatgaaggga agaacagctt ttgtgagagc tccaactatc tgtatctctg 1920 
aagtgatagt aggatggcaa agactagctc ttattctagt gtcaagctga cttacttgac 1980 
tgcttcagct ctcctaggaa agaatgccag tctttgtagg cctaatcttt tggtctatat 2040 
gttaagattt tttgtgtaat cgaggtcacc caaagcagtg ggcatttgtt gtgataatct 2100 
ctaatgtgtc tgggagcaac atgaattacg tcccttgttc ccagaagata cttcatattc 2160 
ccaaggcttc ttgaggagaa tttgaactca gtggacatgt caagatctct gaagtctatt 2220 
tttcagtagg cagttgatat tggctgtcct ccagaaggcc caggtaggaa tcatagttgg 2280 
tgcagaaacc cagattaata aaggaatgag aaaactgcag caaactatag ggaatatgac 2340 
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tacaggcgtg agccaccgcg 
gtattattta taaatacata 
gggcctgtct cagttcaggg 
tcttcattca gtccagcatc 
ccgtccaatc aggcccgcag 
tttgtttctc gctgccgcca 
cgtagaagcc cagcctgtgt 
acgccagggc cccctggaag 
gaattctctc tggaggagtg 
gtaatgttag ataactacag 
ctgatcacct gtctggagca 
gccaaacccc caggtaggtg 
tttaaaaaaa aaaaaaaggg 



cccggtctat gttctttgga 3 60 
tgatcttaca caaaaggtta 420 
aggaagtcct gcccgaaaag 480 
tgatcacatc tgtcactcag 540 
ctggagcaga cagggcggct 600 
gaagctccaa ttttcgtctg 660 
ggccctgcga cctgcgggta 720 
cctagaaatg ggagcgttga 780 
gcaatgtctg gacaccgaac 840 
aaacctggtc ttcctgggta 900 
agaaaaagag ccttggaatt 960 
acagtaaata caatacacaa 1020 

1060 



BNSDOCID: <WO 03062379A2_I_> 



wo 03/062379 PCT/US03/01363 

ccttctaaag gtacatccac atgtgtttcc attactctgg ctccattatg agggtttaca 2400 
gaaatattc? catacctgtg tctcttatgg ctaaggttac tgtcca 2446 



<210> 33 

<211> 4764 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc^feature 

<223> incyte ID No: LG: 1452619 . 1 : 2002JAN18 
<400> 33 



•Sn= ;sss vxzz saas ssssx sss s. 
SsS "sss assss ssss sss:: ssr» a 

sss SE32 =™i ssf, is lis S 

~ ESS 5S Si Htl SiS S 

:r»"s?; ssssa «rc?s=s= «i™ «s.a„«= 

i-SS SSnS iSSS SiS 2ii i 
Sbas SsBs sKsr. sss sss~ sg-s . 

iis sssi isii =isi ii3i ss i 

sHSis Hsss sass sass sssr. » 

■■■■■■I 

accttatgtt gacctttgat gctgatgtgt atttttatta tgtttgtttc tttcttcgcc xouu 
?Stt?tStt ?ttttctltc cttttttttt ccttttgtgc tgccaaattg gttttgctag 1860 
iacgactgct gaaggggaaa tatttaaact tjcatttgaa tataaaaaaa atctattttt 1920 
ctagaacttc ataagataac cacttgattt tgtgattcca ^^tccctgca | 2040 
gagcagccct actagcacat accgcgtggt gtttgtattt ctgtgaacac ^^^^^^^^ 2IOO 

H= iifcc^i i Sii nil 

liiil Eii ii i i i S ? iri sl=c |H 

SgSJtaSc cScctgcccc Scccctclg c^ccatgctt ^ttccaacag tctccacagc 2400 
Salltotgat gctttgattt ttttgctgtt gtttttgttt ttgtattgtt tttgtgtttt 2460 
?g??t?gSt ?«ttScttt cctactaaga ttatgcccag -aaaagttt g-tgtttc 2520 

g-Sfc^g r=fa SgSS^a ^gSSreS ? S S.g . -40 

™i ScSSfc ?cS?fgfg ?sfcSS Sf= 

agc??ccg?g aSctg|c?g ctttgctcag agagggtggg aagggggcct saagagacac 2820 
SSaScIg SSLgScct agaaggtggc agcaggtggg taagaggctt ^^tagcaca 2880 

SSSfcS ^fgrcraftl fcSSSS? gSSc ISaI?actac 3000 
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agtcttcaca ctgtttacag gccctgggca ccagccaccc ggcactggct cttcatcaca 3060 
gctctgctct tgcttagcta gtggggtggg ggaaagggca gggatttgtt tttttaattg 3120 
ggtggagagc caaacagcta ctgtccctgg gtgccaagca agccagtttt ttggttccct 3180 
gagggaaact gaccctcctc tcttgtggca ccatccagcc tcagggtctt ggagacttga 3240 
gtaagaatgt gagtggaggg ggagaggtga ggagaggagc acagggtgga tctgtggagg 3300 
gaagaggtta cagggggagg agctgatgat agatcccacc cagacttaag ctgctggtgg 3360 
gtgggtgagc tgggaagtag gactgtccag ggaagggtgg agagatgtag ctaggggctg 3420 
gggaggggga ggtggaagcg ctattgagca tcctccacac caaggttgat gaaggaaggg 3480 
atcccagcag ggtttctgct ctggggctgg caggttgcct ggtattatgc ccaaggccgc 3540 
tctgcctggg ggaaagggca gccaggcaga ggcccagtgt ctggtaggct gctgaatttc 3600 
ctggaagggg tgattggatg gaaagaggcc agaaacccca gcctgagaga ctgctgtgca 3660 
ccccacagtc tgactgcaca gagccgcctc tgttggcagg aggcactgag gctccccttc 3720 
ctgtgtattg agaagcagtg tttgccaata tattttgctt tcaattccaa gaggagctct 3780 
gggaaaacct gtggataaaa ccaaatgcca aatgttggac gttgtttcct tttccttttc 3840 
tctctctgat tgttttaatt gttctgtggt ggttttaatg gatttgagac cctggagcgg 3900 
cagctgcctt tctgatttcc agctgctttt tgtgaataat ttaaaaagag aaaaaaaaag 3 960 
aaactttaca ttttggagac aaacctgtgt gagtttttta ttggtacaaa cgttgtattt 4020 
aacactaggg gttttgtaca gttttttgcc ttttctacta gaaaacaatg taaagtgatt 4080 
tcacaatgtg aagagaaaaa aaaaattgcc actatgacca aacgcacagt ctgttctgca 4140 
gcaacaacgg gattcaatca actcagtcgt gattcagccg tagaaatgct tttcctttat 4200 
cttgtttgag cttttccttt ctttcctgtt ttgatttgca aaagaaaatg tcttttttgt 4260 
gtgaacttgt gttgtactct gtagaaaatt atggatttta ctttaatggt ttaaaaaaag 4320 
gcaaggagag cccttgtcgc ttttcttacc taatcacaga gtttgtgtag tgaatttaaa 4380 
aagaaaaaaa aattgttata agtttggagc aagggagtat gtgtttcaaa ggaatctcct 4440 
tccttttttt gtgtgttttt ccttttgtcc caatggggaa cctaaatctg ttttaattgc 4500 
acagacacat ggacaaaaag tcattttgta tctgccaagt gtggtacctt cctttgttta 4560 
tttgctatta aactgtttga gaagaaaata aacaaaggaa ggtaccacac ttggcagata 4620 
caaaatgact ttttgtccat gtgtctgtgc aattaaaaca gatttaggtt ccccattggg 4680 
acaaaaggaa aaacacacat taaaaaggaa ggagattcct ttgaaacaca tactcccgtt 4740 
gctattgaaa cttctaaaac tagg 4764 

<210> 34 

<211> 10694 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feat\ire 

<223> Incyte ID No: LG: 1453417 . 6 : 2002 JANIS 



<400> 34 

ccgggggcgg gtctggctca gtgtggcagt 
cggggtcccg ccgagccatc cagacgcagg 
actggcgccc tggcccgggc atgaggcgcg 
gccgccgccg ttgacccggc cgccggccgg 
ggcgtccccc tcccaacgcc gccgccgccg 
ccgccgccac tattgggaga ccaagtgggg 
ggctcttcgg gggcctgcgc ccccatgggc 
tggctctaca ccagccgctg cagggatgcg 
caccacgatg gcctgagggt ttggtgtcca 
gctcctgaag gctgccctgg agctgtcgcc 
agggcaagct cacactgccc gaggagcacc 
agtcctgcaa gctggcacag gcccccgggc 
ccctgggtgg gcgtcggaaa aggaatgtaa 
accaggccac agtgccggag aaccagccag 
tcgacccgga cgagggtgag gcaggtcgac 
gccgctccaa ccagttcttc tccctggacc 
agctggatcg tgagaccaag agcacccacg 
tgccccgacg aagtgccctg gctacactca 
accctgtgtt cgagcagcag gagtacaagg 
atgaggtgct cactgtcagg gccacggatg 
accgcctgct ggaggggtct gggggcagcc 
ctggggtgat ccgaacccgt gggccctgtg 



gggagcccgg gctcgtcgga gggtgcagcg 60 
ccccgcgggg cgcacgggag gcccccgggg 120 
gcggggccgg caggagccgg aggaggagcc 180 
gagctgggag agatgcggag cccggccacc 240 
ccgctgctgc tgctgttgct gctgctgctg 300 
ccctgtcgtt ccttggggtc caggggacga 360 
tggctctgtc catcctcagc gtcgaacctc 420 
ggcactgagc tgactggcca cctggtaccc 480 
gaatccgagg cccatattcc cctaccacca 540 
tcctgggcat tggaggccac ctttccccac 600 
cgtgcttaaa ggctccacgg ctcagatgcc 660 
tcagggcagg ggaaaggtca ccagaagagt 720 
atacagcccc ccagttccag ccccccagct 780 
caggcacccc tgttgcatcc ctgagggcca 840 
tggagtacac catggatgcc ctctttgata 900 
cagtcactgg tgcagtaacc acagccgagg 960 
tcttcagggt cacggcgcag gaccacggca 1020 
ccatcttggt tactgacacc aatgaccatg 1080 
agagcctcag ggagaacctg gaggttggct 1140 
gtgatgcccc tcccaatgcc aatattctgt 1200 
cctctgaagt ctttgagatc gaccctcgct 1260 
gatcgggaag aggtggaatc ctaccagctg 1320 
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acggtagagg caagtgacca gggctcggga cccgggtcct ^ggagtacca ^agccgctgt 1380 
ttlcctltct gtggaggatg acaatgataa tgccccccag "tagtgaga ^S^^^tatgt 144U 
rrrri-r-raaata aaaqaggatg tgactccagg ggccccagta ctccgagtca cagccccgga x^u 
llaTalllll SS?aatg cSgtggtgca ctatagcatc atgagtggca atgctcgggg 1560 
acaStS? Sgltgcc? agactggagc tctggatgtg ^tgagccctc ttgactatga 1620 
gacgaccaag gagtacaccc tacgggtgcg agcacaggat ggtggccgtc ccccactctc ios 
?aa?atctct ggcttggtga cagtacaggt cctggatatc aacgacaatg cccccatctt 1740 
cgJcScacc Sttt^SaJg ctlctgtcct ggagagcgtc cccttaggct acctggttct 1800 
cStScSaS ?ctatcga?g ctgatgctgg tgacaatgcc cgcctggaat ^ccgccttgc 1860 
Jggggtggga catgacttcc ccttcaccat caacaatggc acaggctgga tctctgtggc 1920 
Tiggsy<-aay" » _„^v4-^=*-i-t- r<ha<-aacttt aaciatagaag ctcgagacca xysu 

tgctgaactg gaccgggagg aagttgattt ^tacagcttc ^^gg 9 « 2040 

srcssra fcSSc^? =g2 cfcrgrgS? mi 

SScaccagc Jtggtgacgg tgtcagctgt ggaccgtgat gctcatagtg tc^^caccta 2160 
?Sgatcacc Igtlgcaata ctcgaaaccg cttctccatc accagccaaa Sta^tggtgg 2220 
«^taatatcc cttgccctgc cactggacta caaacttgag cggcagtatg tgttggctgt 2280 
?ac?Scctcc gatggcaSc ggoaS?acac ggcacagatt gtggtgaatg tcaccgacgc 2340 

its SSi iSi F^i ili =1 

gStgtc.cc. ccc.gg=tga gotggactac gaagacoaag a«?ltggtg 2640 

LtSctcggg .caatggcat toeccagjag -SoSgS lS^??a? 2100 

SSSSc S^S«?Sc r.gS-?«^ SJISS^J ™^ t^^Uga 2760 

s!kir» s?cSr=K tiiiiiizi i?=? 

^ t£T£ gS= i=| siiii 5i ii 

i-M-rr«hrrtCTt ttataciaaga gaacagcccc attgggctag ccguggct^t^y yy^ y -jion 
?c = raKS«cl S^SlSSa 
l b c?S'?Sc fgfaSra S^lc 

ibss ^i™ ?^a= s:ra S| - 

Sfgssrg sjsss^? sss rgS«=i? = » 
™h ssx. ii^iSc ai^?3i = 

tcggtgggcc agccgccagg gcccgggggc gggccgccct tcctgccctc t^aggacctg JSju 
cSSagJgcc titacctcaa ccgcagcctg ctgacggcca tctcggcaca J^9J|tgctg 3900 
ccStcglcg acaacatctg cctgcgggag ccctgcgaga actacatgcg ^tgcgtgtcg 3960 

SS^ScSc g ScSgc joso 

Tg^SgSS ^??"f=cS SS? SSfcSca c = |g . «00 
aatactlgct caggccgttg caccccgggt gtctgcaaga atgggggcac ctgtgtcaac 4260 

Si s s sSScS °""cs;? III 
?£b= '.=s ssssfc r=?i 3 

atccS?t?a IcttctctSc aggggagtca accaccacgg tgtccccatt c^tgcccgga 4560 
ggaS?aSS Jtggccag?g gcatacggtg cagctgaaat actacaataa J^JJtgttg 4620 
Sni-oatTacaa oactcccaca gggcccatca gagcagaagg tggctgtggt gaccgtggat aoou 
SIcS?gaS Sggagtggc I??gcgcttc ggatctgtcc tgggcaacta ^tcctgtgct 4740 
SSccSScS ccSgJgtgg cagcaagaag tctctggatc tgacggggcc cctgctacta 4800 
SScSgg??gc ctgacclgcc cgagagcttc ccagtccgaa tgcggcagtt °|tgggctgc 4860 
!?S?SSacc tgcaggtgga cagccggcac atagacatgg ctgacttcat tgccaacaat 4920 
aaca??5tgc ctggctgccc tgccaagaag aacgtgtgtg acagcaacac ttgccacaat 4980 
Sgjgcffit gcg?gaLca gtgggacgcg ttcagctgcg agtgccccct ^^S^^^ggg 5040 
SSJJKagct Iclcccagga aatggccaat ccacagcact tcctgggcag cagcctggtg 5100 
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gcctggcatg 
acgcgccagg 
ctacagctac 
tctctccgtc 
ctgggagcca 
gcagagggca 
ggaatacctg 
cgggtgagcg 
aacgtggagc 
agctattgca 
gacaactgta 
aagcccagtg 
tgtgagacca 
ccatgcaact 
tgccactgca 
tgctacccca 
aagccaggtg 
accaatggct 
tggccccgta 
actgctgtgc 
acgtccatca 
ggcctagact 
acagctggct 
gcccacgaga 
gagaatctgc 
ctgatccagc 
agtgccctgg 
aacattgtca 
cgctacgagg 
gagtctgtct 
gagccagagg 
gtggccagcg 
gacaagcgca 
agcgtccatg 
ttccgcctgc 
atcctggtca 
gagagccacg 
tctc&gcggg 
gtcaccttgg 
tccaaccaac 
ttcctcctgg 
ctgcacttcc 
cgggcactca 
ggctggggcg 
gggaaccctg 
ccggtggcct 
tgtgctgccc 
ttcgccgtcc 
gacaccctcc 
ttcctctcct 



cgcaagccca 
tgccccagcc 
ctgcacagca 
gaggagtccg 
ttcctggaag 
ttagaagacg 
gaagaggagg 
gggcctggag 
ggcaaggccc 
gcccctgagg 
ccccttccag 
accatcagcg 
cggggctcct 



gcctctcgct 
ccgacggtgt 
gagagggcca 
tggagccagg 
gcggggggcc 
acctgggccc 
ggccagccgg 
atacgccaga 
aaggctgtag 
gcaacgactg 
ctaatgtgtg 
ccccccatgg 
ggattgacca 
gtgatgtcag 
aggagaacca 
caggctcctt 
tcatcgggcg 
gtgaagtgaa 
cccgcttcgg 
gccactgtga 
ccttctcaga 
cagggcgctc 
acttcggcag 
gcacccagcg 
tgcgggtggg 
agacagaggg 
cccagaacat 
tctccgtagt 
ccctgcgtgg 
tcagagagac 
agctggcacg 
tcatcatcta 
gcttgagagt 
atgatgagga 
tggagacaga 
gtggcacagg 
tcagctgcca 
agaatgggga 
ctgcccttct 
acggcatccg 
gaatcaacca 
tgtacctctg 
ctgaggtgcg 
tgcctgcctt 
acttctgctg 
ttgccgtctc 
agcggcaggg 
tcctgctgct 
tcttccacta 
atgtggtgct 
gccctgaccc 
cctacgcaga 
ccagtcgctc 
cactgaaccc 
gtcaagacca 
accagagtgg 
aggaagagga 
cagagagact 
cctggccagg 
agcggctgcg 
gctcttctgc 
agaagagcag 
ccgctagtga 



gcccatctcc 
cctgctgcag 
cgtgatgctg 
ccgggccaat 
tggccatgcc 
ccggctgcat 
cggtgtggcc 
gggggttaac 

cctgcctgac 
ggacagctat 
tgacctgaac 
ctatacctgc 
gccttgtccc 
caaaggcttt 
ctaccggccc 
gtccagagtc 
tcagtgtgac 
ttatgacagc 
gctgcctgct 
tgagcacagg 
actgaagggc 
ccagcagcta 
cgacgtcaag 
gggctttggg 
cagcgccctc 
tggcaccgcc 
gcggcacacc 
gcgcttggac 
ggagcagccc 
gccccccgtg 
gcgacagcga 
ccgcaccctg 
ccccaaacgc 
gcttctgccc 
ggagcggacc 
tggctggtcg 
gtgcaaccac 
gatcctgcca 
gctcaccttc 
acgtaacctg 
ggctgacctc 
caccttttcc 
cgatgtcaac 
catcacaggg 
gctctccatc 
gatgagtgtc 
ctttgagaag 
gagcgccacg 
cctctttgct 
tagcaaggag 
tgctctgacc 
tgggcggctg 
gggcaagagt 
tggccaaggg 
gcagcatgat 
ctcctatgcc 
ggccgccttc 
gcccctgcac 
agactttggg 
ggagaatgga 
ccagcctcac 
cctcctgcgg 
gggcagccgg 



caaccctggt 
gccatcacca 
agcgtggagg 
gacggtgact 
attctgtcct 
ggtctgcacc 
cgtggctttc 
agcctggatc 
ccttgtgact 
tcctgcagct 
ccgtgtgagc 
gagtgtcccc 
cgtggctggt 
gacccagact 
ccaggcagcc 
tgtgaccctg 
cgctgtgaca 
tgcccacgag 
gctgctccct 
gggtggctcc 
ttcgctgagc 
gccctgctcc 
gtggcctacc 
ctgtctgcca 
ctggacacag 
tggctgctcc 
tacctaagcc 
aaagggaact 
ccggaccttg 
gtcaggcccg 
cggcacccgg 
gccgggctac 
ccgatcatca 
cgggccctgg 
aagcccatct. 
gccagaggct 
atgacgagct 
ctgaagacac 
ttcttcctca 
acagctgccc 
ccttttgcct 
tgggctctgc 
accggcccca 
ctagccgtgg 
tatgacacgc 
ttcctgtaca 
aaaggtcctg 
tggctgctgg 
acctgcaatt 
gtccggaaag 
accaagtcca 
taccagccct 
c age c cage t 
ccccctggcc 
cctgacacgg 
tctacccact 
cctggagagc 
agtactccca 
accacagcaa 
gatgccctgt 
aaaggcatcc 
ctccccctgg 
ggcggccccc 



acctcagcct 
gggggcgcag 
gcacagggct 
ggcaccatgc 
tcgattatgg 
tgagcaacat 
ggggctgttt 
ccagccatgg 
caaacccgtg 
gtgatccagg 
accagtctgt 
caaattacct 

ggggacatcc 

gcaacaagac 
ccacctgcct 
aggatggcca 
acccttttgc 
cgattgaggc 
gtcccaaagg 
ccccaaacct 
ggctacagcg 
tgcgcaacgc 
agctggccac 
cacaggacgt 
ccaacaagcg 
agcactatga 
ccttcaccat 
ttgctggggc 
agacaacagt 
caggccccgg 
agctgagcca 
tgcctcataa 
acacacccgt 
acaaacccgt 
gtgtcttctg 
gtgaagtcgt 
tcgctgtgct 
tgacatacgt 
ctctcttgcg 
tgggcctggc 
gcacagtcat 
tggaggcctt 
tgcgcttcta 
gcctggaccc 
tcatctggag 
tcctggcggc 
tctcgggcct 
cactgctctc 
gcatccaggg 
cactcaagct 
ccctgacctc 
acggagactc 
acatcccctt 
tgggggatcc 
actccgacag 
catcagacag 
agggctggga 
aggatggggg 
aagagagtag 
ctcgagaggg 
ttaagaagaa 
agcaatgcac 
ctccccgccc 



catgttccgc 
caccatcacc 
tcaggcctcc 
acagctggca 
gcagcagaga 
aacagtgggc 
gcagggtgtg 
ggagagcatc 
tcctgctaac 
ttactatggt 
gtgtacccgc 
tgggccatac 
cacatgtggc 
aagcggcgag 
cttgtgtgac 
gtgtccatgc 
tgaggtcacc 
tgggatctgg 
ctcctttggg 
cttcaactgc 
gaatgagtca 
cacgcagcac 
gcggctgctg 
gcacttcact 
gcactgggag 
ggcctacgcc 
cgtcacgccc 
caagctgccc 
cattctgcct 
agaggcccag 
gggtgaggct 
ctatgaccct 
ggtgagcatc 
cacggtgcag 
gaaccattca 
cttccgcaat 
catggacgtt 
ggctctaggt 
tatcctgcgc 
tcagctggtc 
tgccatcctg. 
gcacctgtac 
ctacatgctg 
cgagggctac 
ttttgctggc 
ccgggcctcc 
gcagccctcc 
tgtcaacagc 
ccccttcatc 
tgcctgcagc 
gtcctacaac 
ggccggctct 
cttgctgagg 
aggcagcctg 
tgacctgtcc 
tgaggaggaa 
tagcctgctg 
cccagggcct 
tggcaacggg 
gtccctaggc 
gtgtctgccc 
agggtcttcc 
accgccccgg 



5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
7140 
7200 
7260 
7320 
7380 
7440 
7500 
7560 
7620 
7680 
7740 
7800 
7860 
7920 
7980 
8040 
8100 
8160 
8220 
8280 
8340 
8400 
8460 
8520 
8580 
8640 
8700 
8760 
8820 
8880 
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cagagcctcc 
acggtggatg 
tgggccgtgg 
tcctgtcttg 
gtccatctga 
gtgccaactc 
ccaagacaaa 
catgacttca 
aagaggatag 
ctctgggagg 
ggacaaagcc 
gaacggtgag 
aactggaaaa 
tgctgcatga 
gcccctctcc 
tgacccaaaa 
ttaagttgcg 
tcggctgccc 
tcacccaccc 
tgagacatgt 
tcctgttcct 
ttgttttatt 
tatggccatc 
ccttgcccca 
ttttcatctg 
tctggagcag 
tttgtgaggc 
caattcctgc 
acaaagatgc 
gtaaatatgg 
agttctgtgc 



aggagcagct 
aggactcgtc 
ttcctacgcc 
tgctttatcc 
ggagcctggg 
cccccccacc 
gtttttcaga 
gggattcatt 
gacctcccag 
agagggactc 
acacgcagcc 
gggccagggc 
gccctgtccg 
acacattttc 
ttttcctgga 
gtgcttcatt 
cttctttgct 
tgagggtgct 
caccccccaa 
tctattttta 
ctttctcccc 
tatttgcttt 
acaggctggg 
ggccatcatc 
agtcaccatt 
gtggctagaa 
cagcctctgg 
aaagggttaa 
tggatgctaa 
tagcgttttg 

gggt 



gaacggggtc 
aggctccgaa 
cgaggctccc 
tgccccgctc 
ccttgccggg 
attcccctca 
aaagaggaaa 
ttttttatac 
gatgcttccc 
ctggggggcc 
agggcttcac 
aaagggtgtg 
gtgagggggc 
aggggagcct 
ctctggccgt 
tttcgtgccc 
gtgatgtggg 
caatcaagca 
aatcagacaa 
accccttctt 
gactccaccc 
ttgcgttggg 
tgttcccagc 
tccccacctc 
tactccaagc 
aaagaggctg 
cttttctgcc 
aaatttaact 
cttgatacta 
ttgttgttgt 



atgcccatcg 
tttctcttct 
ttcccttccc 
cccatcgcct 
aggggtactc 
ctgcactttg 
aaaagaattt 
gctggaaatt 
agcctctcct 
tgcccctcat 
acccttcagg 
tctcgtcctg 
agaaggactc 
gtgcccccag 
gcgcggcagc 
gccccgcgcc 
tgggggagga 
caggtttcaa 
atgctacttt 
ggaattggct 
cagctccctg 
atgggttcgt 
agccctggct 
tcctcccctc 
atgtattcca 
tgggcaggaa 
gtggattctc 
ggtttttact 
accatcagat 
tttttcatgc 



ccatgagcat 
ttaacttcct 
cagccgcact 
gcccgcagca 
accccaccta 
gacccctggg 
aaaaaaggat 
gactcccctt 
cagtttccca 
acgccatcac 
ctgcacccgg 
cccgcactgc 
agcgcccctg 
gcgggggtcg 
ccaggtgttt 
ccgggcaggc 
agagtaaaca 
gtctgggttc 
gtctaacctg 
ctcttcttca 
tgaagagaga 
gtccagtccc 
tgggggcttg 
tcctcagttt 
gacttgtcac 
agaaaggctc 
cccctgtctt 
actgatgact 
tgtacagttt 
cccatactac 



caaggcaggc 
gcattaaccc 
catgccctgc 
gcgacgaaac 
aggccatcta 
gccaacatct 
ctccactctt 
tcccttccca 
tctgctgtgc 
caaaaggaaa 
gcaggcctca 
ctctcccagg 
gacccccaaa 
ggcagcccca 
gctcagttgc 
cagtcatgtg 
cagtgctggc 
tggtgtccac 
ctgtggcctc 
aaggaccagg 
gttaatatat 
gggggtctga 
acgcccttcc 
tgccgactgc 
tgactttcct 
ctgtttctca 
ctcccctcag 
taaaaaaaat 
ggttgttgct 
t:gaataaact 



8940 

9000 

9060 

9120 

9180 

9240 

9300 

9360 

9420 

9480 

9540 

9600 

9660 

9720 

9780 

9840 

9900 

99^60 

10020 

10080 

10140 

10200 

10260 

10320 

10380 

10440 

10500 

10560 

10620 

10680 

10694 



<210> 35 

<211> 3343 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 148485 . 8 : 2002 JAN18 



<400> 35 

atcgggatgt 

ggcttcgtgc 

gcggcgcggg 

tgggtagaaa 

gtcaaagctg 

gcaactttta 

caagacttaa 

tttcacagtt 

agtttgttca 

ttgactgagg 

tggttgttat 
acaactggac 
tcgataccac 
gatgaagaga 
gccatgtttg 
acatttttgg 
ttaattgggt 
actggtactg 
gaaaaaatgg 
ggattacagg 
tctaccagta 



cggggctgct 
tggggctgga 
tctgcggctc 
ttgatcctga 
caggaataca 
ttacgtggaa 
gagctgttga 
cttgccgagt 
ctttcacaac 
tgcaaaaggc 
ataagctcac 
tttttgaccc 
tttctctcct 
tatttggtgt 
gagagtgctg 
atattaacac 
ggaagattgg 
ccataaaatg 
ccaaaagttt 
ctccattaaa 
aataccatct 



cacggacccg 
tgtgggcagt 
cagcgtgcag 
tgttctttgg 
gatgaatcaa 
caagaaaaca 
acttgtaaaa 
gcttcacttt 
ccagcagact 
agttgaagaa 
aaaaggttct 
atatiaagatg 
acctcctgtg 
gcctatacca 
cttccagaca 
tggaaatagc 
gcaagaagtc 
ggctcagcag 
ggaggattct 
tgacccctgg 
tgtacgagca 



gagcagagag 
tctgtgatcc 
aaggtagaaa 
attcaatttg 
attgttggrtc 
ggaaatcatt 
tcttggaata 
ttcactagaa 
tctttgagat 
gaaaattgct 
gtatatgcca 
tgttggagtg 
agggacacaa 
atagttgcct 
ggtgatgtga 
cttcaacaga 
gtatgcttag 
ttagaccttt 
gaaggagttt 
gcatgtgcct 
atattggagt 



cgcaggagcc 
gctgccacgt 
atctttatcc 
ttgccgtaat 
ttggcatttc 
ttcacaactt 
attctcttct 
gtaaacgact 
tggtctggat 
gctttgggac 
cagatttttc 
ggatgattac 
gccacaattt 
tggttgctga 
aattaaccat 
ctactggagg 
ctgaaagcaa 
tcacagatgc 
gttttgttcc 
cttttatggg 
caatagcttt 



gcggtacccc 
ctatgaccgg 
tcaaattggc 
aaaagaagca 
aacacagaga 
tataagttgg 
tatgaagata 
ttttacagcc 
tttacagaac 
tattgatacc 
aaatgctagt 
ctctctaatt 
tggatcagtg 
ccagcaatca 
gggaactggg 
cttttatcca 
tgcaggagac 
tgctgagact 
atcttttagt 
tttgaagcct 
cagaaacaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 
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cagttatatg agatgatgaa gaaagagatt catattcctg taagaaaaat ccgggcagat 132 0 
ggaggagttt gtaagaatgg ttttgtcatg cagatgactt cagacctgat taatgagaat 1380 
atagacagac ctgccgacat tgacatgtca tgcctgggtg cage tt etc t agctggcctt 1440 
gctgttgggt ttggactgac aaggaggaac taaagaaact gagacaaagt gaagtggttt 1500 
I tcaagccaca gaagaaatgt caagaatatg aaatgagtct ggaaaactgg gccaaagcag 1560 
tgaaacgctc catgaattgg tataacaaga cataacacta aatgaaatga tcaaaaccat 1620 
aggtagctgg tttatgtgac gtgcagatga gatgaagctc agggataacc catatgacaa 1680 
tgactaagag gagaaaattt taaataagct tcataactta agaagcattg cttttaaaaa 1740 
aacaaaacgg aacaaaaaac tcttattttt ttcccctaaa ccatggtaag gcagcaatac 1800 
ctcaaaactt tatatcttct attttgtagc aaattccaaa ggacattagt catttccaac 1860 
cacattttga cagttatggg tcctcttcct ttttatactg ggtcagtggt acataggaac 1920 
ataatgattt accatccaag ctaatagttc tgggtcaagt accatgcaca tattgttcca 1980 
aaattatgtg aaacgtattt ctttaattct ttaagtgggc tatttgaagt acatatagct 2040 
aaaaagaaag aataactgag aaaatgtgga attttgaaac attaatattt tatgtttaaa 2100 
gccataattt cctaatatta tatccaaata tgagcttaat atgtccctct cagataagct 2160 
tatgagatag ttaatgcttt cctttactgg tcttaaagac actgccttaa tttttccttg 2220 
ttcaaccaaa atctgagcat tctttctatg ttgaaaacac tgaaaaacta attttagtta 2280 
atgaactaga aagaatattg atttttaaga aacagaaaaa tactacttat tttccttctc 2340 
aaataacgtt tctttcaaaa acttctggct gaagtataac atgctggtag ttaacataaa 2400 
tcttgtcttt ctcttgttct ttatctttct ttgttattta gatgcttgta taaatgtctt 2460 
ttgtttttat taagtgccta attgacagag cttaatttga agaagtgccc taatttattg 2520 
accacttaag aattgccttt attggggtat tttatttgtt cctgcgtctt tttgatgttt 2580 
gttcagtcta ctcatccctg tgagtatgtg tgggggacag ctgatagaag ggaggagagt 2640 
gtgtctatgc tcaggattgc cctttagcca ctcagccaga gatccacagg gagcaacaag 2700 
gacagtttca catgcttaga ctttcttgga agaaacagtg aggaggagta agtcgtgagt 2760 
agtgtcaagc tggatgtaga attgtcctaa ggcagttgac cccaccttcc aacatgtttt 2820 
cactttattt gcccctccct acatttgggt taggttccat ttggatttgc agcaataatg 2880 
actttatttc tctcttggtc aggatttggc acataaaatc cttttattat agaactagct 2940 
. attttagtta catagtaatg taactaatgg agagatttat agagaatttt gtttttgctg 3000 
• tcatatatgt ccattttgga gacagatatg atagaactag aaattaagtt gcatttctgc 3060 
aagtgccatt tgaatgaact tcaagtatct tcttaattat taaattttct gatgaaggca 3120 
ttgtaacaaa tatatagtat tattaaatct aattaatatt tggaaatatt aataaatagg 3180 
tattttattt actgtaaaaa gtcaaacttc attatgtaga taaatcttat tcttttcatt 3240 
ctttcccctg tttacatcct ttttacaaag cttagtcacc aattaaagct ttcctatcaa 3300 
aaaaaatcta tgtcgggtgc gagaagaggt aatgaaatgg cag 3343 

<210> 36 

<211> 832 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Ixicyte ID No: LG: 1502670 , 1 :2002JAN18 
<400> 36 

ggccttgagc cgcggcgccg agctacgggt gccgggtgga gcgaagcacg gaatgtgtct 60 
cctgctgggg gccacgggcg tcgggaagac gctgctggtg aaacggctgrc aggaggtgag 120 
ctcccgggat gggaaaggcg acctggggga gccgcccccg acacggccca cggtgggcac 180 
caatcttact gacatcgtgg cacagagaaa gatcaccatc cgggagcttg gggggtgcat 240 
gggccccatc tggtccagtt actatggaaa ctgccgttct ctcctgtttg tgatggacgc 300 
ctctgacccc acccagctct ctgcatcctg tgtgcagctc ttaggtctcc tttctgcaga 360 
acaacttgca gaagcatcgg tgctgatact cttcaataaa atcgacctac cctgttacat 420 
gtccacggag gagatgaagt cattaatcag gcttccagac atcattgctt gtgccaagca 480 
gaacatcacc acggcagaaa tcagcgcccg tgaaggcact ggcttagcag gggtgctggc 540 
ctggctccag gccacccaca gagccaacga ttgactgcac ggcagaggcg cagctgggcc 600 
tgagctgggg agaggtggca gagggcagta tggctttgct gccaatagtt tcttctcaca 660 
ggggcagaat aacccaaagt aaccctacat gatggggctc tgtgctgaga tgcaatgatg 720 
tgtaaactga ggcatgtgga gatggaagtt gacatctggc ctctgaaaaa agtgtcccca 780 
gggcctacgc atggtggtca cactgtaatc cagactttga gagcgagggg tg 832 

<210> 37 
<211> 1549 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: LG: 206593 . 3 : 2002 JAN18 

<400> 37 

gtgggtttta tctactgaat gagcatggaa aaactcacac gagggagaag ccctttgcat 60 
gtgtggtttg tggaaaatat tttagaaatt cctcatgcct taataatcat gttcgaattc 120 
acactggaat aaaaccctat acatgcagct actgtgggaa ggccttcact gtgcgctgtg 180 
gccttactag acacgtacga acacacacgg gcgagaagcc atacgcgtgt aaggactgcg 240 
ggaaagcctt ctgtacatcc tcgggcctta ctgagcatgt aaggactcac actggagaga 300 
taaccatatg aatgtaaaga ttgtgggaaa tccttcactg tttcttcaag cctgactgag 360 
cacgcgagaa tccataccgg agagaaaccc tacgaatgta agcagtgtgg caaagccttc 420 
acagggcgct caggcctcta ctaaacacat gcggacacac accggggaga agccctatga 480 
atgtaaggac tgtgggaaag cctacaatag ggtttatcta ctgaatgagc atgtgaaaac 540 
tcacacagag gagaagccct ttacatgtac ggtatgcagg aaatccttca gaaattcctc 600 
gtgcctgaat aagcacattc atattcacac tggaataaaa ccttatgaat gtaaggaact 660 
gtggggaaaa cattcacfcgt ttcttcgagc ctaactgagc acatacgaac tcacactgga 720 
gaggaaacct tatgaatgta aagtatgcgg aaaggccttc accacatcct cacaccttat 780 
cgtgcacata agaagccaca ccggtgagaa accctacata tgtaaggagt gtgggaaagc 840 
ctttgcttcc tcctcacacc ttatcgaaca cagaaggact catacaggag agaaacctta 900 
catatgtaac gagtgtggga aagccttccg tgcctcctct cacctgcata aacatggaag 960 
aattcacact gggcagaaac cctataaatg taaggaatgt gggaaagcat acaataggtt 1020 
ttatctacta aaagaacatt taaaaactta cactgaagag caggtttttg tatgtaagga 1080 
ctgtggaaaa tcttttaaga attcctcatg ccttaaccat cacactcaaa ttcacactga 1140 
tgagaaacct ttctaatgta aagaatgtgg ggaagctgtc agctacactc attcacgttg 1200 
aagacatgaa agacctctcg ttctccagat gtccatgact tgaggaatgt ggctaggcaa 1260 
tcagcatctc atcacaaccc ggcaggcagg aactcaccct ggagccctat gcagcagaca 1320 
cagagaaagc cctcagtgtt ctctaaggtc ttgctgaata tggatggtat ccagtagaga 1380 
gaactctatt gatgtgtgat atgcagcagc attgttgctg ttctgctcag tactttgatg 1440 
atcccttgtg atctcacaat gaagaaaaac cttaggaggg tgagaattgt tgggaagtca 1500 
ttttttacat tacatctttc ctcacccttt agtaaacgtg gtgattgac 1549 

<210> 38 

<211> 5413 

<212fe- DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<223> Incyte ID No: IiG:228273 . 22 :2002aANl8 

<220> 

<221> lansure 

<222> (1) ... (5413) 

<223> SL, t, c, g, or other 

<400> 38 

gggaagggag ggggaagcta tagcctatgc ctcaattccc actgtcccct ccatcaatcc 60 
agattatgga gctgggccag agaagacacg cataatgact cactcatcat attttggggt 120 
cccatcctga gttaggtcct atacctggtt aaagggaaat gaattaatca ctctcttgat 180 
tttccagagc tcccatctca gtttagtgtc aaggttaaga catagtcagg tgaactagca 240 
cccaaagtac atgtgcaggc agctggaaaa ctccatcact ggagtccagt gcctaggcca 300 
aaggccaggg aacacccagg gctctagctg cagaagctgg aagggacaga gcatgaattc 360 
tactgggcgt gtaagagcat cacaaaggaa gtttttgtgt actcagtttc tctaccagat 420 
aataaggaga gttgtagtca ggctgtttaa ttaggatgtg catgctcatg tgagtctgtg 480 
ctcaagtgat agggggatgt ctgctggagc tgcactcctg ctggcggcct agaagaaatt 540 
ctgcctgttt ggggcagaac accacatggc cagagagcca ggtaggggcc aggatcagac 600 
cctagggctt catcccaaac catgaggaga agaagctggg atcaggcttg ccttctacag 660 
gagaagcaag aagaaggaaa ggacccagag ggacaaccac tgctagcacc ccagagagtg 720 
aggagtggag cagcagccam gctgcaacag gtgagaacga aggaatgctg gtcgtgggag 780 
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tcctacctag aggagcagaa ggccattact 
gcagtcactc acaacaagaa tggcttcaaa 
caacacccgt ccatgtactt catcctcacc 
ctgcactttg atgggtattc tgagtgccat 
attcaccctg ctggctggtt cgagaagacg 
aaggaggagg agttcagctg gagccagtac 
aagcacctgt ttgtgagcca gagccacagt 
aagctggagg ctgttgaccg catgaacccg 
gtggtggaca gccgcttcct ggtgcacttt 
tgtgatccca gcagccccta catccaccca 
ctcacccctc cacaagacta cccagaccct 
gaaactgggg cctctgctgt ccccacctgg 
ctggtcaata tgaagctgga ggctgtggac 
agcgtggagg atgtggagga ccatcggata 
tatgatttct ggatcgacgc tgaccaccca 
acaggacatc ccctgcagcc tcctctcgga 
ggctgtcccc ctctcagcta taggagcctg 
caccaccgga agtgccccac tcctggttgc 
acagctcacc attgcctctc aggctgccca 
gcggagctgt ctgactcgga ggcctcagcc 
aggaagaagc ctcgccatca cggccgaatt 
caggaagatt tccagaccct cacgcccgat 
ctgtcggccc accctgaccg. ctcactctca 
ccaggagtag cgggcatctc agcctcgaca 
ggctttgttc agaccctgac aggttgtgag 
attgacggcg aggccttcct tttgctgaca 
aagctgggcc cagccttgaa gatctataac 
accttaaagt gactggccca gggctgggcc 
cagctgatgc tttcttcctg acctgaattc 
tatatctgac caggctggtc cttcttagag 
ggtaggcacc cagccccaag tcctagagct 
tgactggcag gggcattact catggagtca 
ggacttttat tgtattacca aagggtcttt 
cagcagtcct tcaatctgag gcccctttcc 
ccttggctcc tttcctcctg ccaagaagtg 
gtacctcctc tctttctgtc tgctggtttt 
ggcagtgccc ccagccagac cccactggct 
catgttttcc taagatccct tggaagtctc 
gagagatttt gagccaagat gccttcctga 
tagtgtccca cgccaagtcc aagtttcagc 
tagatggcag aggttgaggt tccactgctg 
gggaaggagt aagcctagcc tgccagtagc 
tagacaatct cgggtctttg gccagagggg 
ttaggaatac tgtactctct gtagctttgg 
tggctccagg cctgccaggc cttctgccat 
cccatgacat catttaacct gtcccttaaa 
aaagacgact tgaagttggg agttaggaag 
cctgaagccc tccttgccgc tctccatctg 
gctctgggac ttccacttct cagtccacat 
aacctgcctc ccagcctggg tgggaagggg 
ggaggtgagg agccactgcc aacctcccgt 
tggggctggt gccttcaccc agaccccttc 
tgtgtgtgtg tgtgtgtgtg gcactctcag 
tagtgttggg aaaatgccaa gggctattat 
agaagtggga aacccagagc tctgttgatt 
tcccatgggc tggacagctt tttgaggaag 
gggctttagg tgtccattcc ctctcaactg 
ggaaggaagc taggcaagac ctgccacaca 
gtaccccctt ggccaagagt aaagaagaac 
ctgggtggta gcagaactca tcagctcctt 
gagatgttca ctgactttgt gcagtgagaa 
gacctcacag cttctaagga gaggggctgg 
cctaatgctt gcctgtggtg aaggcaagat 



gctccagtca gcctcttcca ggactcccag 840 
ctgggcatga agttggaagg cattgaccct 900 
gtggctgagg tatgtggcta tcgcctacgc 960 
gacttctggg tcaatgccaa ctcccctgac 1020 
ggccacaagc tgcagcctcc caaaggttac 1080 
ctgcgcagca caagagctca ggctgccccc 1140 
cccccacccc tgggcttcca ggtgggcatg 1200 
tcccttgtct gcgtggccag tgtgaccgat 1260 
gacaactggg atgatactta tgactactgg 1320 
gtgggctggt gccagaagca aggaaagccc 1380 
gataacttct gttgggagaa atatctggaa 1440 
gccttcaagg tgcgaccccc tcacagcttc 1500 
cgcaggaacc cagccctgat tcgcgtggcc 1560 
aagatccact ttgatggctg gagtcatggc 1620 
gacatccacc ctgccggctg gtgctccaag 1680 
cccagagagc ccagctctgc ctcccctggg 1740 
ccccacacta ggacctccaa atacagcttt 1800 
gacggctctg gccatgtcac aggcaagttc 1860 
ctggctgaga ggaaccagag ccggctgaaa 1920 
cgcaagaaga acctctcagg cttctcccca 1980 
ggacgccctc cgaagtatcg aaagattccg 2040 
gtcgtgcacc agtccctctt catgtcagcc 2100 
gtgtgctggg agcagcactg caagctcctg 2160 
gtcgccaagt ggaccatcga tgaggtcttc 2220 
gaccaagcac gcctcttcaa agacgagatg 2280 
caggcggaca ttgtgaagat catgagcgtc 2340 
gccattctca tgttcaaaaa cgctgatgac 2400 
ctcctgcagc ccctgcttgg cctccctctc 2460 
ctcatacccc acacgtcccc atgctccacc 2520 
ggtgcatggg agctgaggag ccctggggag 2580 
cattcgtcac caggcatgtt ggtgagggca 2640 
gttggactgt ggcagcccca cagccccagt 2700 
ttcttggcag tggaggagag actagtagag 2760 
cttttttggt atctctgtgt acttttctct 2820 
accccaccac aaatgtattt actcctggag 2880 
gctgccctca ttctgctgct tcgtttcctg 2940 
cttccccctg agatatgtga acctcggaaa 3000 
tagctgcctt tctctctttt gcccagaatt 3060 
acttacccag ttctggacca gttggcattt 3120 
agaatgagca ggtggtttga gcctgtttta 3180 
ttttccatac acccttcatg tgttgagtct 3240 
ctaggttagg agaccagcat aaggatttgt 3300 
cagctccagc aggcatagtg gtgcctgaag 3360 
acctcagcca aggtattgcc catggggtga 3420 
gagaatgtag cactctgtgt agcacacacc 3480 
tgttgaccat tagctcttgc agcgtcttac 3540 
gtgaactttt ctatictgaat tctccgggtc 3600 
tcttgcactg ccagctgggt ccctgctggg 3660 
aggaacccag cttccactga gtcactgcca 3720 
gagagccact ggtaggagcc agccccacat 3780 
gtccaggtgc tgatgtgggc ctgcggagtg 3840 
aatcatgtga tgtgtgtgtg tgtgcatgtg 3900 
aagtgtttga cagggtgcag atgtgaggct 3960 
cattaaaatt tgaagcttta tttttccctt 4020 
tcctaccaca acccagtagg ggcctctctc 4080 
ccattcagct cccacagttg agctcccaca 4140 
cttagaggca gctttgagca cagccttcct 4200 
gcgaaggttg ggtttacaag ggtgacattg 4260 
aagtctaagc cttgctttta tcttagttgt 4320 
atcctcagtc tgttcctcta taaaagatga 43 80 
ggcagcaagt actcacggct ggtgctgtgg 4440 
gagggccttt gccatcagat ctgccaagca 4500 
ggaccaaggg ccttggagaa aagggctccc 4560 
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aggcttctga actttgaggc ctcagcactt 
aaccaaatca ttaaaaagta gaaagaaatc 
ccccactctg tccccaaatg atattattgc 
gagttggcag agacttctgg tgccctctgc 
ggcccctggc agcctcgccc agcccctgat 
ctgtttattt tctgaagcag agagaatgat 
actttcattc acatgcactt tggtggggtt 
catgtgtgta tgtgttcttt aagagaatct 
agaaaaagtt acaaacaaaa tgtggtgtga 
acttgaacaa ctgatacgca gccagagtct 
aacacaaaat ggttatcagt agtggcacta 
tagttagggg tccttatagt ttttaaggaa 
tgtctgcact gaaagtgtaa acagtgggaa 
atccttaaca tttgataaat ggtcaagggc 
aataataata tea 



tctgcattat cgtcaaactc tttggaaaga 4620 
tgcctcttgt ctgccctact gcccctttac 4680 
accttgacct gggagcgcag agaggggagg 4740 
cctcctagca acagatgcca cttatatttt 4800 
cagcccaggc ctagggcagt taggaccttt 4860 
ctcagagttt gcaaatgaag ccttttttgc 4920 
acatttttgt acttgcctct tgtgtgtgca 4980 
tctggcttaa gctaaggtga ctcttgaagg 5040 
tctgtcagtg tatcaaaaca acataaataa 5100 
gtttctattt tcatgataaa acatccagag 5160 
ctgaagagac taaagtgttc tctttgttgt 5220 
agaaacaaag gataaggata aatgggtatc 5280 
ctcccagaga tcggtgtgta aaagggcctg 5340 
agaaaattca atgaaacctg taatttttaa 5400 

5413 



<210> 39 

<211> 1758 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 228319 . 2 : 2002 JAN18 
<400> 39 . 

caaagctggt ttcaagccac tttcctagtc tttgttgaat ggtaaatgtt ccttcaagag 60 
ttgcaggaag agcatgcctt gcttgcgcca tggggtgggg ctgcaccatc ttgcttgctg 120 
cgtgtgcttg tattgttcat catacacaat tcatggtttc ttttcaggaa tttttgaagt 180 
cgcttgtcca ttctatgaag gtcagtttgg ttaaaattaa agcattttaa ctgagtactt 240 
acaaactgta gtagacccag ataggctgaa agcaaaagta ggatggaggg cttggcttcg 300 
gtgaggacca agcctcttct gtcagccact cctgtgcgac tgtcaggccc agggatccac 360 
tcagggaagg- tacctgtgtc aacctcaata ttaactgtta tcaaagcttc ctgtctcttt 420 
. tattttagcc agaagcaata cttttaatgg attccttcca cgtccaaatg gatcatgtgt 480 
acccctcctg ggcacccacc ggaagactct gggtattgtg tgcgttgtcc gccctcagtg 540 
acgaggatct tcataacttt ccttcctgca aaaaggaaca ttagttttca gtgtttccaa 600 
caattatcca gcaataccat ctaaacacca ttttctgtat tctaggagca agctgaagag 660 
gaaaagaagc ccaaggatag cacaacccct ttgagtcacg tcccttcagc ggctgcacag 720 
ggagcatggt cttgggagtg gtacttgaaa gaacagaagg ctgtcgcagc acctgttgag 780 
ctgttttcca aggatcagtc ctttccagag catgaaaatg gttttcagat tggaatgaga 840 
ttagaaggca ttgatccccg acatccatcg gtattctgtg tgctttctgt agcggaggtt 900 
tgtggttacc gtctaagact tcattttgat ggttatttaa gttgctatga tttttggacc 960 
aatgctggtt cccctgacat tcatccagta ggatggtgtg aaaagaccaa acatgaactg 1020 
cacatcccta agggttatag aaaagataaa tttgtttgga tggattactt gaaggcctgc 1080 
aaattgcaaa- atgctccaaa gaaattattc agaaacagaa gtcctaatgg gccaatgtct 1140 
aaagaatttc aggttggaat gaagctggag gccgtggaca ggaagaaccc ttccttggtg 1200 
tgtgtggcga ccatagcaga tattgttgaa gatcgcttac tagtgcattt tgacaactgg 1260 
ggtgatagtt acgattactg gtgcgatgtt aatagccctt atgtccagcc agttggttgg 1320 
tgtcaggaga atggaagaac tctgatagca ccccaaggtt atccaatcca gaaaattttt 1380 
cctggacaga atacctggaa gctactcaaa ccaatgcagt tcctgccaaa gtttttaaaa 1440 
tgaggttgcc tcatggtttt ctgccaaata tgaaacttga agttgtggat aaacggaacc 1500 
ccaggttaat tcgtgttgct acgattgtag atgttgatga ccaaagagta aaggttcatt 1560 
ttgatggttg ggaccataag tatgactact gggtggaggc agacagccct gatatccacc 1620 
cgatcggatg gtgtgatgtc acagggcatc cactggaagt gccacagcga acgaatgacc 1680 
tgaagatcct tccaggtcaa gctgtctgtc ctactcccgg gtgccgagga atagggcata 1740 
tccgtggtcc acgtccat 



<210> 40 

<211> 4849 

<212> DNA 

<213> Homo sapiens 



<220> 



37/218 



BNSDOCID: <WO 03062379A2_L> 



wo (J3/062379 



PCT/US03/01363 



<221> misc_f eature 

<223> Incyte ID No: LG: 229165 . 16 : 2002 JAN18 
<400> 40 

tcgttgatat caaagacagt tgaaggaaat gaattttgaa acttcacggt gtgccaccct 60 
acagtactgc cctgaccctt acatccagcg tttcgtagaa accccagctc atttctcttg 120- 
gaaagaaagt tattaccgat ccaccatgtc ccagagcaca cagacaaatg aattcctcag 180 
tccagaggtt ttccagcata tctgggattt tctggaacag cctatatgtt cagttcagcc 240 
cattgacttg aactttgtgg atgaaccatc agaagatggt gcgacaaaca agattgagat 3 00 
tagcatggac tgtatccgca tgcaggactc ggacctgagt gaccccatgt ggccacagta 3 60 
cacgaacctg gggctcctga acagcatgga ccagcagatt cagaacggct cctcgtccac 420 
cagtccctat aacacagacc acgcgcagaa cagcgtcacg gcgccctcgc cctacgcaca 480 
gcccagctcc accttcgatg ctctctctcc atcacccgcc atcccctcca acaccgacta 540 
cccaggcccg cacagtttcg acgtgtcctt ccagcagtcg agcaccgcca agtcggccac 600 
ctggacgtat tccactgaac tgaagaaact ctactgccaa attgcaaaga catgccccat 660 
ccagatcaag gtgatgaccc cacctcctca gggagctgtt atccgcgcca tgcctgtcta 720 
caaaaaagct gagcacgtca cggaggtggt gaagcggtgc cccaaccatg agctgagccg 780 
tgaattcaac gagggacaga ttgcccctcc tagtcatttg attcgagtag aggggaacag 840 
ccatgcccag tatgtagaag atcccatcac aggaagacag agtgtgctgg taccttatga 900 
gccaccccag gttggcactg aattcacgac agtcttgtac aatttcatgt gtaacagcag 960 
ttgtgttgga gggatgaacc gccgtccaat tttaatcatt gttactctgg aaaccagaga 1020 
tgggcaagtc ctgggccgac gctgctttga ggcccggatc tgtgcttgcc caggaagaga 1080 
caggaaggcg gatgaagata gcatcagaaa gcagcaagtt tcggacagta caaagaacgg 1140 
tgatggtacg aagcgcccgt ttcgtcagaa cacacatggt atccagatga catccatcaa 1200 
gaaacgaaga tccccagatg atgaactgtt atacttacca gtgaggggcc gtgagactta 1260 
tgaaatgctg ttgaagatca aagagtccct ggaactcatg cagtaccttc ctcagcacac 1320 
aattgaaacg tacaggcaac agcaacagca gcagcaccag cacttacttc agaaacagac 1380 
ctcaatacag tctccatctt catatggtaa cagctcccca cctctgaaca aaatgaacag 1440 
catgaacaag ctgccttctg tgagccagct tatcaaccct cagcagcgca acgccctcac 1500 
tcctacaacc attcctgatg gcatgggagc caacattccc atgatgggca cccacatgcc 1560 
aatggctgga gacatgaatg gactcagccc cacccaggca ctccctcccc cactctccat 1620 
gccatccacc tcccactgca cacccccacc tccgtatccc acagattgca gcattgtcag 1680 
tttcttagcg aggttgggct gttcatcatg tctggactat ttcacgaccc aggggctgac 1740 
caccatctat cagattgagc attactccat ggatgatctg gcaagtctga aaatccctga 1800 
gcaatttcga catgcgatct ggaagggcat cctggaccac cggcagctcc acgaattctc 1860 
ctccccttct catctcctgc ggaccccaag cagtgcctct acagtcagtg tgggctccag 1920 
tgagacccgg ggtgagcgtg ttattgatgc tgtgcgattc accctccgcc agaccatctc 1980 
tttcccaccc cgagatgagt ggaatgactt caactttgac atggatgctc gccgcaataa 2040 
gcaacagcgc atcaaagagg agggggagtg agcctcacca tgtgagctct tcctatccct 2100 
ctcctaactg ccagccccct aaaagcactc ctgcttaatc ttcaaagcct tctccctagc 2160 
tcctcccctt cctcttgtct gatttcttag gggaaggaga agtaagaggc tacctcttac 2220 
ctaacatctg acctggcatc taattctgat tctggcttta agccttcaaa actatagctt 2280 
gcagaactgt agctgccatg gctaggtaga agtgagcaaa aaagagttgg gtgtctcctt 2340 
aagctgcaga gatttctcat tgacttttat aaagcatgtt cacccttata gtctaagact 2400 
atatatataa atgtataaat atacagtata gatttttggg tggggggcat tgagtattgt 2460 
ttaaaatgta atttaaatga aagaaaattg agttgcactt attgaccatt ttttaattta 2520 
cttgttttgg atggcttgfcc tatactcctt cccttaaggg gtatcatgta tggtgatagg 2580 
tatctagagc ttaatgctac atgtgagtga cgatgatgta cagattcttt cagttctttg 2640 
gattctaaat acatgccaca tcaaaccttt gagtagatcc atttccattg cttattatgt 2700 
aggtaagact gtagatatgt attcttttct cagtgttggt atattttata ttactgacat 2760 
ttcttctagt gatgatggtt cacgttgggg tgatttaatc cagttataag aagaagttca 2820 
tgtccaaacg tcctctttag tttttggttg ggaatgagga aaattcttaa aaggcccata 2880 
gcagccagtt caaaaacacc cgacgtcatg tatttgagca tatcagtaac ccccttaaat 2940 
ttaataccag ataccttatc ttacaatatt gattgggaaa acatttgctg ccattacaga 3000 
ggtattaaaa ctaaatttca ctactagatt gactaactca aatacacatt tgctactgtt 3060 
gtaagaattc tgattgattt gattgggatg aatgccatct atctagttct aacagtgaag 3120 
ttttactgtc tattaatatt cagggtaaat aggaatcatt cagaaatgtt gagtctgtac 3180 
taaacagtaa gatatctcaa tgaaccataa attcaacttt gtaaaaatct tttgaagcat 3240 
agataatatt gtttggtaaa tgtttctttt gtttggtaaa tgtttctttt aaagaccctc 3300 
ctattctata aaactctgca tgtagaggct tgtttacctt tctctctcta aggtttacaa 3360 
taggagtggt gatttgaaaa atataaaatt atgagattgg ttttcctgtg gcataaattg 3420 
catcactgta tcattttctt ttttaaccgg taagagtttc agtttgttgg aaagtaactg 3480 
tgagaaccca gtttcccgtc catctccctt agggactacc catagacatg aaaggtcccc 3540 
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acagagcaag 
cccttgaaac 
acattttttt 
ctgtcattgc 
aaaaggtaat 
ctttgtattt 
tgaaaccttt 
atcaaataag 
tattttttta 
acttaaatgg 
taaggggaag 
tttgctgagg 
actagggcct 
cacccttact 
ggtaaggggt 
ttgtggcctc 
tataaacaga 
. taatccccta 
. atttttataa 
ttcaaaaggt 
tttctgttat 
gacatgcaat 



agataagtct 

tttgggaaaa 

gcatgcatgc 

acataagctt 

gtgtggattg 

tgattatttt 

ttttatcgtt 

aaataatgct 

aaattttgta 

taataagcac 

aatgaaagct 

gtttgaataa 

tggaaattcc 

ggcttacctc 

aaaaggatag 

agctcaatgc 

aatggaaagc 

aaataacagt 

ttgtacaaaa 

attatacatg 

gggcttttgg 

aaaatttaaa 



ttcatggctg 

catgttaatg 

aaatgagctc 

ccattttaat 

cctctgaaaa 

ttttttcttc 

tttgtatttt 

acaattttaa 

tgttaaagag 

tgtaaacttc 

gttccttggt 

acctaggact 

tgtactgtgt 

ctcatggcag 

taagcataga 

agttagctga 

agagttttca 

atgtgggata 

ttaagcaaat 

tgatacattt 

ggagccagaa 

aaataaataa 



ctgttgctta 

acaatattcc 

tgaaatcttc 

tttaaagtgc 

gtgtgtatat 

ttgggatagt 

catgaaaata 

gaggggaggg 

aatgagtcct 

tgcaacaagc 

cctagtaaga 

tccgagctat 

ctcatggatt 

cctactctcc 

aaccactaga 

agaattgaaa 

ttaaatcctt 

ttgaatgtta 

gttaaaagtt 

tttaagcttc 

gccaatctac 

aaactaatta 



aaccacttaa 
agatctttca 
ccatgcattc 
aaaagggcca 
attttgtgtg 
gggatttcca 
ccatttagta 
aagggaaagt 
tgatttcaaa 
atgcagcttt 
agacaaactg 
gtcagtacta 
tggcactagc 
ttgagtgtat 
aagtgggctt 
agtttttgtt 
ttaccttttt 
aagggatatt 
ttatatgctt 
agttgcttgt 
aatctctttt 
aggaaattg 



acgaagagtt 
gaaatataac 
tggtcaaggg 
gcgtggctct 
aaattgcata 
gaaccacact 
agaataccac 
ttttttttat 
gttttgttgt 
gcaaacccat 
cttcccttac 
ttcaggtaac 
caaagcgagg 
gagtagccag 
aatggagttc 
tggagacgtt 
tttttcttgg 
tttttctatt 
tattaatgtt 
cttctggtac 
tgtttgccag 



3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 

4140 

4200 

4260 

4320 

4380 

4440 

4500 

4560 

4620 

4680 

4740 

4800 

4849 



<210> 41 
<211> 1791 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<223> Incyte ID No: 



liG : 230895 . 9 : 2002aANl8 



<400> .41 
aatagaagtc 
cttccaaaca 
actgtttaca 
gatgatgcca 
gaagtgccag 
cgaggagcag 
acgttaggat 
tgcccfcatca 
acttatgggg 
atggacagga 
ctattttcta 
atctggggtg 
gagattgtta 
cctggtggca 
gatgaattta 
gatgtgtcag 
ctagaaaaca 
agaaatgttg 
ggtatattca 
gaaatccgaa 
ttaaaatgcc 
cttcttcata 
catcctactg 
acaagaatgg 
tttttggaga 
gaagaagaca 
ctgctaagga 
tacgcttttg 
gttttaaaaa 
tttgcttatt 



tgccagatgt 
caagtgtagt 
gtgtgataaa 
gtgaaagaga 
taaaaattat 
ctgcttcaaa 
ggctggagcc 
ttgatgtgat 
gttttaactg 
ggaaaggaga 
ttgacagaaa 
gagagaatct 
cttgctccca 
ctggtcatgt 
aagatttctt 
tcagaaaaac 
tctatccgga 
aaaccaatca 
actgtcatgg 
ccgatgactt 
accatatgag 
taatcaccca 
tggaaacctg 
aaatttttag 
gactcacgtt 
aaatggtgcc 
acatgacctt 
ttttgccatt 
tccttttagt 
tccctactaa 



aagattagaa 
cattgtgttt 
tcgttcccca 
ttttctcaag 
taggatggaa 
agggcaggtc 
tttgctggca 
tagtgatgat 
gaaactgaat 
cagaacatta 
ctactttgaa 
tgaaatgtct 
tgttggtcat 
catcaacaag 
ctacatcata 
actaagagaa 
ctcccagatc 
gtgtttagac 
tatgggagga 
gtgcttggat 
aggaaatcag 
gtcttgtctc 
taatgatagc 
aaatattttt 
gcgacatgtt 
tacaatgcag 
gggcacatga 
atttcaattg 
attctaaaac 
aatttgtatc 



ggatgtaaga 
cataatgaag 
cactatctac 
ttgacattag 
gaacgctctg 
ataacttttc 
agaataaagg 
acttttgaat 
ttccgctggt 
cctgtcagga 
gagataggaa 
tttaggattt 
gtttttcgga 
aacaacagga 
tccccaggtg 
aatctgaagt 
ccaagacgtt 
aacatgggcc 
aatcaggtat 
gtttctagac 
ttatgggaat 
tcagtgaaca 
actttgcaaa 
gggaattcta 
aacagtaacc 
gactgtagtg 
agatcatgtc 
ggggaaaata 
acaattgttt 
tgatcaaagc 



caaaagtcta 
cttggagcac 
tctcagaggt 
agaattacgt 
ggttaatacg 
ttgatgcaca 
aagacaggaa 
atatggctgg 
atcctgfctcc 
cccctactat 
cttacgatgc 
ggcaatgtgg 
aggcaactcc 
gactggcaga 
ttgtcaaagt 
gtaagccctt 
attactcact 
gcaaggaaaa 
tttcttacac 
tcaatggacc 
atgatgctga 
aagtagctga 
aatggctact 
ctgattacat 
aatgtctcga 
gaagcagatc 
ctccaagcca 
ttaactttgc 
ctaattcgtt 
acataagaat 



ccctgatgaa 
tctccttaga 
catcttggta 
gaaaaattta 
tgcccgtctt 
ctgtgaatgc 
aacggttgtc 
gtcagacatg 
ccaaagagaa 
ggctggtggc 
aggaatggat 
aggctccttg 
atacactttt 
agtttggatg 
ggattatgga 
ttcttggtac 
tggtgagata 
tgaaaaagtg 
tgctgacaaa 
tgtaatcatg 
gacccacact 
tggctcccag 
aagaaactat 
tctctaatga 
tgaaccttct 
ccaacagtgg 
tgaaagtgtc 
tgaattgaaa 
tctagaaatg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1791 
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<210> 42 
<211> 3686 
<212> DNA 

<213> Homo sapiens 
<220> 

SSd'S":.. I..:233552.5:2002aM.18 

ga?°ttcSt:c a.cacaggcg ctggatttcg jact^jtagt t-gccaac ttc-tj^tt 60^ 
Itcgccattt ggcaacaaga cagtgtgcct SSatcgacta ^t^tga ^^^^ ^^^^^ 
?atggtattt gaaataaatt aaagggataa ^^tgtcaagc ^J^^J^ | agtgacgtac 240 
aaatatttca ctattcgcct tcttcctacc g^^gtgctc g J J « aaaaagtaaa 300 
gtccggtgta atggcggcgc ggtssagctc taggtgatgt «g g^^ 9 agcatctttg 360 
ctgtcaaggg aattcagagc attgggtact tgttatttgg | ^ aaaaccttct 420 

atttattgga ccaactggca acagaaaatg aaaagtagtg ^gj tcoagaagac 480 

tctggtcatg acagaaggga aaaccttaat ccatatcaga 99 cagcagatca 540 

agaStgaag aacaagaacg atccccccgg ^atagagatt actttgac ^^^^ 
glctatgagc attcaagaag aggacgttct tatgatagta J^atgg g^^ tcggaaatcc 660 
gaccgagaaa aacgcagaga aagagaaaga ^atacggatc 9J 9|^^ tgctcaggat 720 
ccatctcctg ggaggagaaa ^ccagaaaca ^cagtaactc 9 cactggtgga 780 

gaacctgcta caaagaaaaa gaaagatgag ^^ggatcctc "J ^ taaaaacagc 840 
gcatatattc cccctgcaaa gctcaggatg atgcaggaac aga | ccttatcaac 900 
?tagcatacc agaggatgag ttgggaggcc =tgaagaagt ^J^^taa gg ^^^^^^^^^ 
aaagtcaaca tttccaacat aagtattatt attcaagagc ttc 9^ tccaatcttc 1020 

agaggaagag gactgctgtc oaggtctgtt "gcaagcac ag 9 g aattggagaa 1080 
acccatgttt atgcagcatt agtggcaatt atcaactcaa a tgacaagcaa 1140 

ttaatcctca aaaggttaat tcttaatttt ^gaaaaggct g a ggcacacgaa 1200 
ctttgcctga ctgcttcaaa atttgtggcg °atcttatta accaaaacg 9| ^260 
gttt?atgct tagagatgct cactttgctc ctggaaagac caacagatg^ acJalgagga 1320 
gtagctattg gttttcttaa ggaatgtggc °t°aaattaa Jjc a « tgacaaaaga 1380 
atcaatgcta tatttgaacg ccttcgaaac attctgcatg agtcug ^accacccc 1440 
.gttcaalata tgattgaagt gatgtttgct gtacggaaag Jjggattcaa 99 ^^^^^ ^^^^ 
Ittatcctag aaggtcttga tttggtggaa gaagatgatc aattcactca ^^^9^^^^^^ ^^gQ 
ctggaggatg actataatcc agaagatgtt cttaatgttc ^=aag yy ^ ^ 1620 

SSaSatg aagagaagta caaagctatt aagaaagaaa ^tcttgatga jgjag ^^^^ 
gactcgaaca cagaccagga tg°tgggagt agtgaagagg J^jagg 9^ agaaattaac 1740 
gagggagaag aagatgaaga aggacaaaaa gaactattc J^g ttttgaagaa 1800 

ctggtctcat ttcgtcgtac aatttatctt g°tattcagc ^» « actctgcaac 1860 

?g?Sctcaca aattgctgaa aatggagttt cctgaaagcc cttatLgct 1920 

a?gatacttg attgctgtgc ccaacagagg acatacgaaa jattttttgg ^^^^^ ^ggO 
ggScgatttt gcatgctaaa gaaagagtac atggaatcct "gaagg tgttt 2040 

?StItgata ccatccatcg cttggaaaca aacaagttgc jaaatgttgc ^^J^^^^^^ 
gctcaccttt tatacactga ttcacttcca ^ggagtgCtc ^^9 a ggaactgtgt 2160 
Saagaaacca ctacatcatc cagtagaatt tttgtcaaaa ^atttttcca 99^ 2220 
gaa?acatgg gtcttcctaa acttaatgca Jjattaaagg Jtgaaactct gj^9^^^^^^ ^^^^ 
tttgaaggat tattaccccg agataatcca agaaacactc 99^ « aaatacacca 2340 

act?ctatag gtcttggagg tttaacggat gaactgcggg ajcatctca ^^^^^^^^^^ 2400 
aaggtcattg tggcgcagaa accagatgtt 9agcaaaata aacc cagcagtgat 2460 

tcllcagcgt cctcctcttc agagtctgac t^atccgact ^tgattctg J^^ 2520 
agcagttcag agtcttccag tgaagagagc gactcttcat °°accag a ^agat 2580 

gSct^agcta atgatgtaag aaagaaggga catgggaaga ccagaagtaa JJ^g^^^^^ 
aaattgatca gaaaccagca aacaaatgat aggaaacaaa y » agatcaaaat 2700 

Jggcaccagg aaacaaggac tgagagagaa agaaggtcag aaaaacacag agjc ^^^^ 
?Sagaggtt caaattggag agatcctata acaaagtaca ^atcagacaa jg 9 ^820 
tcSIacSaa ataactacag tagagttgca aatgacagag accaagaaat 9oa ^^^^ 
ttggaaalta agcatggtga tcccaaaaag aagagaggag J9agaagaaa ^^^^ ^^^^ 2940 
gaaaatgaga agcatacaca ccgaattaaa ga^agtgaaa attccag a ^at .3000 

?:aaag?cL aggaaatgaa ^agaaagcac ^caggctcaa jaagtgatga ^9^^^^^^^ 3^50 
caaaatggtg ccgagagacg atgggaaaaa tctagcagat accctga ^^^^^^ 312O 

SLagSaa atcaggaccg gcg-gagaa -9^tccag -aaacaaaa J^^^^^^^^^ 3^3^ 
aaaatgacat aaactggaca tgccttatat tcagccgaaa 
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TtTcllltl llTtlllti a?^SS?a T^lToll^' attt^taaat ttaaaaaat. 3240 
gaaaactttc accagaaagg gatSteStc ^oSS^^f^f ccctacccat aaaattattt 3300 
aagctcattg attclgtg?? gltSttill Sf"^''^^ ^ttgtgaata aaatgatcaa 3360 
agctgttata gtgaa?ta?c Stjcttt?? ta???ataf^ atttttttag ttgtttaaga 3420 
ccttttcagt ttaacagttt tgc?ttgtta aSaaf^.f^ *^?^^sraccaa aacaggtgaa 3480 
cacttttttt ttttcagtag aJSttfgt? acIaft^Ki f ^^atcttt ttcaggtagt 3540 
atgtaatgtg taattttttt cIcaaatSJ ^ ^attaggctt tgaacaaagt 3600 

ccaatacgca gttatttata a?tejf ^ ggtaaagcta ggtgtatgtt agtctttaaa 3660 



<210> 43 

<211> 2462 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_feature 

<223> Incyte ID No: LG: 234430. 7 :2002JAN18 

<400> 43 



3686 



2SSc?2[c S^^"^^^^ c^cgggaggc cggcggccgg 60 
gggcgcaggg gStcc?St?S Sa??SaanS ^^f^f^^^f cctgcgcgac gtgctgggcc 120. 
cgggcgccci ggagctStS SScSct^« gaacggcgag cgcgccgtgc 180 

gcaacaacag SSggcgJgc? cggc?SS? taa^rnt^^^ caaggcggct ctgtttgtga 240 
gggggctgcg cgc?gSgLS c???tcS?t ll^^^^t^^^ cttcgcgcgc ctcggcttcg 300- 
agcgcctgcc cJggL^ccS gacJcgSgg gcJcSS? cStacta^f. ^60 
tgcgcgccga gctgcgcgcc acaoaac hS? cgtgctgggc ggcgaggggc 420 

gcgcggcccc ?cgcg?g?gc gcS§ct?a taalaf^n^^ g^acccgagc gcgggggacg 480 
agctgaggga ggcg?gcg?g Sc^tgcgcg S?cgS?g litlT.T ^40 
gtgacccatg gcacccgcta aactian«^^= cctactcgtg gccaccgacc 600 

ctgcagtggS gacagcItcS aafo«o^f^^ 9°<=99acccc tggcaccggg agcctggccg 660 
tg?tcgaS?g catcfSaS aIct?^a«o? ^^^^^^^ggt gggcaagccc agcccctaca 720 
accgcStSgl gaccgJSS Itcllttttc acn^^^'^^'^ acgcacgctt atggtgggtg 780 
tcacaggagt ctcccgcctS alllll^^^^ accgctgcgg catgaccact gtgctcacgc 840 
• tcgtg?ScL ttJc^SSg ?aSSS cSacJtaac r"^^""^^ cagcacgacc 900 
. cccactgcac ctgcagccac aaacccao^? ^f? '^"^f'^ agaggggttg gaggactgag 960 
cgatgggtca cglgcStgt SScaac ZTotcTta SS^tt^? ^aggtggagg 1020 
ggggctggga cccggggaag gtttaaoaSo r-r-f^r.^^ ^ gtccagttct gcaccggggt 1080 
cactctttgc tgoo^l%ll gctgg?c??c SSaJJca tc^J^^T ^^^^^^^^^^ ^^^O 
gtggccttat ttcttccctg tcacctcccc l^lff^ll^t tcttggcctg acccagccag 1200 
aagattccct ctatccctg? gScttaStc ttctccScS f ^^^^^^^g gtgcctgctg 1260 
ctctctgccc ctcaggtcct ggccct?aaS In^f^?.^ ^ccctggggc ttctagagct 1320 
aacccttatt gtcctgggtg SccaatSf llallfl f ccagaggtct agggaaccac 1380 
gggtcctgtg gggta?Sg? ??agStcc? aa??aataS If ^^^^^^ catcaatgtt 1440 
cccgagtgga ccaatcggaa gccSaaatS ^5 gaccctttca cgtcctggag 1500 

gtggacccat caggac?cca Igt^S^S?? a?ScagtS ctttl^^'T ^^^^^^^^^^ ^560 
cagtccagaa gcctgagaga caataar-r-^f. cttttagatc ctcagtagaa 1620 

ggggtccagg tttca;?SS taK?Ja5aa tl^^^ ""l gggtctcacg ggaccagcta 1680 
acaaagactt gtgatJctS? SSJctJSS SS™.^ cctaaagaca cctctccttt 1740 
tacccgtaca gcgttgatgg iScaacSl «fS^^ ^ f ccaccctttc ctggtcatgg 1800 
cagtgttttc ag?acclcc? ctct™^^ aaggggggct ttcgtgtccc cctgtgcggt 1860 
gtgtgccagt gatJS^Sggt ggSSctaSa tatttactta tttatttatt 1920 

cctgtccttc cgtJ?t?St SIS?o™ °°*^tccccgc cacctccacc cctgttgtga 1980 
tgactacagg a?tStagSg gSfSS lat^.l^^^'- ^^^^^^^^^^ atttgggtcc 2040 
cttctccccc tacacatac? aalttl^t^Z ^^^^^^^^^^ agacagcacc accgcctccc 2100 
cttcttaggg cccS^SctS ?cSgSc? StgcagS?ZS 1^^^^^° catgtgctca 2160 
actgccacca ggatggcatc atta?aattt nln^^^^t^ aggtgcoagt gacctgtggc 2220 
cctgccttgt cgcaJL^ct ScI^JScc^ ctact^n?^^ acaccccctc atgttgtgct 2280 
tctgcataaa agacctcraaa thfo««^^f» ctgctccttc agaataatgt tttcaaatgc 2340 
ccgccacctc cSccc?g?c ataac^tS. ^^^'^^"^t attgaaatgc tgggccttcc 2400 
cacccctgtc gtgacctgtc cttccgtaot taataaagtg cgcgtgggag 2460 
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<210> 44 

<211> 8745 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG : 236659 . 1 : 2002 JAN18 
<400> 44 

gggaggtgag ggcggcgggt gccgaagcga cggcagcggc cgcggccgga ggagcaatag 60 
cagcagccgt ggcggccacg gggcgaggcg cggcggtcgg tgaccgcggc cggggctgca 120 
ggcggcggag cggctggaag aagttggatt ccatgggttc caagagaaga agagctacct 180 
ccccttccag cagtgtcagc ggggactttg atgatgggca ccattctgtg tcaacaccag 240 
gcccaagcag gaaaaggagg agactttcca atcttccaac tgtagatcct attgccgtgt 300 
gccatgaact ctataatacc atccgagact ataaggatga acagggcaga cttctctgtg 360 
agctcttcat tagggcacca aagcgaagaa atcaaccaga ctattatgaa gtggtttctc 420 
agcccattga cttgatgaaa atccaacaga aactaaaaat ggaagagtat gatgatgtta 480 
atttgctgac tgctgacttc cagcttcttt ttaacaatgc aaagtcctat tataagccag 540 
attctcctga atataaagcc gcttgcaaac tctgggattt gtaccttcga acaagaaatg 600 
agtttgttca gaaaggagaa gcagatgacg aagatgatga tgaagatggg caagacaatc 660 
agggcacagt gactgaagga tcttctccag cttacttgaa ggagatcctg gagcagcttc 720 
ttgaagccat agttgtagct acaaatccat caggacgtct cattagcgaa ctttttcaga 780 
aactgccttc taaagtgcaa tatccagatt attatgcaat aattaaggag cctatagatc 840 
tcaagaccat tgcccagagg atacagaatg gaagctacaa aagtattcat gcaatggcca 900 
aagatataga tctcctcgca aaaaatgcca aaacttataa tgagcctggc tctcaagtat 960 
tcaaggatgc aaattcaatt aaaaaaatat tttatatgaa aaaggctgaa attgaacatc 1020 
atgaaatggc taagtcaagt cttcgaatga ggactccatc caacttggct gcagccagac 1080 
tgacaggtcc ttcacacagt aaaggcagcc ttggtgaaga gagaaatccc actagcaagt 1140 
attaccgtaa taaaagagca gtacaaggag gtcgtttatc agcaattaca atggcacttc 1200 
aatatggctc agaaagtgaa gaagatgctg ctttagctgc tgcacgctat gaagagggag 1260 
agtcagaagc agaaagcatc acttccttta tggatgtttc aaatcctttt tatcagcttt 1320 
atgacacagt taggagttgt cggaataacc aagggcagct aatagctgaa cctttttacc 1380 
atttgccttc aaagaaaaaa taccctgatt attaccagca aattaaaatg cccatatcac 1440 
tacaacagat ccgaacaaaa ctgaagaatc aagaatatga aactttagat catttggagt 1500 
gtgatctgaa tttaatgttt gaaaatgcca aacgctataa tgtgcccaat tcagccatct 1560 
acaagcgagt tctaaaattg cagcaagtta tgcaggcaaa gaagaaagag cttgccagga 1620 
gagacgatat cgaggacgga gacagcatga tctcttcagc cacctctgat actggtagtg 1680 
ccaaaagaaa aagtaaaaag aacataagaa agcagcgaat gaaaatctta ttcaatgttg 1740 
ttcttgaagc tcgagagcca ggttcaggca gaagactttg tgacctattt atggttaaac 1800 
catccaaaaa ggactatcct gattattata aaatcatctt ggagccaatg gacttgaaaa 1860 
taattgagca taacatccgc aatgacaaat atgctggtga agagggaatg atagaagaca 1920 
tgaagctgat gttccggaat gccaggcact ataatgagga gggctcccag gtttataatg 1980 
atgcacatat cctggagaag ttactcaagg agaaaaggaa agagctgggc ccactgcctg 2040 
atgatgatga catggcttct cccaaactca agctgagtag gaagagtggc atttctccta 2100 
aaaaatcaaa atacatgact ccaatgcagc agaaactaaa tgaggtctat gaagctgtaa 2160 
agaactatac tgataagagg ggtcgccgcc tcagtgccat atttctgagg cttccctcta 2220 
gatctgagtt gcctgactac tatctgacta ttaaaaagcc catggacatg gaaaaaattc 2280 
gaagtcacat gatggccaac aagtaccaag atattgactc tatggttgag gactttgtca 2340 
tgatgtttaa taatgcctgt acatacaatg agccggagtc tttgatctac aaagatgctc 2400 
ttgttctaca caaagtcctg cttgaaacac gcagagacct ggagggagat gaggactctc 2460 
atgtcccaaa tgtgactttg ctgattcaag agcttatcca caatcttttt gtgtcagtca 2520 
tgagtcatca ggatgatgag ggaagatgct acagcgattc tttagcagaa attcctgctg 2580 
tggatcccaa ctttcctaac aaaccacccc ttacatttga cataattagg aagaatgttg 2640 
aaaataatcg ctaccgtcgg cttgatttat ttcaagagca tatgtttgaa gtattggaac 2700 
gagcaagaag gatgaafccgg acagattcag aaatatatga agatgcagta gaacttcagc 2760 
agttttttat taaaattcgt gatgaactct gcaaaaatgg agagattctt ctttcaccgg 2820 
cactcagcta taccacaaaa catttgcata atgatgtgga gaaagagaga aaggaaaaat 2880 
tgccaaaaga aatagaggaa gataaactaa aacgagaaga agaaaaaaga gaagctgaaa 2940 
agagtgaaga ttcctctggt gctgcaggcc tctcaggctt acatcgcaca tacagccagg 3 000 
actgtagctt taaaaacagc atgtaccatg ttggagatta cgtctatgtg gaacctgcag 3 060 
aggccaacct acaaccacat atcgtctgta ttgaaagact gtgggaggat tcagctggtg 3120 
aaaaatggtt gtatggctgt tggttttacc gaccaaatga aacattccac ctggctacac 3180 
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gaaaatttct agaaaaagaa gtttttaaga gtgactatta caacaaagtt ccagttagta 3240 
aaattctagg caagtgtgtg gtcatgtttg tcaaggaata ctttaagtta tgcccagaaa 3300 
acttccgaga tgaggatgtt tttgtctgtg aatcacggta ttctgccaaa accaaatctt 3360 
ttaagaaaat taaactgtgg accatgccca tcagctcagt caggtttgtc cctcgggatg 3420 
tgcctctgcc tgtggttcgc gtggcctctg tatttgcaaa tgcagataaa ggtgatgatg 3480 
agaagaatac agacaactca gaggacagtc gagctgaaga caattttaac ttggaaaagg 3540 
aaaaagaaga tgtccctgtg gaaatgtcca atggtgaacc aggttgccac tactttgagc 3 600 
agctccatta caatgacatg tggctgaagg ttggcgactg tgtcttcatc aagtcccatg 3 660 
gcctggtgcg tcctcgtgtg ggcagaattg aaaaagtatg ggttcgagat ggagctgcat 3720 
atttttatgg ccccatcttc attcacccag aagaaacaga gcatgagccc acaaaaatgt 3780 
tctacaaaaa agaagtattt ctgagtaatc tggaagaaac ctgccccatg acatgtattc 3 840 
tcggaaagtg tgctgtgttg tcattcaagg act tec t etc ctgcaggcca actgaaatac 3900 
cagaaaatga cattctgctt tgtgagagcc gctacaatga gagcgacaag cagatgaaga 3960 
aattcaaagg attgaagagg ttttcactct ctgctaaagt ggtagatgat gaaatttact 4020 
acttcagaaa accaattgtt cctcagaagg agccatcacc tttgctggaa aagaagatcc 4080 
agttgctaga agctaaattt gccgagttag aaggtggaga tgatgatatt gaagagatgg 4140 
gagaagaaga tagtgaggtc attgaacctc cttctctacc tcagcttcag acccccctgg 4200 
ccagtgagct ggacctcatg ccctacacac ccccacagtc taccccaaag tctgccaaag 4260 
gcagtgcaaa gaaggaaggc tccaaacgga aaatcaacat gagtggctac atcctgttca 4320 
gcagtgagat gagggctgtg attaaggccc aacacccaga ctactctttc ggggagctca 4380 
gccgcctggt ggggacagaa tggagaaatc ttgagacagc caagaaagca gaatatgaag 4440 
gtgtgatgaa ccaaggagtg gcccctatgg tagggactcc agcaccaggt ggaagtccat 4500 
atggacaaca ggtgggagtt ttggggcctc cagggcagca ggcaccacct ccatatcccg 4560 
gcccacatcc agctggaccc cctgtcatac agcagccaac aacacccatg tttgtagctc 4620 
ccccaccaaa gacccagcgg cttcttcact cagaggccta cctgaaatac attgaaggac 4680 
tcagtgcgga gtccaacagc attagcaagt gggatcagac actggcagct cgaagacgcg 4740 
acgtccattt gtcgaaagaa caggagagcc gcctaccctc tcactggctg aaaagcaaag 4800 
gggcccacac caccatggca gatgccctct ggcgccttcg agatttgatg ctccgggaca 4860 
ccctcaacat tcgccaagca tacaacctag aaaatgttta atcacatcat tacgtttctt 4920 
ttatatagaa gcataaagag ttgtggatca gtagccattt tagttactgg gggtgggggg 4980 
aaggaacaaa ggaggataat ttttattgca ttttactgta catcacaagg ccatttttat 5040 
atacggacac ttttaataag ctatttcaat ttgtttgtta tattaagttg actttatcaa 5100 
atacacaaag atttttttgc atatgtttcc ttcgtttaaa accagtttca ■ taattggttg 5160 
tatatgtaga cttggagttt tatcttttta cttgttgcca tggaactgaa accattagag 5220 
gtttttgtct tggcttgggg tttttgtttt cttggttttg ggttttttta tatatatata 5280 
taaaagaaca aaatgaaaaa aaacacacac acacaagagt ttacagatta gtttaaattg 5340 
ataatgaaat gtgaagtttg tcctagtttaL catcttagag aggggagtat acttgtgttt 5400 
gtttcatgtg cctgaatatc ttaagccact ttctgcaaaa gctgtttctt acagatgaag 5460 
tgctttcttt gaaaggtggt tatttaggtt ttagatgttt aatagacaca gcacatttgc 5520 
tctattaact cagaggctca ctacggaaat atgtaatcag tgctgtgcat ctgtctgcag 5580 
ctaatgtacc tcctggacac caggagggga aaaagcactt tttcaattgt gctgagttag 5640 
acatctgtga gttagactat ggtgtcagtg atttttgcag aacacgtgca caaccctgag 5700 
gtatgtttaa tctaggcagg tacgtttaag gatattttga tctatttata atgaattcac 5760 
aatttatgcc tataaatttc agatgattta aaattttaaa cctgttacat tgaaaaacat 5820 
tgaagttcgt cttgaagaaa gcattaaggt atgcatggag gtgatttatt tttaaacata 5880 
acacctaacc taacatgggt aagagagtat ggaactagat atgagctgta taagaagcat 5940 
aattgtgaac aagtagattg attgccttca tatacaagta tgttttagta ttccttattt 6000 
ccttattatc agatgtattt tttcttttaa gtttcaatgt tgttataatt ctcaaccaga 6060 
aatttaatac tttctaaaat attttttaaa tttagcttgt gcttttgaat tacaggagaa 6120 
gggaatcata atttaataaa acgcttacta gaaagaccat tacagatccc aaacacttgg 6180 
gtttggtgac cctgtctttc ttatatgacc ctacaataaa catttgaagg cagcatagga 6240 
tggcagacag taggaacatt gtttcacttg gcggcatgtt tttgaaacct gctttatagt 6300 
aactgggtga ttgccattgt ggtagagctt ccactgctgt ttataatctg agagagttaa 6360 
tctcagagga tgcttttttc cttttaatct gctatgaatc agtacccaga tgtttaatta 6420 
ctgtacttat taaatcatga gggcaaaaga gtgtagaatg gaaaaaagtc tcttgtatct 6480 
agatacttta aatatgggag gccctttaac ttaattgcct ttagtcaacc actggatttg 6540 
aatttgcatc aagtatttta aataatattg aatttaaaaa aatgtattgc agtagtgtgt 6600 
cagtacctta ttgttaaagt gagtcagata aatcttcaat tcctggctat ttgggcaatt 6660 
gaatcatcat ggactgtata atgcaatcag attattttgt ttctagacat ccttgaatta 6720 
caccaaagaa catgaaattt agttgtggtt aaattattta tttatttcat gcattcattt 6780 
tatttccctt aaggtctgga tgagacttct ttggggagcc tctaaaaaaa tttttcactg 6840 
ggggccacgt gggtcattag aagccagagc tctcctccag gctccttccc agtgcctaga 6900 
ggtgctatag gaaacataga tccagccagg ggcttcccta aagcagtgca gcaccggccc 6960 
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agggcatcac tagacaggcc ctaattaagt tttttttaaa aagcctgtgt atttatttta 7020 
gaatcatgtt tttctgtata ttaacttggg ggatatcgtt aatatttagg atataagatt 7080 
tgaggtcagc catcttcaaa aaagaaaaaa aaattgactc aagaaagtac aagtaaacta 7140 
tacacctttt tttcataagt tttaggaact gtagtaatgt ggcttagaaa gtataatggc 7200 
ctaaatgttt tcaaaatgta agttcctgtg gagaagaatt gtttatattg caaacggggg 7260 
gactgagggg aacctgtagg tttaaaacag tatgtttgtc agccaactga tttaaaaggc 7320 
ctttaactgt tttggttgtt gttttttttt taagccactc tccccttcct atgaggaaga 7380 
attgagaggg gcacctattt ctgtaaaatc cccaaattgg tgttgatgat tttgagcttg 7440 
aatgttttca tacctgatta aaacttggtt tattctaatt tctgtatcat atcatctgag 7500 
gtttacgtgg taactagtct tataacatgt atgtatcttt tttttgttgt tcatctaaag 7560 
ctttttaatc caaataaata cagagtttgc aaagtgattt ggattaacca ggtttggttg 7620 
ttctgttaaa gtggtgtcag. atgtttcaag cagatttaac tcctgcaagc cctgatttca 7680 
tgctgacaag gatgtatgtg actgccaatt taagagaaca aagctccaca gatggagatg 7740 
aaagtcagtg tccagacctc tggttcaggg ctcgggctgc attaacacag agccaaatgt 7800 
agtcagactg cagactgaag tgccccacgc cacgcctcag gctggcagtc aaggaattcc 7860 
tacatgtcct cagcatgggc agaaatgcag gttgaaatta aaattggaga attactgagg 7920 
gcggaaagtg aggaaagcat gtaagcagta tagcccactt caaatagctt gtctgtggcc 7980 
agaagaaaca ggtggcccag gtgtctttaa catctttata aactcttaaa acatgaccat 8040 
gcttttaata gaaagtgttg gtaaaagcaa ccaactgttt tcctctaata tcactttgca 8100 
aatccctgtg gttctgttct cctgaattta ggatagtacc ggcatctgtg cccctgagca 8160 
tattttgaac aatcattgat gtatagctag acatcccatc tgaacactga gcaaacaaat 8220 
attgctatta ttctgttcct tttttttttt tcttttgaga cggaacctca ctctgtcacc 8280 
caggctggag tgcagtggtg caaccttggc tcactgcagc atgcgccacc atgcctggct 8340 
aatttttgaa tttttagtag agacagggtt tctccatatt ggctaggctg gttttgaact 8400 
cctggcctca agtgatccac ctgcctcagc ctcccaaagt gctaaggtta caggtgtgag 8460 
ccactgcgcc cagcctactc tgttccattt tagcctggaa gtatgttagg tccctgaatg 8520 
aaagttcaga actaaacaaa ttaatggact gtcccttttc cctgttttgg ctatttcatg 8580 
gtatttacat cttgcagata gcacataaat gagacaagaa actccagatt taatactcgt 8640 
gtgaagacta agcactaaca tgctttacta ggagataaat tactttggaa aacaacaggg 8700 
tccaagagtg tgtgtgtgcg tatatatata tatttttgtt gttgt 8745 

<210> 45 

<211> 2222 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: LG:236767 . 26 : 2002JAN18 
<400> 45 

cgccgggttt cccaagatgg cggcggacgt gtccgttact caccggcccc cgctgagccc 60 
taagtctggg gccgaagtcg aagccggcga tgccgcggag cgccgggcgc cggaagaaga 120 
gctgccgcct ctagatccag aagagatccg gaaacgcctg gaacacaccg agcgccagtt 180 
ccgtaaccgc cgcaagatac tgatccgggg cctcccgggg gacgtgacca accaggaagt 240 
acatgacctg ctcagtgact atgagctcaa atactgtttt gtggacaaat acaaagggac 300 
agccttcgtg accctgctga atggggagca ggccgaggcc gcaatcaatg ctttccacca 360 
gagccgcctg cgggagcgtg aactgtcggt gcagctgcag cccacggatg ccctgctgtg 420 
tgtggccaac ctgcccccca gcctcacaca gcagcagttc gaggagctgg tgcggccctt 480 
cggcagcctg gagcgctgct tcctggtcta cagtgagcgc actggccaat ccaagggcta 540 
tggctttgct gagtacatga agaaggactc ggctgcccgt gccaagtcgg acctgctggg 600 
caagccgctg ggaccacgca ccctctacgt gcactggacg gatgccgggc aactgacgcc 660 
tgcccttctc cactcccgct gcctctgtgt ggaccgcctg ccacctggct tcaacgatgt 720 
ggacgctctg tgccgggcgc tgtcagctgt ccacagcccc accttctgcc agctggcgtg 780 
cggccaggat gggcagctga agggcttcgc ggtgctggag tatgagacgg ctgagatggc 840 
ggaggaggca cagcagcagg cggacggcct gtccctgggg ggcagccacc tgcgagtctc 900 
cttctgcgcc cctgggcccc ccggccgcag tatgctggcc gctctcatcg ctgcccaggc 960 
cacggccctc aatcggggga agggactcct ccccgagccc aacatcctgc agctgctcaa 1020 
caacctgggc ccatccgcgt ccctccagct gctgctcaac cccctgctcc atggcagtgc 1080 
gggggggaag cagggcctcc tgggtgcccc cccagccatg ccgctgctca atgggccagc 1140 
cctgtccacg gcgctgttgc agctcgccct gcagacccag ggccagaaga agcccggcat 1200 
cctgggagac tcacccctgg gcgccctcca gcctggggcc cagccagcca accccctcct 1260 
cggggagctg cctgcaggag ggggcctgcc cccggagctg ccgccccggc gagggaagcc 1320 
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accacccctg ctgccatccg 
gggtccccca gcggcccagc 
cctcagaggc ctccagaaag 
gggggagccc cccaaggact 
gctcccggcc agcaacctgg 
ccgccgccca gctgagggcc 
cagcaaagcc ttccagctca 
ccccgaacca ggactgtctg 
gcggctcttc tcccacccac 
gatgtccccc ccgcccagtg 
cctgtctcac ttctattcag 
cctcaagcag agccacctca 
gctcctgggc ctcagccccg 
cggcagaaac gcagctttgc 
tatgtgggcc agcactccca 
ag 

<210> 46 
<211> 3433 
<212> DMA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: LiG: 237489 . 7 : 2002JAN18 

<400> 46 

ccacttccct gtgtgctggg gcttctacta aaaacacaga caagatcagg caaccacagt 60 
caatctaagg gaaagaggaa agtgtaacca aagcacaaat acataaaata ttgcaaaaafc 120 
gctatttaaa gaaaaaaaag agaagagagg ctctgaggtt gtactaacag agagtggcct 180 
tggctaatcc aggaagactt cctgaaagag gttgtttttt ccccaggtct gcttttgaca 240 
tctctctttt cacagtgcat ctgggtagtg agcttcctct cctccttctt cctcagcctg 300 
ccctatggtg tggcagtggg tgtcgccttc tccgtcctgg tcgtggtctt ccagactcag 360 
ttccgaaatg gctatgcact ggcccaggtc atggacactg acatttatgt gaatcccaag 420 
acctataata gggcccagga tatccagggg attaaaatca tcacgtactg ctcccctctc 480 
tactttgcca actcagagat cttcaggcaa aaggtcatcg ccaagactgt ctccctgcag 540 
gagctgcagc aggactttga gaatgcgccc cccaccgacc ccaacaacaa ccagaccccg 600 
gctaacggca ccagcgtgtc ctatatcacc ttcagccctg acagctcctc acctgcccag 660 
agtgagccac cagcctccgc tgaggccccc ggcgagccca gtgacatgct ggccagcgtc 720 
ccacccttcg tcaccttcca caccctcatc ctggacatga gtggagtcag cttcgtggac 780 
ttgatgggca tcaaggccct ggccaagctg agctccacct atgggaagat cggcgtgaag 840 
gtcttcttgg tgaacatcca tgcccaggtg tacaatgaca ttagccatgg aggcgtcttt 900 
gaggatggga gtctagaatg caagcacgtc tttcccagca tacatgacgc agtcctcttt 960 
gcccaggcaa atgctagaga cgtgacccca ggacacaact tccaaggggc tccaggggat 1020 
gctgagctct ccttgtacga ctcagaggag gacattcgca gctactggga ct:tagagca0 1080 
gagatgttcg ggagcatgtt tcacgcagag accctgaccg ccctgtgagg gctcagccag 1140 
tcctcatgct gcctacagag tgcctggcac ttgggacttc cataaaggat gagcctgggg 1200 
tcacaggggg tgtcgggcgg aggaaagtgc atcccccaga gcttgggttc ctctctcctc 1260 
tccccctctc tcctcccttc cttccctccc cgcatctcca gagagagcct ctcagcagca 1320 
ggggggtgct acccttacag gagtgagagt ctggtgagcc cactcttcac ccgtcaggcc 1380 
ctggccgcaa tggacaagcc tcctgctcac tccaccccac ccacctctgc cctgtccttg 1440 
gcagctgaag gacaccttga cttccagctt ttacgagtga gccaaaaaca gaaggacaag 1500 
tacaactgtg ctggcctgct gtacaagctt caaaaagtgt cccagagccc acacggctcg 1560 
gtgtcagatg gtgtcaggct gtcacggaca tagggataaa cttggttagg actctggctt 1620 
gccttcccca gctgcctcaa ctctgtctct ggcagctctg cacccaggga ccatgtgctc 1680 
tccacaccca ggagtctagg ccttggtaac tatgcgcccc ccctccatca tccccaaggc 1740 
tgcccaaacc accactgctg tcagcaagca catcagactc tagcctggac agtggccagg 1800 
accgtcgaga ccaccagagc tacctccccg gggacagccc actaaggttc tgcctcagcc 1860 
tcctgaaaca tcactgccct cagaggctgc tcccttcccc tggaggctgg ctagaaaacc 1920 
caaagagggg gatgggtagt ggcagaatca tctggcatcc tagtaataga tatcagttat 1980 
tctgcacaaa acttttggga attcctcttt gcacccagag actcagaggg gaagagggtg 2040 
ctagtaccaa cacagggaaa acggatggga cctgggccca gacagtcccc cttgacccca 2100 
gggcccatca gggaaatgcc tccctttggt aaatctgcct tatccttctt tacctggcaa 2160 
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tgcttggccc tgctgggggt gaccgggagg ccctgggctt 1380 
tcactcctcc ccccgcccct gtggggctcc gaggctctgg 1440 
acagtgggcc tctgccgacg ccccctgggg tctcactgct 1500 
accggattcc cctgaatccc tacctgaacc tacacagcct 1560 
cgggtaagga ggcccggggc tggggaggcg ccgggagaag 1620 
ccccaactaa ccccccagcc cctggaggtg gcagcagcag 1680 
agtcccgcct gctcagcccc ctcagcagcg cccgcctgcc 1740 
acagctacag cttcgactac ccctcggaca tgggacctcg 1800 
gggaaccagc ccttgggcct cacggaccca gccgacacaa 1860 
gcttcggcga acggagcagc ggtgggagtg gcgggggccc 1920 
gctcgcccac ttcctacttc accagcggcc tgcaggctgg 1980 
gtaaggcaat cggctcttcc ccgctggggt ccggagaagg 2040 
ggcctaatgg tcacagccac ctgctgaaga ccccactggg 2100 
ccacctgctg ccctcgcccg agcccagccc agaaggcagc 2160 
ggcctcggcg gcactacgcg gattctacct gaagcggaag 2220 

2222 
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agagccaatc atgttaactc ttccttatca 
tctgtaggca aaggtggaag tcctccaggg 
gtggaaaggg gctgatccag attgggtctt 
ggacctcagg ccatcttctc ctatgaagat 
aaggaggtat tgagaggaac cctactgttg 
tgttttgtaa aatttcagtg gaaatgcaca 
tctcaagctt cttcagctta acaacccctt 
aaaacatccc catttctaac ttcagccaga 
ctggtcagct aacaagtctt cttagagtta 
attcttggcc caggagcatt gcttttctgt 
aactcaaaac ttggaaggcg aaggacaatg 
aagtgccaaa ttccaggagg acaagagcct 
cacctccttc caagtccagc tcaggcccag 
atttccaagt cagagtcccc tttgaaccaa 
tgatccttaa cccccaagta atcattaacc 
gttgacccag tgacctggag ttgaggctca 
cagagcccgc tgtggaggta agattggaaa 
aacatctctg ctggaatatt tggaaaagaa 
gatggaggca aagtagtgaa ataatccaga 
actgacctgt gataatataa ttcccaggga 
gcataattta tttaatttaa gcctcattct 
ttgaattgtg aac 



gcctgtggcc cagagacaca atggggtcct 2220 
atccgctaca tcccctaact gcatgcagat 2280 
cctgcacagg aagactcttt aacaccctta 2340 
gaaaataggg gttaagtttt ccatatgtac 2400 
acttgaaaat aaataggttc catgtgtaag 2460 
gaaaatcttc tggcctctca tcactgcttt 2520 
ccctaacagg ttgggctggc ccagcctagg 2580 
cctgcgttgt gtgtctgtgt gttgagtgag 2640 
aaggaggggg tgctggccaa gagccaacac 2700 
gaattcatta tgccatctgg- ctgccaatgg 2760 
ttatctggga ttcaccgtgc ccagcacccg 2820 
tagccaatga caactcactc tcccctactc 2880 
gaggtgggag aaggtcacag agcctcagga 2940 
gtatctagat cccctgagga cttgatgaag 3000 
cccagaccag cctcagaact gaaggagatt 3060 
gggagagatc tgccacatgt ctgagggttg 3120 
cacatgaggc agagggaaga cattgaagaa 3180 
cactcttctg gacctggttg aagcaggaaa 3240 
atttcaatgc ttttgaatgt tcttagtgat 3300 
ggactgggaa ccttatctct tgagatattt 3360 
ccttttgttc attttggtaa taaactggat 3420 

3433 



<210> 47 

<211> 6017 

<212> DMA 

<213> Homo sapiens 

<220> 

.<221> misc_feature 

<223> Incyte ID No: LG: 238218 .20 : 2002iJANl8 



<220> . 

<221> tuisure 

<222> (1) ... (6017) 

<223> a, t, c, g, or other 

<400> 47 

cgaggggccg cgcgcacggg aggacggaga 
ccggagccct cgcgtcccca ccccgcgccc 
acagcctacc ctctcaattt gagcctgaaa 
cgggaactag aggacggccc ggcagacatg 
tgggtaccgg ccctatttga tgaggtggcc 
ttgacggagc aacaaaaggc cctctaccgg 
ctgtccctgg aattcccatt ccctaagcca 
gagtctcaga attctgacga gtggcagctc 
tctgacgtaa agcctccaga ctggccaaac 
cctcagcact ttgacagctt tggcctccgt 
tggagtgagg ggtacccctt ctacatggcc 
gatgacatag ctgggaagtt tcagttcagc 
ttcaagctga tggtagtgga atatgctgag 
tttggagtat tggaaaaaaa cgttcgagac 
gcccacgcca tgcggcgggc attccgaggc 
cagcgtgtgg ccgaatatgt cagatacatg 
gcgatgcagc tgaaagctct cgaaatcgcc 
aaggcaagct tgggttggtg tcgaagaatg 
aaagtgcccg tgccccagca cctgccggaa 
cgcagtgtcc tggctctgcg cagggcgcat 
gatgagacgc ccatttgttt agaggtgcca 
aagcctgtct tggctgatgg gaggaagtta 
atccccccgg ggaagtttcc cagtgggatg 
actgaagact tgatgcagga ctggttggaa 
cccaagcagc gagggatgct gatcttgaat 



ggcggaaagg atggcgctgt gacagccggg 60 
tggccgctgg gcccggcaga gatggagtcc 120 
gaagaggaag aggaagaaga gattcagagc 180 
cagaaagtac gaatctgctc tgagggcgga 240 
atatattttt ccgatgagga atgggaagtt 300 
gaagtcatga ggatgaatta tgaaactgtc 360 
gacatgatca cccgtttgga aggggaggag 420 
caaggag0ca cctctgcaga aaatgaagaa 480 
ccaatgaatg ctacctccca gtttcctcag 540 
ctgcctcggg atatcacaga gctgcccgag 600 
atgggcttcc cagggtatga cctctcggct 660 
cggggcatgc gccgcagtta cgacgcaggg 720 
agtaccaaca actgccaggc tgccaagcag 780 
tggcgcaaag tgaagccaca gcttcaaaac 840 
cccaagaatg ggaggtttgc tctggtggac 900 
caggccaaag gggaccccat cacccgggag 960 
caggaaatga acattccaga gaaagggttc 1020 
atgagaaggt atgacctgtc tctgaggcat 1080 
gacctgactg agaaactcgt cacttaccag 1140 
gactatgagg tagctcagat ggggaatgca 1200 
tcacgggtaa ctgttgataa ccagggcgaa 1260 
ccaccgtaca tcattttgag gggaacatat 1320 
gaaattcgct gccaccggta tgggtggatg 1380 
gtggtgtgga gacggaggac aggagcagtg 1440 
ggcttccggg ggcatggcaa agattccgtg 1500 
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aagaactcca tggaaagcat gaacactgac atggtgatca tcccaggggg tctgacctca 1560 
cagcttcagg tgctggatgt cgtggtctac aagccactga atgacagtgt gcgggcccag 1620 
tactccaact ggcttctggc tgggaacctg gcgctgagcc caaccgggaa tgctaagaag 1680 
ccacccctgg gcctctttct ggagtgggtc atggtcgcgt ggaatagcat ctcaagtgag 1740 
tccatcgtcc aagggttcaa gaagtgccat atctccagca acttggagga ggaagacgat 1800 
gtcctgtggg aaatcgagag tgagttgcca ggaggaggag aaccaccaaa agattgtgac 1860 
accgaaagca tggctgagag caactgaagg gaaagggaaa ggtaaccact caggagtaga 1920 
tactcagtgc ctttgctgac atgtctgtgt tctacaaaca ccttctctcc attatttttc 1980 
tgtttttaag ttcccttaga gcctacagtg cagtagtgta gatcaggggt ccccaacccc 2040 
caggtcacgg accatactgg tccatggcct gtcaggaact gggctgcaca gcaggaggtg 2100 
agcggcaggt gagcaagcat taccacctga gctccgcccg ctgtcacagc agcggcatta 2160 
gattctcata ggagcacaaa ccctgttgtg aactgcacat gtgagggatc taggttgcag 2220 
gctcctcaat gcctgaggat ctgaggcgga acagtttcat cccaaagcca tcctaccanc 22 80 
cactaccccg cacttcctgg gtccctgcaa aaattgtctt ccatgaaacc agtccctggt 2340 
gccagaaaag ttggggactg ctggtataga taacagacca ttagcatttt ctcctttata 2400 
tgaaacattt attatttgat ttatttgtgt ctattttgct ctgtggcttg gacccagaaa 2460 
cacttgtata ataggtgaaa tgaacaaaga atgagctgcc agaacatctg agagctgtaa 2520 
agttaaaatt atttggaccc aaagaagcat agtctgacgt tgttcagttc acacaaaatt 2580 
ttgtctgaaa agccaacttt tttctttccc ttttaaatta tgctgaacat ttagggccag 2640 
tatgtgtaac tgacatgctg ggacagttgt actcactttt gctggcctgt aggactgtga 2700 
catagggaga acactaagtg tgtcctccgg gcctcgggtc tcagtcctgg agctatctac 2760 
agtatgttac cagcgagtaa gaataatagc ttctactfcgc ttttccctac agagttcagg 2820 
agttttaaaa cgtcatctta gtctcattat gaccttcaca tgggctatga caataatttc 2880 
ctgtagtcag cagatgtctg aaggaagata ttttttaact gaatctttac accaaaaaaa 2940 
gaaaataaaa cggtgcgtat ctaggactct agtgagggct gaggacaata ggcctggaat 3000 
tttctgggtt gagtacacaa gaagaacagc tttcaaagga aagtaggaat ggaggcctaa 3060 
ctgagacaac actagtgaaa tgaccccacc cacctacacc tccagagagg aggaggatga 3120 
gcatgtacag caggggggac acccacaaag aacaaacaat tcatttacct gttcgttctc 3180 
atctccctaa ttataaatta aattgatcct ccagacagtg ttttatatga aggaagaagc 3240 
cacctttttt acagaggacc tgaaaccgtc aaccatcttc acacattctt tttctttctt 3300 
ttaaagtata attaggtatt tccatcttcc ttgctttttt ctccaaatga aatgctaatg 3360 
ggagccttat tttacccact tcagctatat aagtccatct gtgtttcaaa gagtgactta 3420 
tgtctcctgc cttgcttcca aattaaattg tactcatatt gctgaatccc attgtaattc 3480 
tgggatccct ggaattacaa tggagcaaga agttcttact attacattca aaatcaccaa 3540 
aattgctttt ttttccccct tgggtcctcc ttgctttgag aaaccccatg aatccagcct 3600 
cccttttctg ctgaccctta tattgcctgc attggatatc aaactgaatt acattgagtt 3660 
tccatctttt cttcatttac cttttgcttt tccctctcct tgttagataa catttttgtg 3720 
cacttttaat ttcctaagct ccttaccacc tcagggacat gattaaaaac ttccagaaga 3780 
ggaaaggaga aaaagctatg ctaagttgca tttatgaatg ttggcctgta atattggtca 3840 
tgagcttttg ctcttctagt ctgccacaat tctctctgca gctcctgagg aagtgatggg 3900 
agtagacaga ttcacagtga acaagagatt tgggagacca agtgggcata aaactacgtc 3960 
ttggcctcta tttggaaatc tgaatgatgg aattattatg tttgttaaaa gttataccaa 4Q20 
aaagccaagg gttaattcat ttaggttctc tctgttttcc agcaaatgga actctgattt 4080 
aaacagctgg ggatgaaatt cctcaagatg attattcctg aaagtgtgga tgcgctggat 4140 
gcgcagggaa catcaggaaa aggccacggg gctctgaaca gccccggtcc agacagcagc 4200 
ctgtacatcc atcccaggac acagcccagc ccctccccac accatacaag gtatcagaaa 4260 
agtctaggac ctatcatttc atcagagaca tgatcagaaa agaaactgct tctgccccat 4320 
ttcttgtttt ggagattact ccatctgtcc atcaaaagaa acctgtaaat atgaaagaac 4380 
aaaggttatt tcctggagaa aagacaattt attcaacacc aacaagggac tcatcatatg 4440 
ggcacaactc tggtgtcctt ctatggagaa aacctcaagt aaagttttat tctgcctttg 4500 
aaaatgcttc caaaagtaga ccctgtcccc acacaggtca agactacaga gaaggctttg 4560 
tagaaatgtg tcacctatgt acacctgcta cttacacatt tcctcttttg gaaaaatgag 4620 
atacttagaa taacaagaaa attaagacat actggcctgg tgccagcaga tggcttttct 4680 
atagacaaac taggttagtg tggaagatat aggttaaaat aaactatgct gttttattta 4740 
tcttcccaac ctgattggca gctagacttt tttagggtct catttaatgg ccctgttttt 4800 
ttcattatta tatttaatga tagggcagga tttcgtatgc aagctcttgt ttctcaggct 4860 
gcctgcagaa gaagtcgcta taaattatct gttgtctaca tggtacaagg cccattgact 4920 
catctgatgc ttgttttgtt aatttcttta atatttttat cacggggcag tgggagggct 4980 
tgggctttta gccacagcfcg ttttaagact tctgatctcc tgccctgcag gaataggtgg 5040 
gaagtcattg aatttttaca ctatagtaat ttgcattccc acataagttt gagtgttacg 5100 
aaaacattcc tttaaaggga tctgtgctac acaaaatatg ccaggacctc acagacaaag 5160 
ccattgctag aaaatgtcat tccaatgatc agatctggaa acaggctgcc ataaccactt 5220 
ttccttcttg tagactcagc tcacctgtat atttaaactg ttcttggcat cttgaaacac 5280 
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ctatttctac tcaggtactc 
cagttttccc ccaagggggg 
tgaattgttg ccccatttgc 
taaacccagc tactttgcat 
atctgtccta gttactggct 
agattttaca agacctaatt 
gagtagaaaa tgggttcaac 
cagctgagcg atgatgcctt 
ctgctgccag ggtttctctg 
cagagcccca gtacaactat 
attgagatat agttgtactc 
ataaagagaa aaaaaatcta 
cgatatgcaa gcttatc 

<210> 48 
<211> 1304 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: LG: 239939 , 14 : 2002 JANl 8 

<400> 48 

gttgtgatca cgtgggcagc tccgggcgcg gcgcttgttt tggtttcctt ctaacttgcc 60 
cacggcagct tcggggtgag cgactttcct gcaccagctg ccgcgcctgc tcacaccctg 120 
acctcgtttt cgggctctct gagcccgcag ttccgcaagc ccctggggcg ggctcctgcc 180 
atgccgctag tccgctacag gaaggtggtc atcctcggat accgctgtgt aggtgagtct 240 
ccgccctgca gagctcggac gcgcagcagc tttgtagcca gaagaggcgc gctgccgtgg 300 
gaacgcgacc cagggaggaa tgatgacatc gtaaggatgg ggttgtagag cgaggattgg 360 
aagagtggag gaataaaggg aagacatctt tggcacatca atttgtggaa ggcgagttct 420 
cggaaggcta cgatcctaca gtggagaata cttacagcaa gatagtgact cttggcaaag 480 
atgagtttca cctacatctg gtggacacag cagggcagga tgagtacagc attctgccct 540 
■attcattcat cattggggtc catggttatg tgcttgtgta ttctgtcacc tctctgcata 600 
gcttccaagt cattgagagt ctgtaccaaa agctacatga aggccatggg aaaacccggg 660 
tgccagtggt tctagtgggg aacaaggcag atctctctcc agagagagag gtacaggcag 720 
ttgaaggaaa gaagctggca gagtcctggg gtgcgacatt tatggagtca tctgctcgag 780 
agaatcagct gactcaaggc at ctt caeca aagtcatcca ggagattgcc cgtgtggaga 840 
attcctatgg gcaagagcgt cgctgccatc tcatgtgagc ccttgggtgt ggggtaactg 900 
ccttgcttct gcccccggca cttgccatgt tccagtgggg ggcagatcct caggacttca 960 
cgggtatggt tgccagctgt gttcctggcc cctggacaca cagtgtggca tcctcatgtt 1020 
tgcacacttt ccccaggctc cagtggcctg gatgtcaatg tttacaaagg ggcaaggacc 1080 
tctcatggac actggcctct agccctctgt ttttgtttga tgaattctgt tataacctat 1140 
ggggtcagga tatgagtcct gggcattatt tatccaggac ccatcctctt gggtgggttt 1200 
tgggtgttgg ctgggtaagg ggagccgggg acttctgaaa tagagctggc tccctggggt 1260 
gacaatgtat atatgcaaat aaattgagaa atcttttgtt gttg 1304 

<210> 49 

<211> 4813 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: IjG:242288 . 11 :2002a-AN18 
<400> 49 

gatgttcgtt ggggattcaa catggcggcg ggagtgtccg cggtggtggc ggtgcaagag 60 
agctgaagga ggcgcgaggg cgcggagttc caggccgagc agttaggccg cgagcgactg 120 
cggcgccgag ccgatgagta acccgaagcc cctagaggag tggtcacctg cctgagggca 180 
cttctgtccc accagcatca gaccaggccg caccgagtcc ccggcaccat gtttgggaag 240 
aggaagaagc gggtggagat ctccgcgccg tccaacttcg agcaccgcgt gcacacgggc 300 
ttcgaccagc acgagcagaa gttcacgggg ctgcccccgc cagtggcaga gcctgatcga 360 
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attgtcctgt tactgattca 
aaattttact taacctctag 
ttttacctgt actgtattct 
tccagaagtt tccattccct 
ctttcttcat gtcttatttc 
ttgggttcct tccttggagc 
tcctgtttcg ctccaccaac 
acaggttgca tagcactgga 
ggctcattct tccactgact 
tttgcagaat ggctgttacc 
cctagtagat aggaactgac 
tgtcgggtgc ggagaaagag 



cctttctgat ccttttcaac 5340 
tatttgaaca actcaatatt 5400 
tggtcatctc aaatggcgtc 5460 
ccaattccac ctaatttttc 5520 
tcttgctttg ggagcttaaa 5580 
catagttacc ctgccaagaa 5640 
acctctgtga gtctcatcat 5700 
actttcctag agtaacggct 5760 
taattatgat ctatgcctaa 5820 
ctagaattac tatagcacat 5880 
cccaacaata aactttgata 5940 
gtaatgaaat ggcaggaatt 6000 

6017 
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ggagtcggct cgccggccca agcccctcgt cgaccccgcc tgcatcacct ccatccagcc 420 
cggggccccc aagaccatcg tgcggggcag caaaggtgcc aaagatgggg ccctcacgct 480 
gctgctggac gagtttgaga acatgtcggt gacacgctcc aactccctgc ggagagacag 540 
gcccgccggc cgcccgcccg tgcccgccag ggaaaatggg atgccagaaa aggccccctg 600 
gcccccgctc accacagcgg gagccacagc gagtatccca tgagcagttc cgggctgccc 660 
tgcagctggt ggtggaccca ggcgaccccc gctcctacct ggacaacttc atcaagattg 720 
gcgagggctc cacgggcatc gtgtgcatcg ccaccgtgcg cagctcgggc aagctggtgg 780 
ccgtcaagaa gatggacctg cgcaagcagc agagggcgcg agctgctctt caacgaggtg 840 
gtaatcatga gggactacca gcacgagaat gtggtggaga tgtacaacag ctacctggtg 900 
Srgggacgagc tctgggtggt catggagttc ctggaaggag gcgccctcac cgacatcgtc 960 
acccacacca ggatgaacga ggagcagatc gcggccgtgt gccttgcagt gctgcaggcc 1020 
ctgtcggtgc tccacgccca gggcgtcatc caccgggaca tcaagagcga ctcgatcctg 1080 
ctgacccatg atggcagggt gaagctgtca gactttgggt tctgcgccca ggtgagcaag 1140 
gaagtgcccc gaaggaagtc gctggtcggc acgccctact ggatggcccc agagctcatc 1200 
tcccgccttc cctacgggcc agaggtagac atctggtcgc tggggataat ggtgattgag 1260 
atggtggacg gagagccccc ctacttcaac gagccacccc tcaaagccat gaagatgatt 1320 
cgggacaacc tgccaccccg actgaagaac ctgcacaagg tgtcgccatc cctgaagggc 1380 
ttcctggacc gcctgctggt gcgagaccct gcccagcggg ccacggcagc cgagctgctg 1440 
aagcacccat tcctggccaa ggcagggccg cctgccagca tcgtgcccct catgcgccag 1500 
aaccgcacca gatgaggccc agcgcccttc ccctcaacca aagagccccc cgggtcaccc 1560 
ccgccccact gaggccagta gggggccagg cctcccactc ctcccagccc gggagatgct 1620 
ccgcgtggca ccaccctcct tgctgggggt agatgagacc ctactactga actccagttt 1680 
tgatctcgtg acttttagaa aaacacaggg actcgtggga gcaagcgagg ctcccaggac 1740 
ccccaccctc tgggacaggc cctcccccat gttcttctgt ctccaggaag ggcagcggcc 1800 
ctcccatcac tggaagtctg cagtgggggt cgctgggggt ggagagaaca ctaagaggtg 1860 
aacatgtatg agtgtgtgca cgcgtgtgag tgtgcatgtg tgtgtgtgca aaggtccagc 1920 
caccccgtcc tccagcctgc aaggggtgtc tggcgccttg cctgacaccc agccccctct 1980 
ccccctgagc cattgtgggg gtcgatcatg aatgtccgaa gagtggccct gacctgtctc 2040 
cccatccagc cacagaaagg gggcgcaggg ctacgggaaa aggccactct tcggacattc 2100 
atgatcgacc cccacaatgg ctcaggggga gagggggctg ggtgtcaggc aaggcgccag 2160 
acaccccttg cgggctggag gacggggtgg ctggaqcttt ggacacacac acacatgcac 2220 
actcacacgc gtgcacacac tcatacatgt tcacctctta gtgttctctc cacccccagc 2280 
gacccccact gcagacttcc agtgatggga gggccgctgc ccttcctgga gacagaagaa 2340 
catgggggag ggcctgtccc agagggtggg ggtcctggga gcctcgcttg ctcccacgag 2400 
tccctgtgtt tttctaaaag tcacgagatc aaaactggag ttcagtagta gggtctcatc 2460 
tacccccagc aaggagggtg gtgccacgcg gagcatctcc cgggctggga ggagtgggag 2520 
gcctggcccc ctactggcct cagtggggcg ggggtgaccc ggggggctct ttggttgagg 2580 
ggaagggcgc tgggcctcat ctggtgcggt tctggcgcat gaggggcacg atgctggcag 2640 
gcggccctgc cttggccagg aatgggtgct tcagcagctc ggctgccgtg gcccgctggg 2700 
cagggtctcg caccagcagg cggtccagga agcccttcag ggatggcgac accttgtgca 2760 
ggttcttcag tcggggtggc aggttgtccc gaatcatctt catggctttg aggggtggct 2820 
cgttgaagta ggggggctct ccgtccacca tctcaatcac cattatcccc agcgaccaga 2880 
tgtctacctc tggcccgtag ggaaggcggg agatgagctc tggggccatc cagtagggcg 2940 
tgccgaccag cgacttcctt cggggcactt ccttgctcac ctgggcgcag aacccaaagt 3000 
ctgacagctt caccctgcca tcatgggtca gcaggatcga gtcgctcttg atgtcccggt 3060 
ggatgacgcc ctgggcgtgg agcaccgaca gggcctgcag cactgcaagg cacacggccg 3120 
cgatctgctc ctcgttcatc ctggtgtggg tgacgatgtc ggtgagggcg cctccttcca 3180 
ggaactccat gaccacccag agctcgtccc ccaccaggta gctgttgtac atctccacca 3240 
cattctcgtg ctggtagtcc ctcatgatta ccacctcgtt gaagagcagc tcgcgcctct 3300 
gctgcttgcg caggtccatc ttcttgacgg ccaccagctt gcccgagctg cgcacggtgg 33 60 
cgatgcacac gatgcccgtg gagccctcgc caatcttgat gaagttgtcc aggtaggagc 3420 
gggggtcgcc tgggtccacc accagctgca gggcagcccg gaactgctca tgggatactc 3480 
gctgtggctc ccgctgtggt gagcgggggc cagggggccc aggaacagca ggggcggcgg 3540 
gggtgcaggc tggaggggcc agctggggct ctgaggcgtg gggtcccagc actccagggc 3600 
tgggggcacc tcgggctcgg gtgggaggcc gggaggagga ggaggaggac tgggggatgg 3660 
ccaggccccc cgctgatggc ccgttagggg ccacgtcatg aggctcccct gggcaccccg 3720 
ggatgggtgg tccgtgtcag ccctcgggta ggtgttaaag ggccggccag ctgccagttt 3780 
cgccccactg gccagaccag caggctgggg ggtgccgaca tcaggcccgg agagggggcg 3840 
tttgtcccgg gaggactcct ggggaccccc tgagccctcc ctggaagact tgggcctctt 3900 
ctctggcccc gcccgtcgcc tgtcaccact gccgccaccc gcctcgctgt gaccggcgaa 3960 
Gcggcctcgg ctgcctgcct tccctgggcc ccctctggcc gtggtggccg gctcctctgg 4020 
catcccattt tcctggcggg cacgggcggg cggcggcggg ctgtctctcc gcagggagtt 4080 
ggagcgtgtc accgacatgt tctcaaactc gtccagcagc agcgtgaggg ccccatcttt 4140 
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ggcacctttg ctgccccgca cgatggtctt gggggccccg ggctggatgg aggtgatgca 42 00 
ggcggggtcg acgaggggct tgggccggcg agccgactcc tcgatcaggc tctgccactg 4260 
gcggggcagc cccgtgaact tctgctcgtg ctggtcgaag cccgtgtgca cgcggtgctc 4320 
gaagttggac ggcgcggaga tctccacccg cttcttcctc ttcccaaaca tggtgccggg 43 80 
gactcggtgc ggcctttgga tattgactca gcacagggtt actcatcccc tgggttaaga 4440 
gggcacccca ggcagccttg tcgcgacact cccctatctt taggatctgt ggtcttcaat 4500 
cgggcccttg acacagtacc aagcacagag caaatggtcg accaaagcca ctttaaaaaa 45 60 
caaaggggct gaggaagaga cattctgatg gcggcatccc atagagagcc tgcacacacc 4620 
tggtctgatg ctggtgggac agaagtgccc tcaggcaggt gaccactcct ctaggggctt 4680 
cgggttactc atcggctcgg cgccgcagtc gctcgcggcc taactgctcg acctggaact 4740 
ccgcgccctc gcgcctccct cagctctctt gcaccgccac caccgcggac actcccgccg 4800 
ccatgttgaa tec 4813 

<210> 50 

<211> 724 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 242491 . 29 : 2002JAN18 

<400> 50 

tgtgcgcagg cgcttagggg ctgaggcgcg atggcaggtg tcggggctgg gcctctgcgg 60 
gcgatggggc ggcaggccct gctgctfcctc gcgctgtgcg ccacaggcgc ccaggggctc 120 
tacttccaca tcggcgagac cgagaagcgc tgtttcatcg aggaaatccc cgacgagacc 180 
atggtcatcg gcaactatcg tacccagatg tgggataagc agaaggaggt cttcctgccc 240 
tcgacccctg gcctgggcat gcacgtggaa gtgaaggacc ccgacggcaa gatgttgcag 3 00 
gtggtgctgt cccggcagta cggctcggag ggccgcttca cgttcacctc ccacacgccc 360 
ggtgaccatc aaatctgtct gcactccaat tctaccagga tggctctctt cgctggtggc 420 
aaactgcggg tgcatctcga catccaggtt ggggagcatg ccaacaacta ccctgagatt 480 
gctgcaaaag ataagctgac ggagctacag ctccgcgccc gccagttgct tgatcaggtg 540 
gaacagattc agaaggagca ggattaccaa agggcaagtg catatctcct tgtaatttga 600 
gagggcagtt gacctttata cccactatac ctactcaagt ttctgcttgg gagatcagct 660 
ctgcagagaa tggaatgaga agtatggttt agataggttg tttgtttgtt gtttttgaga 720 



.<210> 51 
<211> 2229 
<212> DNA 
<213> Homo sapiens 

<22b> 

<221> misc_feature 

<223> Incyte ID No: LG: 243488 . 41 : 2002JAN18 
<400> 51 

cggcggcggc ggtggccttt ggggccgaag tgggcgtgcg gctcgcgctg ttcgcggcct 60 
tcctggtgac ggagctgctc cccccgttcc agagactcat ccagccggag gagatgtggc 120 
tctaccggaa cccctacgtg gaggcggagt atttccccac caagccgatg tttaaggcag 180 
acacaagaga cagcagacaa gcctgcctgg ctgccagcct tgccctggct ctgaatggcg 240 
tctttaccaa cacaataaaa ctgatcgtag ggaggccacg cccagatttc ttctaccgct 300 
gcttccctga tgggctagcc cattctgact tgatgtgtac aggggataag gacgtggtga 360 
atgagggccg aaagagcttc cccagtggac attcttcctt tgcatttgct ggtctggcct 420 
ttgcgtcctt ctacctggca gggaagttac actgcttcac accacaaggc cgtgggaaat 480 
cttggaggtt ctgtgccttt ctgtcacctc tactttttgc agctgtgatt gcactgtccc 540 
gcacatgtga ctacaagcat cactggcaag atgtactagt tggatccatg attggaatga 600 
catttgccta tgtctgctat cggcagtatt at cc tec tot gactgatgca gaatgccata 660 
aaccatttca agacaaactt gtactttcca ctgcacagaa gcctggggat tcttattgtt 720 
ttgataattt aaaaattgaa tctggccggg cgtggtggct catgcctgta atcccaacac 780 
tttgggaggc tgaggagggt ggatcacctg aggtcaggac cagcctggcc aacatggtga 840 
accctgtctc tactaaaaat acaaaaatta gccaggagtt gtgtgccgta atcccagcta 900 
cctgggaggc tgaggtagga gaattgcttg aacctgggag ctggaggttc cagtgagccg 960 
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agatcgcacc actgcacttc agcctaggca acagagtgag accccatctc aaaaaaaaaa 1020 
aaaattgaat ctatctcaat agagaacagg tgaactagcc ctcctaaccg gaccatgcac 1080 
aagacaagaa attctagcct ttttttcccc ttccaaggtg caagtgagga cataagccac 1140 
actgtattct gcctccaaat gattacacac ttttgcccct gctcatctat cttgaggagt 1200 
tacggttctt ttccactact gtatgccaca tgttctagta aaaggatctt tcaaaggtgt 1260 
ccaacacctt atgaatctgg tctatcagat taatatctga agatctacag tgtttttaca 1320 
tttaatttaa atgccattct tagaaggatc ttgtcacaaa gaagccttta catagcccca 1380 
ccttgtctca gaagctagag ttcattatca aaacttaatt tccatttcat atagctcaaa 1440 
atcttaaaat ctagggcatg gccaactaaa ttactttgat tctgtttacc ttctctgatg 1500 
acaattccat caagccttaa ataggaaaat gtcgaatcta gggtaattta tcacttttgt 1560 
gtgcatctta tctgagtcca gccatctggt actgctgtgc attttgaaca ccgtgggcat 1620 
aaacaatttg ttgaattact aagtgaaaac aataataaag aagaaaatgg tcaggagtgt 1680 
ggtttcagca ctactaacag atgactgttt ctacctcatt tgaccataac tgtacttgtg 1740 
agcttctttc cttccattca tgactgaaga tctgctcaaa tgcaccaaca ctgccaagtg 1800 
actaaggtag aaaagaaaaa tgacaggtat cgtcatctgt ccttcagatg acgatacctg 1860 
tcatctgaag gacagatgaa tctttttctg ccccttcttc acaatggaat ataaggaaca 1920 
attatgggat gtcatcagaa tggatgccat aggacctaca gctccctttc tctttattgt 1980 
gattatactt taaatatgac attgtctttt atgtgtatgt tcctatattt tcaatgtatc 2040 
tttttccttc agtaaacctg atattcaaat aaaatggtaa atgtgtgctt ttttaaatat 2100 
ttaaagtaca ttaaggggct ggaactttag taaagcaaaa cattgaattc cccatccgcc 2160 
ctaagtgatt caactgctgt tatctatagt actggctaat atttataaat accaaaggaa 2220 
agtctctta 2229 

<210> 52 

<211> 3429 

<212> DNA 

<213> Homo sapiens 

.<220> 

<221> misc^f eature 

<223> Incyte ID No: LG: 247792 . 18 : 2002 JAN18. 
<400> 52 . 

ctcgtaatag agccttaaat ggggatctgg tggtcgtgaa actgcttccc gaggagcatg 60 
gaaggtagtt aaaccagaga gcaatgacaa agaaacagaa gctgcgtatg aatcagatat 120 
ccccgaggag ctctgtggac accatctccc gcaacagtcc ctgaaaagct ataatgacag 180 
tcctgatgtc attgtagagg ctcagtttga tggcagcgac tcagaagatg gacatggcat 240 
cacacaaaat gtgctggttg atggtgttaa gaaactctca gtttgtgttt ctgagaaagg 300 
aagagaggat ggtgafcgcac cggttacaaa agatgagacc acctgcattt cacaagacac 360 
aagagcttta tcggagaaat ccctgcaaag atcagcaaag gtggtttaca tcttggagaa 420 
aaaacattct cgagcagcaa ccggcttcct caaactcttg gctgataaga acagcgaact 480 
gtttaggaaa tacgccctgt tttctccctc agaccaccga gtgcctagaa tttatgtgcc 540 
tctcaaggac tgtccccagg actttgtggc acggcctaaa gattatgcca acacactgtt 600 
catctgccgc attgtggact ggaaggagga ctgcaatttt gccctggggc agctggctaa 660 
gagtcttggg caggctggtg aaattgagcc tgaaacagaa ggaatactaa cagagtatgg 720 
cgtggatttc tctgatttct cttcagaagt tctagaatgt cttcctcaag gcctgccatg 780 
gacaattcca ccagaggagt tcagcaagag aagggattta agaaaagact gtatcttcac 840 
cattgaccca tcaaccgccc gagacctcga tgatgccctc tcctgcaagc cactcgctga 900 
cggcaacttc aaagtgggag ttcacattgc tgacgtgagt tactttgttc cggagggatc 960 
tgatctggat aaagtggctg ccgagagggc tacaagcgtc tacttggttc aaaaggtggt 1020 
ccccatgctt cccaggctgc tgtgtgagga gctgtgcagc ctcaacccca tgtccgacaa 1080 
gctgaccttc tctgtgatct ggacactgac tccagagggc aagatccttg atgaatggtt 1140 
tggccggacc atcatccgct cctgcaccaa acttagctac gagcatgcac agagcatgat 1200 
tgaaagccca actgagaaaa tccctgcgaa agagctgccc cccatttccc cagagcatag 1260 
cagcgaggag gtacaccagg ccgtcttgaa tctccacgga attgccaagc agttacgcca 1320 
gcagcgcttt gtggacggcg cacttcgttt ggatcagcta aagcttgctt tcactctgga 1380 
ccacgagacc ggattgcctc aaggatgtca tatctatgag taccgcgaga gcaacaagct 1440 
cgtggaggag ttcatgctct tggccaacat ggcagtggcc cacaagatcc accgcgcctt 1500 
ccccgagcag gccctgctgc gccggcaccc cccgccccaa acaaggatgc tcagtgacct 1560 
ggtggaattc tgcgaccaga tggggctgcc cgtggacttc agctccgcag gagccctcaa 1620 
taaaagcctg acccaaacat ttggagatga caagtactca ctggcccgca aggaggtgct 1680 
caccaacatg tgctcccggc ccatgcagat ggcactgtac ttctgctcgg ggctgctgca 1740 
ggacccagcg cagttccggc actacgcgct caatgtgccc tctgtacaca cacttcacct 1800 
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cgcccatccg ccgctttgcc gacgtcctgg 
ataagggagc gactagacat ggcgcccgat 
gaccgccgca tggcgtccaa gcgcgtgcag 
ctggtcaagg tgagccctcc agcctggtgc 
tgggcacctg ctcaccagga ggcctcgagg 
ctgcagcact gtccctgcag gagagtggcc 
cctgaagcaa gccttcgacg tgctggtgct 
caacgcactg gccctgcggt cccaccactt 
gctggtctgg gagcctgagg acatggagca 
gtgtcccagc cccctaagtc ctgatgaccc 
cttcatctgt gtcccctggg ctcccccagc 
cctcccagct cacccagacc ccctcctgtg 
cttgggggca accacagtgg agagaggagg 
ctggccttct agggtccttt agagaacctg 
tgtctggaac cgttttcacc aacagtgtgc 
gtttcataag ccttgggagc gctcaggatg 
gggcattctt cctggagggg gcccccatta 
gaaggagggg ccaggggtcc tgctgcaggg 
ccctgccatc cttgtcccct cacggctggg- 
ggtggaggtg gtcctgcagg cagagtccac 
gccaggcacc cagggccacc tgggccctga 
cgaggactca agcaccagct gagctccacc 
gtcccgccac actggcttta ggacctgttg 
aacaactcag gggtttgttt ttatttttat 
ctgcagggga gagggtgggg ctggaaggaa 
agagcaggcc ccagtcctcc tgggaggctg 
tcctctgccc aggaaatggg ggggtttcag 
tggagtgcc 



tgcaccgcct cctggctgcc gcgttaggct 1860 
accctgcaga aacaggcgga ccactgtaac 1920 
gagctcagta ccagtctctt ctttgctgtt 1980 
ccctcacctc cctctggctc ccgaccctcc 2040 
agcccagggc agtgccagga ggtgccatgg 2100 
cctggagtca gaagccatgg tgatgggcat 2160 
gcgctacggc gtgcagaagc gcatctactg 2220 
ccagaaggtg ggcaagaagc cggaactcac 2280 
ggagccagca cagcaggtca gaacccctct 2340 
ctctcctgcc tcctgcggtg cccctcattc 2400 
actgcagcct cccgggtggg gttttagggc 2460 
ggtcctgctt tctggcacca ccttcccttc 2520 
ggctctgcct gtcccgctaa tgcaggggtg 2580 
atgaaagcta tgagtttaca cccaagaaat 2640 
cctgaacgcg gacccaggcc ctcaggttgt 2700 
catctgactc cccaactctg ccctgaccca 2760 
cagacaggcg agcagaggct tccagaggcc 2820 
atggaggcag agctgcgcct cgacatcagg 2880 
ctctgcacag gtcatcacca tcttcagcct 2940 
agccctcaag tacagcgcca tcctgaagcg 3000 
gaaggaggag gaggagtctg acggtgagcc 3060 
agccgcctgc cccgcctgcc ccgcctgcct 3120 
acacggaggg gggtttttaa tttggttttt 3180 
ttaatttttg cagctcaact tttaaacaaa 3240 
ggctgaggcc tggtcagcag tgaccccagc 33Q0 
gccccccttt ttttctgggc cctactgccc 3360 
caactcagtg tcacagaata aaatcaagtg 3420 

3429 



<210> 53 
<211> 2313 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1-0:253193 ,17 :2002JAN18 



<400> 53 

atttaatgtg attatttttg tatctttctt 
gtaagattgt gataaacacc taaagaattt 
ttttaaatag gcaaacatct ttggcagaca 
attgttttca ctactaagtt gcgtttctgt 
catgttctaa tttgccatga cgtggtcaag 
atgctagaga taaggataca tttcagtgca 
agcatggtaa tttttaaaac attttactta 
gggctttaat ttctgcttat ttttaaaaga 
gtatttgatt ttaaatcctt atataaatcc 
attactcatt gggtagcagt ttctatgtat 
attgtttata tatcctttat tgcgattaca 
tttttttttt tttaatattg agtactttta 
aggcataatt ttcagtagtg acagatgatc 
tgtaactttt aaaaaagagc gtatgtgcat 
ataataaaaa aatgctttag cgatactgcc 
tgattgcttt ttcataacta atctgagctt 
gaaaaatttc agaaaaattg tctcaatttg 
agcaccttcc ctaaagaaaa cttgggtata 
tttacccaaa tcagtcactg gatttgctgc 
catgtggatc taaggggaat gctttattat 
atttgaattt gctagtaacg tcatggagga 
acctagtatt tgaatttgct agtaacgtca 
ctatttttcc tgccgtaatt gtggaacatg 
ccggtctagc ctgtgtggaa gagcccaatg 



ttcagaccat aatcatttga tgaaaatgta 60 
tttccttttg gttagtattg ataacttttt 120 
ttttaaaagc ctttgtccct tcgctgtgaa 180 
ttttctacta ttgtaaagtg cagttctttg 240 
tgctgtttcc ttcctgttgc ttgcaagcct 300 
ttaaaaaaga agccactgaa gacaggctta 360 
tcagaagcct ttttaaagaa cagaaagagt 420 
tttaaaaata cttcttacta aactttaaat 480 
tcttaaaggt gaaaatatat acgttgtgaa 540 
gtgctttgct gagttggtga aaagaaggaa 600 
accctcatta ttgctggggt tttttgaccfc 660 
acagtagttt aactggagag tgggggagag 720 
ttagcaggag caaactgttc aaataaaata 780 
tagtcgtgtc gattttattt aaaaacgtta 840 
ctctgtatca gttattatat cctaagtggg 900 
ttgtttttta ggccaagaag cttgagagaa 960 
actagaatat caatgaacca ggaaaactga 1020 
caattactcc acagacagag ctgagggttt 1080 
ctgatacgtg aatcttcttg gaatttttct 1140 
ggctgctgtt gtccaacaga acgacctagt 1200 
tgaacgacag cttggtgatc cagcagaacg 1260 
tggaggatga acgacagctt ggtgatccag 1320 
ttcctggtgc tgatattctc aatagttatg 1380 
acatgattac tgagagttca ctggatgttg 1440 
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ctgaagaaga 
gtcatgacgg 
attcccctgg 
aagatgacat 
aagtgatgga 
cagaacagcc 
ccactacgcc 
atctttggga 
agtggaccca 
tgtgggggaa 
ggtactatta 
ttaaagaaat 
agtcttcaga 
cgagagtatc 
attctaaaag 



aatcatagac 
ggatgaaaca 
ccctatgctg 
ggttgttgcc 
aacacagcag 
taagaggaaa 
aaatatatct 
gtttttactg 
gcgagagaaa 
gcacaaaaac 
ccaaaggggt 
gccaaaagat 
tccatcacta 
ttcaagtcca 
ctgcaaaagc 



gatgatgatg 
attgaaacta 
gatgaaaaac 
ccagtcaccc 
gtgcaagaaa 
aaaggaagaa 
gtgaagaaga 
gcactgctcc 
ggcattttta 
aaacctgata 
attctggcaa 
cttatatata 
tcttcatcag 
ggggtaaaag 
caaagatcct 



atgacatcac 
ttgaggctgc 
gaataaataa 
atgtgtccgt 
aatatgcaga 
aaactaaacc 
aaaacaaaga 
aggacaaggc 
aattggtgga 
tgaattatga 
aagtggaagg 
taaatgatga 
ccacttcaaa 
gaggagccac 
gtg 



ccttacagtt 
tgaggcactc 
taatatattt 
cacattagat 
ctcaccggga 
accacgacca 
tggaaaggga 
tacttgtcct 
ttctaaagca 
gaccatggga 
tcagcgcttg 
ggatccaagt 
taggaatcaa 
tacagttcta 



gaagcttctt 
ctcaatatgg 
agttcacctg 
gggattcctg 
gcctcatcac 
gattccccag 
aacacaattt 
aaatacatca 
gtgtccaggt 
agagcactca 
gtgtatcagt 
tccagcatag 
accagccggt 
aaaccaggga 



1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2313 



<210> 54 

<211> 3761 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> niisc_f eature 
<223> Incyte ID No: 



LG : 257088 . 20 : 2002JAN18 



<400> 54 

agtatgctga tgataaccag gacttttccc 
acttttttgc tgactagcag tgttttcctg 
ctcagtgtgg agggagtgag gctgggaagg 
gaccctggga ccagaggcca ggctgtgcag 
ggctctttgc catgcaggct gcagaaaagg 
attgaccact catcaggaga gctgggaaca 
cgtccacacg tgtgggttgt gtgatgatcc 
tccgtggaat ggtgaggagg gtagagaggc 
attccacaga aaataagacg ttgctcaagc 
agtgaggagg gctgtgtttt aattaattaa 
tggttcatag ctgcctgttc tagaaccgta 
gcttctctcc tagctctgag gaaactccag 
acaatagggc gttcctttgt gcctgccctt 
gggcagtgcc atcgctcacg tgtccccagc 
tggaaattgg cactgttttg ggtagtggtt 
atgtgctgat gcaggaatgt ttttgaacac 
ttagcagctc cacctgggtt agctcaaccc 
gttgaaaatg ttgtactttt ctaggagcca 
tgctggttct ggcctcactc tactcctcct 
tgaaggagac gggcagcagg cagttccggc 
gaaaaccgag ctgctgggag aagagacacc 
acaggcagga gaggcccaca tggctgcgga 
cgatgccagc agtcatgcaa atgctgcaaa 
ccaggatggc accaacacac taactcggat 
agaagcggcg aagcaaaacc acgtcactgc 
cagcaacgga tacatcttaa ataagccggc 
cactctggcc tcttcgctgc ctggccatgc 
aggcaggact ccaagcgctt ttccccagac 
ggggagtgct gacacagagg acaggaagct 
cagggcacgc aagaccatgc cgaagtccgt 
cagagaagtt cgagaagcta gagatcataa 
ttctgacttt ggacgacagc agcttttacc 
tcagaaccag tgctacatgg ccaccacaaa 
agcagctgca gtatctcgga agaaaaaacg 
gaaaaagacc aaagtattaa aacagaggac 
ttccactgtg ggttccaagg gggagaagga 
ggagagcctg gagatggact cggatgagga 



ttgttgaaca tttataaaga gcgtgcttga 60 
tgttattctc ctacctgccc ccatggcagc 120 
gatgacactg gccaggtgag caggaaccag 180 
ggcaagggct ggccgtgcca cggtgcagct 240 
aaatctgtcc gccttggctg tgaggatggc 300 
gagcctcccc ctcggagcct gtgtagtccc 3 60 
tgtctgcgtg ttcattggga gactccattt 420 
agcagagtct ccacttggat tttctaagca 480 
aagtgctggg cacatcttag ggagagacct 540 
ttaattgtaa ataacaggat tagagcagat 600 
ttcttcgaac aaaagggtgg gggatggtag 660 
ctcagcgcac agcatgagga ggacgaggga 720 
gaaacgcggt ggaggccact cagtgagccc 780 
agcagtggcg tctgtgggga tgctgtgcac 840 
ctgagaggaa ctgtttaacc aggtatgcaa 900 
ctgtgatgta aattttaacg gtggttaatg 960 
ttagagatta tttgttctca tctctttgga 1020 
tttccccagg ccatgtggag gtcaggtatc 1080 
cctcctcccc gctctgtgga gagggtggct 1140 
gaggggggag cctcagcagg attgctgtgt 1200 
tatggctgcc gatgaaggct cagcagagaa 1260 
cggtgagacc aatgggtctt gtgaaaacag 1320 
gcacactcag gacagcgcaa gggtcaaccc 13 80 
agcggaaaat ggggtttcag aaagagactc 1440 
cgacgacttt gtgcagactt ctgtcatcgg 1500 
cctacaggca cagcccttga ggactaccag 1560 
tgcaaaaacc cttcctggag gggctggcaa 1620 
gccagccgcc ccaccagcca cccttgggga 1680 
cccggcccct ggcgccgacg tcaaggtcca 1740 
cgtgggcctg catgcagcca gtaaagatcc 1800 
ggaaccaaaa gaggagatca acaaaaacat 1860 
ccccttccca tcccttcatc agtcgctacc 1920 
atcacagaca gcttgcttgc cttttgtttt 1980 
aagaatggga acctatagcc tggttcctaa 2040 
ggtgattgag atgtttaaga gcataactca 2100 
cctgggcgcc agcagcctgc acgtgaatgg 2160 
cgactcagag gagctcgagg aggacgacgg 2220 
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ccatggcgca gagcaggcgg ccgcgttccc cacagaggac agcaggactt ccaaggagag 22 80 
catgtcggag gctgatcgcg cccagaagag ttcggaatcc agcattaaga agaaatttct 2340 
caagaggaaa ggaaagaccg acagtccctg gatcaagcca gccaggaaaa ggaggcggag 2400 
aagtagaaag aagcccagcg gtgccctcgg ttctgagfccg tataagtcat ctgcaggaag 2460 
cgctgagcag acggcaccag gagacagcac agggtacatg gaagtttctc tggactccct 2520 
ggatctccga gtcaaaggaa ttctgtcttc acaagcagaa gggttggcca acggtccaga 2580 
tgtgctggag acagacggcc tccaggaagt gcctctctgc agctgccgga tggaaacacc 2640 
gaagagtcga gagatcacca cactggccaa caaccagtgc atggctacag agagcgtgga 2700 
ccatgaaggt aattttatgg agtgtcagcc cgagagcagc atctctcacc gtttccacaa 27 60 
agactgtgcc tctcgagtca ataacgccag ctattgtccc cactgtgggg aggagagctc 2820 
caaggccaaa gaggtgacga tagctaaagc agacaccacc tcgaccgtga caccagtccc 2880 
cgggcaggag aagggctcgg ccctggaggg cagggccgac accacaacgg gcagtgctgc 2940 
cgggccacca ctctcggagg acgacaagct gcagggtgca gccteccacg tgcccgaggg 3000 
ctttgatcca acgggacctg ctgggcttgg gaggccaact cccggccttt cccagggacc 3060 
agggaaggaa accttggaga gcgctctcat cgccctcgac tcggaaaaac ccaagaagct 3120 
tcgcttccac ccaaagcagc tgtacttctc cgccaggcaa ggggagcttc agaaggtgct 3180 
cctcatgctg gtggacggaa ttgaccccaa cttcaaaatg gagcaccaga ataagcgctc 3240 
tccactgcac gccgcggcag aggctggaca cgtggacatc tgccacatgc tggttcaggc 3300 
gggcgctaat attgacacct gctcagaaga ccagaggacc ccgttgatgg aagcagccga 3360 
aaacaaccat ctggaagcag tgaagtaccfc catcaaggct ggggccctgg tggatcccaa 3420 
ggacgcagag ggctctacgt gtttgcacct ggctgccaag aaaggccact acgaagtggt 3480 
ccagtacctg ctttcaaatg gacagatgga cgtcaactgt caggatgacg gagagctgga 3540 
cacccatgat ctgggccaca gagtacaagc acgtggacct cgtgaagctg ctgctgtcca 3 600 
agggctctga catcaacatc cgagacaacg aggagaacat ttgcctgcac tgggcggcgt 3 660 
tctccggctg cgtggacata gccgagccag tgtacgaagc agagcctgag cctgagcccg 372 0 
agcctgagcc cgagcctgag aatgactatg aggctggaaa g 3761 

<210> 55 

<211> 1890 

<2a2> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG : 265552 . 1 :2002JAN18 
<400> 55 

attaaaagtt ctatgagatt tggaactgga agtgttattt gcccttgtta ccccagtgct 60 
tgtcacaccg tacgtattta ataaattttt gtcaaatgaa taaatgacca catgagatag 120 
attgaaggaa gactttgaac tctgacagtg aactattgct tatctgctaa ttaaatctaa 180 
atgcttgagt cttgcagttc ctcctctcct aagtggaaac gacttccaaa cagttgagga 240 
aggcagtaat gtgaagttgg tttgcaatgt gaaagccaac ccccaggctc aaatgatgtg 3 00 
gtacaaaaac agtagtctcc tcgatttaga gaaaagccgt caccaaatcc aacagacaag 360 
tgagtctttt cagctgtcaa tcaccaaagt cgagaagcct gacaacggaa cctacagttg 420 
tattgcaaag tcatctctga aaacggagag cttggacttt cacctgattg ttaaagataa 480 
aactgtgggt gtaccaatag agcccattat tgctgcatgt gttgtgatct ttctgacatt 540 
gtgctttgga ct^gattgcta gaagaaagaa aataatgaag ctctgcatga aggatiaaaga 600 
ccctcacagt gaaacagctc tatgagaaag ctgagatgcc atcgaataca gagagagttt 660 
tgcatcagga cctccacaat ttatgtagtc ccatctgtat ttattgctat tattaaattc 720 
actcctgtca ctcctgtttc attaatcact taacagtagt tgttaggact aatttgatac 780 
acttgtggaa catttttatg gaaagagcta ttaagaatga aaagtaagat tttgttaagt 840 
cttctccttg aagtatatgt taattaattg agatttgttc caaataggtt ggtaatcatt 900 
tactgtttag tgtgtttttt ttctaggtag gagatacttg ggtctcacaa attggtgcaa 960 
agccaaaaaa aaaaaaaaag ggaaaaaaca acagattatt caatttttta atttgcccag 1020 
gaagcattat aaaaaattac cagtttattc ccaggtgtgg tggctctcct tataattccc 1080 
agcacttttg ggaggctgag gcaaaactct ctctgtattc gatggcatct cagctttctc 1140 
atagagctgt ttcactgtga gggtctttat ccttcatgca gagcttcatt attttctttc 1200 
ttctagcaat cagtccaaag cacaatgtca gaaagatcac aacacatgca gcaataatgg 1260 
gctctattgg tacacccaca gttttatctt taacaatcag gtgaaagtcc aagctcfcccg 1320 
ttttcagaga tgactttgca atacaactgt aggttccgtt gtcaggcttc tcgactttgg 13 80 
tgattgacag ctgaaaagac tcacttgtct gttggatttg gtgacggctt ttctctaaat 1440 
cgaggagact actgtttttg taccacatca tttgagcctg ggggttggct ttcacattgc 1500 
aaaccaactt cacattactg ccttcctcaa ctgtttggaa gtcgtttcca cttaggagag 1560 
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gaggaaaagt aacattcagc 
aggtaaagct gattccgttg 
tgattttgtt tccagatttc 
cctctctggt gtggttttga 
ccaggatata gttctcagtt 
aagctgactt ccttggccaa 

<210> 56 
<211> 1543 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: LG:275355 . 12 :2002JAN18 

<400> 56 

catcattgaa aatatgagtt tgatgactat gaaaggttca taaagtacct aggtggttta 60 
aattttatga ccactctgac cactcataaa cacctccccc accgtcgtgt ttctcctgat 120 
ttgctcattc tcccatgtac attcgccagt gttgggatta tgtggattga ctctgttttc 180 
.ttcaggttag tggatgcgct caagctgcag gaccagctga aggctcccgt gaagaccttg 240 
tcagagggaa taaagcgaaa gctgtgcttt gtgctgagca tcctggggaa cccgtcagtg 300 
gtgcttctgg atgagccgtc gaccgggatg gaccccgagg ggcagcagca aatgtggcag 360 
gtgattcggg ccacctttag aaacacggag aggggcgccc tcctgaccac ccactacatg 420 
gcagaggctg aggcggtgtg tgaccgagtg gccatcatgg tgtcaggaag gctgagatgt 480 
attggttcca tccaacacct gaaaagcaaa tttggcaaag actacctgct ggagatgaag 540 
ctgaagaacc tggcacaaat ggagcccctc catgcagaga tcctgaggct tttcccccag 600 
gctgctcagc aggaaaggtt ctcctccctg atggtctata agttgcctgt tgaggatgtg 660 
cgacctttat cacaggcttt cttcaaatta gagatagtta aacagagttt cgacctggag 720 
gagtacagcc tctcacagtc taccctggag caggttttcc tggagctctc caaggagcag 780 
gagctgggtg atcttgaaga ggactttgat ccctcggtga agtggaaact cctcctgcag 840 
gaagagcctt aaagctccaa ataccctata tctttcttta atcctgtgac tcttttaaag 900 
ataatatttt atagccttaa tatgccttat atcagaggtg gtacaaaatg catttgaaac 960 
tcatgcaata attatcctca gtagtatttc ttacagtgag acaacaggcg atgtcagtga 1020 
gggcgatcat agggcataag cctaagccat accatgcagc ctttgtgcca gcaaccaaat 1080 
cccatgtttc ctactgtgtt aagtttaaaa atgcatttat tatagaattg tctacatttc 1140 
tgaggatgtc atggagaatg cttaattttc tttctctgaa cttcaaaata ttaaatattt 1200 
tcttatttat ttttttgatt aaagtataaa ttaagacacc ctattgactt ccgggtaagg 1260 
ggagtcaatt gattacccag cagcacagta tttgctttt|: ataattccct ttttaaatac 1320 
ttgttcttaa ttcactggtt ttccttttct gtcatttttc agagtttaga ttgtgagtcc 1380 
atgttttgtc tgttgtgcct ataaaggaaa tttgaaatct gtatcattct actataaaga 1440 
cacatggcac acgtatgttt attgcagcac tgtttacaat aggcaaagga cttgggaacc 1500 
aaccaaaatt acccacaaat ggtaggaccg ggataaagga aaa 1543 

<210> 57 

<211> 1007 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG :2 80014 . 1 :20 02 JAN18 
<400> 57 

cctataatgc tattaaaatt ctttatcaga tactatagct ggaatttcaa atgtctaaat 60 

ctcctaacaa cgtacatgtc cacgctacag tttcagcata tgttgagttt taaaaagaat 120 

taagtgggca actgctttct ttatgccctg tatcaacacc acccatgcat atcactcaga 180 

ccagtcttca aggcctggtg ggagcttttc tcctccagcc tacagcatcc tcatctgctt 240 

gggggctgga gaagggggat actcagatgt gttcttggct cctactctaa agggaagcct 300 

tttgtttact tactttcttt cgctcaatcc tggttttgcc ttttttcctt aggctttgtt 360 

atttggttct ctactgcaca gaaatagata gaattctgac agccatcatt gttaaacatc 420 

aggattttct aagaggacag aattaacagt aacatcatgg cctcatgcac ggactccagc 480 

tccttgcttt tcatcctggc cttatctggg ggtctctgga gtgctcacag ccactctgct 540 
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accaccgaaa cggacacgga 
tcattttcac tgatggaaga 
aaatccactc tcccctcctc 
acagcacata tcagagatgc 
ttaccattca cagttaaaac 
ctgttcctct 



ctgatccctc cccagcctgc 1620 
gacacagaca gagctggaat 1680 
tcggtaccag agcagttctt 1740 
ttgggagcca ggtgtagtat 1800 
agaacctctt gagctctgag 1860 

1890 
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gcccaactgg 
ctgcacgggc 
aaacactcca 
gcgtgtgttc 
ttaggagggg 
tctgcaggaa 
tttctggatc 
ggattcattt 



gaaggtgaat 
tctggatgga 
ttctgtccct 
tgtctgcttt 
acagagaaac 
tctctagttt 
tgacagttcc 
ctgcaatgct 



gtggattgtg 
ctgtacgtgg 
ccccatccac 
ggggatctgc 
caagagccat 
aatctcgaca- 
agaaagcaac 
gttgtttatc 



gactccaaca 
tacagcactg 
gtgcaggctg 
acttctacag 
gcttcctttg 
gtgtggtaca 
aaacatgaac 
tctggcatga 



tcataacagc 
ggatgttcag 
cgagagccac 
taggaatgaa 
ctggaggagt 
caaaggagat 
ctggaggagc 
ttttctg 



cattgtacag 600 
ctgtgccctg 660 
catggtcctg 720 
atgtactcgc 780 
ctgtttcatg 840 
catagcaaac 900 
tatctatatc 960 
1007 



<210> 58 

<211> 3033 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> itiisc_f eature 

<223> Incyte ID No: LG : 299937 . 3 : 2002JAN18 



<400> 58 

gcgagacgtc attttgcgtc gcctcgggca 
gccgcagtgt agggcacacc ctgagggtag 
ggctgcagcc tgctctgtcc ccaccgatcc 
gttcgcaccc tgagagaggg ggtcaaagct 
ttgaggacag cctcgggtca ccagagtagt 
tcctcagctc caagctgacg tatctacacc 
ccactactcc cagccccatg cagacccttc 
attacttcaa ggaccccgtg tccatcagct 
cccagctgtg gagtaaggag gacgaggagg 
aggaggagga cgaggaagcg gtgggggcca 
tgttgtatcg ggggaatgct gacgaagagt 
ggctcggtga cagtggtata actaattggg 
aagaagaaga ggaagatcag gactattacc 
atgtctaccg agaagaagaa atactggaag 
atcctgacat ccacccgcct ccttccttgc 
gccgaaagag ctttacacgt cgcagctttc 
agataattcg ccagatgtgc cccactcctt 
tgtgctttaa acaccaggaa gccctgaaac 
gtgtggtgtg ccgagaatcc aggagccaca 
tctactttct gcacgtcttg actctgagat 
tctttaaaaa catcaagctc gcaaagaggc 
aggcggaggc ttgcagtaaa gccgaggagc 
agagcacaga gctccatttc caaaaaaaaa 
ttgagatgaa tctactgatg aagaaaactg 
aaaactgtgg gtgtgctgtt ttcgtgagcc 
gcagctgtat caaatgaacc gagttggagg 
tacagcaaac tgtgttaaat ttgggttttt 
atgtactgca gctgtcacca ccaagcatga 
aatcttcagc cttgctgtca gcatagacca 
tgccctgctt tttgaagatc taaatgccat 
ttggttgcca aagaaaaacg gattctgctg 
aagaacaatg aaaaataatc tatacttgaa 
tttaacacac tgaagcttaa aatacattga 
tcgccgttca ttatgaaata catcaaacaa 
agcaaatgta tgtatgagca aactaatgct 
caaggaccag attcatgagt gttatttgaa 
gagtgatgtg ctcctgagct tgttcttaaa 
tgtttcatac cgatgtgcag gcctcactgg 
aagtctaatg gttttgatta gaaacttcca 
aatgactaaa cagatgaaaa ggctttatcc 
agctttttta ttttttaatg ttttgatata 
tgttattaaa agcagcttgt gttttcttgc 
caggcttaac agtgacatgg ctatcacatc 
ctactgcttt cattaatttc aatcatgata 



gggtagccag cggctgcatc tgaggcggac 60 
cgagagacgt gacaggaccg agcagctggg 120 
cagagagagg ctgtgagtct ggatctgggc 180 
cccctgcggc cccgaggaag aagagcaagg 240 
ttggaggcag gcctgcaggc gcgtccccgc 300 
tgccggcggg cattaagatg gctggttatg 360 
aggaggaagc ggtgtgtgcc atctgcttgg 420 
gtgggcacaa cttctgccga gggtgtgtga 480 
accagaacga ggaggaagat gaatgggagg 540 
tggatggatg ggacggctcc attcgagagg 600 
tgttccaaga ccaagatgac gatgaactct 660 
acaacgtaga ctatatgtgg gacgaggagg 720 
taggaggctt gagacctgac ctgagaattg 780 
catacgatga ggacgaagat gaagagctgt 840 
cccttccagg gcagttcacc tgcccccagt 900 
gtcccaactt gcagctggcc aacatggtcc 960 
atcggggaaa ccggagtaat gatcagggca 1020 
tcttctgtga ggtggacaaa gaggccatct 1080 
aataaattaa ggaattccag aatttcttca 1140 
taatgagctg tgatatatcc aacttcagat 1200 
tgaggcacgg agaatgacat gaacctggga 1260 
tgaggcccct gcaactccag cctgggcaat 1320 
aaaaatcggc tcatctttta ttgctgttgg 1380 
tactttgctt acattcagaa taaggctttc 1440 
ttctacttga ccaccaaaga cagtattttt 1500 
aaattgtata ggagtatatc ttaatggcac 1560 
ggcaaagat:t gaagaaaact ggtattcaag 1620 
actttcactg attacccata acctactgga 1680 
ctgtgagaaa cagtacattc cattccagtt 1740 
tccatgtttt ctgttacata ttgaagtttc 1800 
aacttgtgga cagaacaacc ccaaggttgg 1860 
catttcaaaa gttaaaattt tcaacagagt 1920 
cactgaaatg tcaatgggca aacaccaatt 1980 
aacttgccaa aaatacaacc ataaaaatat 2040 
aaaaatgtct aattttcttg gctagtcttt 2100 
gggaaaaagt gaaatacttg gaattatttt 2160 
atctaccagt ggtagctttt ggaaagaatg 2220 
aagagcttca agaggagttt gtgaaactca 2280 
ggcaaatact ccagagaaac ttgggtgtaa 2340 
actattccat ttgctcctta caccttaaaa 2400 
tctagctttg gggagaaagc agtgcaagag 2460 
acctttcaca ccacccagga aagaaaagtt 2520 
atctgaataa attttttcct tctaaaatta 2580 
cttaattttg aaattgtaaa tggaggggca 2640 
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aatgtgagat 
aacatacagc 
tatcacaagt 
atcttcagat 
gccttccaat 
ctgtttcact 
atcctactga 



tttcaggtat 
tcacctgttt 
cagactgttt 
tggctacaca 
acacttaagc 
gactccatat 
gcctagactg 



atgaaaagta 
attgaatgtc 
aaacttgttc 
tctgaaatca 
acactccaat 
tttttccttc 
catgattcat 



gaagtgtggg 
ttccctatta 
ctctacttct 
actcccattg 
tacacctgcc 
ccaatttatc 
ttt 



ttacaaaaac 
ggttcagctg 
gtggctgtac 
cactatgacc 
cttcagcttt 
agacatttaa 



attgaggaaa 2700 
ttcactgctg 2760 
cctggatctc 2820 
ttagctctta 2 880 
agggagccca 2940 
cagccttact 3000 
3033 



<210> 59 

<211> 4753 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc„feature 
<223> Incyte ID No: 



LG : 311197 . 3 : 2002 JAN18 



<400> 59 
gccactgcgt 
gctgcgcgct 
cagtgctggt 
ctgctcgccc 
caagtgggct 
• gtagtttgta 
ctggaaagga 
cctgggagct 
tgagagtatc 
atatatccca 
tgaaaaccca 
cccctcagca 
tcagcttctc 
gaagatcaga 
aaaaagacaa 
• caacagcttc 
atgaccccat 
tgacggaaca 
ttgcggatat 
tagactcctc 
gatttaaata 
aactctatga 
aaatgttgat 
cacaggattt 
aagtaaccct 
aacttgcaga 
aatattggtt 
aaggagaacc 
tagcaggaag 
tgtatttgag 
catcgaaggg 
catttctgag 
tggatatgaa 
agctggccgc 
ccaagctgcg 
ttgtcagatt 
ttaaaattga 
agtggaatgt 
.ctgctttcac 
ttttcttgtc 
aattgaccgg 
gccaaaggcg 
acagacaaca 
atccctttcc 
tataaaatgg 



cggcgacgac 
gccctcagcc 
gttgtgcagt 
tggctccagc 
gcccccccgc 
gggacgcagc 
gacaccagca 
tgtggtccgc 
tggagacctt 
agactggtca 
ctggaccctg 
taaaatgctg 
agctgtggtt 
agagctttcc 
aaataataag 
aggttcatca 
caatggaaca 
aaactgcagc 
gtaccagcct 
acgctccctt 
ttattctttc 
gcaagccagg 
ctttgcagct 
tgcaggcgag 
agaaggtgga 
taatctcaaa 
tatctttaaa 
actagaaaaa 
aaaatttgga 
atgtgaccat 
caaaaccatg 
gatgaaaaac 
cccagaatgt 
ccggatcctg 
gttcatccag 
taaaggaagc 
tgcagccacc 
aaactgggaa 
ctgcctgagt 
cacccgctcc 
cggtcaggat 
cccctcccca 
tacattcacc 
ttactttgcc 
gtaggcagga 



ctagcagagc 
tgggccgctg 
gcacctgagc 
cctcacctgc 
tccccacttc 
tctccacgtg 
tttgccacaa 
gttgaccatc 
catgttggag 
gactttgctc 
gacaaatatg 
cgccttcgtc 
tttaaagctg 
ttgttaaagc 
gaacccataa 
gtaagtcctg 
ccagcatcat 
atcctcgcat 
cggtctctgg 
atggaacaag 
ttcgacttga 
tgggccattc 
ctacagtacc 
tccgaggttg 
aaagcggaca 
ttatttaggc 
gacacatcca 
ctaaatctta 
atcaagttac 
gagaatcaat 
gcagacagct 
aggaactctg 
tttgtgtcac 
gaggcgcacc 
gcgtggcagt 
aaaaaagatg 
gggattccag 
acccggcagg 
gcagattgca 
aaggaccaga 
tgaaacaagc 
gagggatccc 
gctggtcacc 
ctgtgctacc 
gaaaagcagg 



cctggggctg 
gggccgtgca 
ctccgtggga 
ctgcagcctt 
gccagcgccc 
cgcgactgcg 
tgctgtcatc 
ccaatgaaga 
gagtgatgct 
tttggtggga 
gggtccaggc 
tgccgaattt 
tcagtgatat 
cgtctggtga 
ttgaagatat 
gtttatacag 
ccaccatgac 
tcagccaacc 
ttgataaagc 
gcatccaaga 
atcctaaata 
tcttagaaga 
acattagcaa 
atgaaataga 
gccttttgga 
ccaagaagtt 
tagcatactt 
gaggctgcga 
taatccctgt 
acgcccaatg 
cctaccagcc 
catctcaggt 
cacggtgtgc 
agaacgtggc 
cactgcctga 
acattctggg 
tgacaacatg 
tggtcatcga 
agattgtgca 
atgaaacact 
acgcgtgctc 
taacgtgccc 
cagatcctca 
agccacggaa 
tgccctaaga 



ggcgtgccct 
gtgcaccggg 
gtgtcccgag 
agctgagcag 
gctcctcggc 
aggctggacg 
cactgacttt 
gcagcagaaa 
caagttagta 
acagaagcat 
agatgcaaag 
gaagatggtg 
ctgcaaaatc 
ctattttaag 
tctaaacctg 
taaaaccatg 
ttggttcagt 
cccccagtcc 
caagctcaat 
ggatgagcag 
tgatgctgtc 
aattgattgc 
actgtcgttg 
agcggcgctt 
ggacattact 
actaccaaaa 
taaaaataag 
agttgtgccc 
tgccgatggt 
gatggctgcc 
agaggtcctc 
ggcttccagt 
aaaaagacac 
ccagatgccc 
gtttggcctc 
agtttcatat 
gagattcaca 
gtttgaccaa 
cgagtacatt 
cgatgaggac 
ggctcacacc 
agcatgtaga 
ttcaaaccca 
ggagcctctc 
ttgctctaag 



cgcctgccat 
cacgccgcgc 
gcagcttcgc 
cctgccctgc 
tcggcccggg 
ctacgggctc 
acatttgctt 
gacgtcacac 
gaacagatca 
tgctggcttc 
cttctcttca 
aggttgcgag 
ctgaatatta 
aagaagaaga 
gagagttctc 
acccctatat 
gacagccctt 
ccagaagcac 
gcaggttggc 
ctgctcttac 
cgaataaacc 
acagaggaag 
tctgctgaaa 
tctaatttgg 
gatatcccta 
gctttcaaac 
gaacttgaac 
gatgtaaatg 
atgaatgaaa 
tgcatgttgg 
aacatccttt 
ctcgaaaaca 
aaatccaaac 
ctggtcgaag 
acctactacc 
aacaggttga 
aatatcaaac 
aacgtcttta 
ggcggctaca 
ttgttccaca 
aacaaggcaa 
ttctggacta 
ctgctggcac 
ttgttttttc 
gcccagcatg 



60 
120 
180 
240 
3 00 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
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tg^ttacagt tctc.gactt gcagaacctg -aggtgtat ^jctacaagt tatcctcgtg 2760 
c??atctgtc tcattactaa gtcaatggag ^agacagaaa tcatggaact 2880 

aaaacaactc ttatttcaca aactcaggta tgaaacgaaa ^gcc^g tttttccctg 2940 
gct?tJlgct cctgtctttt caaaatggca gagggagttc |tacacacac ^ ^^^^^ 3^00 
gaggccSgg tctaggggta ^aaaggggag ^^g^^JJ^^ H^Haclg ccaagatgac 3060 
?caaggtcag aggagtggcc ^tcagtgtca tctgtcca 9^^^^ cacctgcaag 3120 

cactgaccca catctggtct tagtcatggg cctttgtgaa gatgtgggtg 3180 

ccccJttcca ttcctacaga tctctcagcc jcctgtaagt cc g^g^^ ^gcttctact 3240 
acacaggggg acaggaaaac ^°^tttotca ^cccag ^^^^agaaac acctgccagt 3300 

ctgggttggg attcaggaag ac?ggtca?g gagagaaggg cagacccatt 3360 

gtcaaggatt ccagtcaggt gtctatccca ^=^9^ =^ ggctgccccc acaggggctt 3420 
Stcaaagacc accatgtcca aggtctgaca Q^tccccact 99 ^ tctcctggat 3480 

taggctggtc tgggtcatgg ggaagcgtcc ctcttatcgc tgg | cttttgtaaa 3540 
t?Sgta??ta tgttggtacg actcctggcc ttttatctaa agg^^^^^^ atctctgcct 3600 
tcacaagcca ataatagact tttttctccc ^^^^ | ccaattaaca gctgcctgaa 3660 
tgagactgcc ttgagacagt gcttgccttg ^gagagty y ^^ttgag aaggtcaaaa 3720 
t?5?catttt ccattttggt ttgttagagg tgggagggst | « atagatgttc 3780 

gclSccag aagtaaaggg aaatatcaga -atatttta ttatt^^^^^ .^ttttcagt 3840 
tgccacacaa agaacttggg gtgtaaggat ^aggcaa y ^ gagcgtcagc 3900 

tctcctagga tgcacccctc agggagcctg Q^^^^^agtcc tccgggagcc 3960 

tSt?gct??a t?ttccatca aagccctctg JJ^J^^gg ccaSSctg ccatctggaa 4020 
alatagagac agacttggca agggaccccc ^ggttctgag I gcacccgctg 4080 

Ittcctcttt tagcctctcc ttagaggtga ^tgtgaatga J| atctggttca 4140 

Stttctgag gccttgctta aagctcagaa ^tggtttagg H ^^^^ tgtaccgtat 4200 
catcataaag aacttgattt gaaatgtttt ^^acag ^ctattattt tagaacctag 4260 

tatacttgat gttggtcatt tctcagtcct ^tttctcag tgtcagattt 4320 

tcagttcltt aagattataa ctggtcctac attaaaataa tg ttcagttcaa 4380 

tacctgtttg ctgctgagaa ^atctctgcc t^attta ^^^^^^^^g gaaccaactt 4440 
catacttcct tagcttttca tagttgtctg acattccca ^ ^^^^^ttc catgacacac 4500 
?S?ttaacc aaactttgtt tggttacagt tttcagggga jcgttt^^^^ ,,tgctactg 4560 

S-rafgag 

SSfcfgS ftSSra"- Sfaftr^S SJrgfctt ^.aagtaaaa gatttatatg 4740 



gatttgaaaa aaa 

<210> 60 

<211^ 4031 

<212> DNA 

<213> Homo sapiens 

<220> 



<221> «^isc^®ature ^ ^q^^ 2:2002JAN18 
<223> Incyte ID No: hG^^^^^o^ - 

^««-c c=™t «g«ct« =^^cca.jt .0 

ssKr.s Scj^£. zzf^ 

acacctgtaa caagcaatcc agggttcctg ^|^^jccaga ^ agggcccctg 300 

ctctctgatt catcatacgt gtcctcacaa °atcaacagg 9 «^ atcaggcctg 360 
ccagacSaca ggtgaagctt gagaggaagt |9gtatacac agtg^^^^^^ acaacaatag 420 
agagaataag atgcttcttg gtgatgtcat ^gaccggcag ^^^^ tcttgctggt 480 

ciglcctctg cgcagtaagg ga^acaccct tccacagtcc 11^^^ cctgatggga 540 
gtggagctgc cggtctatga catcaccaag ^agcacc^ ggccctggcc 600 

Jalactgtgt atacccactt cctctcaagc "cacctgtg 9 99 ^cgagatggc 660 
?ctaaccctg ttgatgttgt gaggacacgt atgatgaacc 9 9 g^atgaaggg 720 

aaatgttctg gctacacagg aaccctggat tgcttgttac ^9 ttggaatatc 780 

??ttltgctc Ictataaagg cttttggcca aattggttga Jjcttgg ^gca 840 

™ ^fc?sr.R ssSciJc? ss-s £«r«s ill 
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gaaatgcatg tttcttg?ta aagaSct? gJSSaaS^ ^^^^^^^^^a gataatatgt 1080 
attcagggag agtagctcct gatgcatctc aoo^^^f^^*" caggagcgat gtattgtttt lllo 
aaaagctcac tggaaccatg gaaSggaScc tc^^^^^^"" tgagaatcag actgc?ctag 1200 
So^^^^*^ tgctccttg? Lac?Sfga a^??Sat^^ ^^'^^^tt tctgaattt? "eo 
;c^f^^^f ^ taaacggtgc aggaaltjg KctJaaSt ^^^^^^^^^^ ggactgttca 1320 
cctattttgg caggatcttc cactta^a^^ ^^^^^^srsaat atcacactgc tttatcattt nsn 
ttgtgagaaa ttgttacaaa gSaSaSt c?2a?tca^ ^T*^"^-- aacttgLJt ^440 
ttgaaggttg caaggtctgt attggtoaaa fffftggtgtta tgtgttggct 1500 

aggtcatgtt agtaattajc ttSS? agcagcttag gttctg???t IssS 

cScS^r taataacg?c tattgj^g^a gag^cS: ?aa?'""" ^^caa^gagt I'Lo 
tcta?^^ ^ actggaaagg taaatgtjtt ta?Scatac atagtagctg 1680 

t?afc??=^f agaggggcat gttctoaSgg gS^JctcSa If^^ft^^^^ ctctaaacag 1740 
tiS^=f^r cttgttgaag aaagaaca?? StatJaStJc i^Tltf""^^ atgaagccct 1800 
f^^^ ttggtagtga atcaaagagf Jaa^hhSo ^^^^^ttagt acattttcct I860 
agtttatgtt gtgcctgtct tggact?t?t a?S^^^^ aggtttccag tttttacttt 1920 
aattttaaaa atgatttctt taatShnh ?"5^srtttg gatggaaaat acctgcttga 1980 
atattttccc tttttctttc c??c?at^S ^"'^^H^tag tttctgatag gtgg?at5?J 2040 
tctttttcta ttttcttatt ? cacaataagt cattctcoct cttcttt^^^ 

cttgtcttca tctSgtc" ^tcaaStia T^T^'^^^ Sagaaagagc cctcttcc" 216? 
acttctggga ggcagLac^ gSagg^: ca?S?t!t? ^^^^^ aagaacttcc 222^ 
tttgagaaca acattaaata cattI^^=«^^ catatttatt tgggtctctt cagttcccee 95Rn 
fftgoggccaa attcccagt^ t^ScSS ggcattctcc ttSacag?a zllo 

^ggatgagat aStt??cS cgcaSacIt? t^l^^^^^^^ aggactgLg 
catgaatggt ccctttgaat atta^t-^r^^^ cgcaggcatt tttcccttgc cttccttato ?4fin 
agagaggata acagaa?gtg SggcgggSa ca^fS^^^^ ctaagacaaa gtcSaaa? 252S 
attgctgaga ctcagatgaa S?coSSf ^H^^^^^^^ tggggtaggg ttacctgt?a 258^ 
accccagagc tcattcajgc c?JgctStt J??ctfff^f ^^^^'^^^^^^ gcagcajagg lllo 
SJctt^^^ cattccattg att?ta?aai JactSctS a^f"^^*^^^^ attttttct? 2700 
?actt^Jr'' ^"aaagatt gcttttottg faacgct^S t^^?^^^^'' ^^^^ttttga 2760 
tactttttca aatatgcata caatttttaa Itn^^^l tttttaatgt agaaaaattt 2820 
atgtaaagag cgaatgtcag acajtattat tJcSgtJta tr^^^^l""^^ tttaatgacc 2i8S 
ctaccaaggt ggaaagaaat tcaaacot^oa ^^'^^^^'^tta ttoaaattac atacatgttc 29/in 

TtlTtllT. SSc??^?^ liTtiaoT. SSr^^"'^ ttaaga?aal llt°o . 

ctttttctgt ttttttgaaa gagttaatac aah^^^^ ttgaacagga tcttaacctg 3060 
ttaaggaatt gggagacttg gt?ccc?SSt t^l^^^ft ^^^tctaacc aagaaacaa? 3120 
tttlllttfl "tcttaaa? ftgcSSj gfatt^t ^tacctccSc 3^80^ . 

cttgtttgtg tgcttatgga tttatat-a«^ ^Z^^^^ ttttataacc aatgggtttt 32dn 
ataaaaagtg gctcctg??c ttSS^tS t?ca?«J^'=^ taatgttgtg gat??Itaat 33oS 
aaagagtatg aagttttcat aagcc^^tat ^J^f ^^^^^ agaaatagta tgcattatat 3360 
aatatgtggc ataagccttg tt?cS^t2 ttaih^^"^ ctttatttaa acattgttgg 34IS 
aaatgatttc tggttatttc agataaatJj aaa^iff"''''' Sffagtaatat ataataat?? 348? 
gtctagaagg ctggagtaga aJSSS?? ca^o?^ acaaaggcaa actacatgga 3540 
agttgctggg ataatcttac tcattaccS ^^^^''^'^^sra catttctctc tgcatggaga 3600 
ccccaacccc octccccatg te?S2ahS ^^^^^^gtgt gatcccccta ccctc??c?c Itin 
atttgagggc tggcttggcf t?Sata^ "ggcagctc agtcgaggcc agtgllctS 3?lo 
ii^^^T "Stgttg gSSlc?f ^^^^^^^^^^ cStJaa^^gf s'^sS 

tggtcaactg tggaccaggc agggacacct ?at?iSf^ Sragffcagatg cagggatcct 3840 
gcgaagtggg ttcattaatc tttttan^^^ ^^ttggcaga aaacaaccag ctaactcaat 3Qnn 

sssss ss^Li is 

<210> 61 ^031 

<211> 5035 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc^featiire 

<223> incyte ID No: M: 330900. 8: 2002 JAN18 
<400> 61 

«««.e,„ »^t„.„ ^^^^^ 
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tagaagtcgt tatagtggtg taaaccagtc 
tgctgaagct gtacttcaaa aaatggatga 
agaacttgaa gacttgggag tgtttaatga 
aagaggaaaa cagaaagata ttcaaagaac 
cagtgtggag tcatctgaag agggtgaaga 
agatgatgaa gatgatgatg atgatgacga 
tgaagatgaa gaagatggag aagaagagaa 
agctactgtt tactatcagg ctccattgga 
attttatagt ggcccagctt ctcctgcaag 
aagaagtcct tactgtaaac gaatgaacag 
gacttcatct tcctcctctg aagatgaaca 
taatagggct atcaataggt gcctcccact 
ttataaagat cgaatgaaaa ttggagcaag 
ttcttcagta cgatttgata gtgttggtgg 
gatggtggtg tttccattac tttatccaga 
aagaggttgt ttgttttatg ggccacctgg 
tgccaatgag tgcagtcaag gggataaaag 
ttgtctaagt aaatgggtag gagaatctga 
ctatcagatg cgcccatcaa ttattttttt 
gtcaagcagg caagatcaga ttcacagttc 
tggattggac agcagagggg aaattgtggt 
agatcctgct ttacgaaggc ctggtcgctt 
taaagaggct cgaaaagaga ttctaaagat 
ggacacattt ttagaagagc tagcagaaaa 
atcaatatgt gctgaagctg ctttatgtgc 
cactagtgag aaactgcagt tggatctctc 
ggtagctatg caaaagatga taccagcctc 
actgtccacc gttgtgaaac cactcctgca 
gcagagagta tttccacatg cagaattcag 
ttgtcctctg ctagaaagtg acttggctta 
aaatggactt tctcagaaat cttctcataa 
gaatagaaat gcttgttacc aacctatgtc 
accaggattt gggcaaggtt ctcacttggc 
tactgtatat acattagaca ttcctgttct 
aacatgtgcc caggtgattc gtgaagctaa 
tcatatccac gtgtggtggg aaatagttgg 
attacagaat attccttcat ttgctccagt 
ttccgctttg ccagaagagg tgcaagaatt 
tgtccagtta ccggataaag aagaacggac 
agctgctaag cctcctatat caaaaaagaa 
agtagcacca ccacctgagc caagatcact 
acaagaagaa gatacattta gagaactgag 
tgctattgac aagcgattcc gagtgtttac 
ttatgtcact gtaataaagc aaccaatgga 
acacaagtat ctgactgtga aagactattt 
cttagaatac aatccagal^a gagatcctgg 
tttaagagat actgcctatg ccataattaa 
ctgtgaagaa attcaggaat ctagaaagaa 
gtcttactac catgtgatgc caaagcaaaa 
cccagagcag aatgaaaagc taaagacacc 
tcagttgaag aggaaaattc gcaaaaagtc 
aaggaagatt tcacaggcaa aggatgatag 
tgatacagag gaaactcaag acacaagtgt 
gtcttcggtg gaagaaaatg aaaaacagca 
aaataattca aatactfcgta atatagagaa 
atgtacagaa ttgagagaca agattgcttg 
acatatttct gatgaaaatg aaggaaaaga 
acgttcccag gtagaacagc agcagctcat 
tcagcctaca ccctcacttg ttgtggatca 
tgttaaaaaa agtcaaaact acaacatatt 
ccaatgtatt tatcggcatc gcaaggacca 
gcaagaggta gaaaacttca gttgttccag 
atattcagtt cctatttaag tcatttttgt 



catgctgttt gacaaactta taactaacac 120 
catgaagaag atgcgtaggc agcgaatgag 180 
aacagaagaa agcaatctta atatgtacac 240 
tgatgaagaa acaactgata atcaagaagg 300 
ccaagaacat gaagatgatg gtgaagatga 360 
tgatgatgat gatgatgatg atgaagatga 420 
tcagaagcga tattatctta gacagagaaa 480 
aaaacctcgt caccagagaa agcccaacat 540 
accaagatac cgattatctt ccgcaggacc 600 
gcgaaggcat gcaatccaca gtagtgactc 660 
gcactttgag aggcggagga aaaggagtcg 720 
aaattttcgg aaagatgaat taaaaggcat 780 
ccttgccgat gttgatccaa tgcaactaga 840 
cctgtctaat catatagcag ctctaaaaga 900 
agtctttgaa aaatttaaaa ttcaaccccc 960 
aactggaaag actctggttg ccagagcact 1020 
agtagcattt ttcatgagga aaggtgctga 1080 
aagacagcta cgattgctgt ttgatcaggc 1140 
tgacgaaatt gatggtctgg ctccagtacg 1200 
tattgtttcc accctgctag ctcttatgga 1260 
cattggtgct acgaacaggc tagattctat 1320 
tgatagagaa ttcctcttta gcctgcctga 1380 
tcacaccagg gattggaatc ccaaaccact 1440 
ctgtgttgga tactgtggag cagatattaa 1500 
tttacgacga cgctacccac agatctatac 1560 
ttcaattaat atctcagcta aggatttcga 1620 
ccaaagagct gtgacatcac ctgggcaggc 1680 
aaacactgtt gacaagattt tagaagccct 1740 
aacaaataaa acattagact cagatatttc 1800 
cagtgatgat gatgttccat cagtttatga 1860 
ggcaaaagac aattttaatt ttcttcattt 1920 
ttttcgacca agaatattga tagtaggaga 1980 
accagctgtc attcatgctt tggaaaagtt 2040 
ttttggagtt agtactacat cccctgaaga 2100 
gagaacagca ccaagtatag tgtatgttcc 2160 
accgacactt aaagccacat ttaccacatt 2220 
tttactactt gcaacttctg acaaacccca 2280 
gtttatccgt gattatggag agatttttaa 2340 
aaaatttttt gaagatttaa ttctaaaaca 2400 
agcagttttg caggctttgg aggtactccc 2460 
gacagcagaa gaagtgaaac gactagaaga 2520 
gattttctta agaaatgtta cacataggct 2580 
taagcctgtt gaccctgatg aggttcctga 2 640 
cctttcatct gtaatcagta aaattgatct 2700 
gagagatatt gatctaatct gtagtaatgc 2760 
agatcgtctt attaggcata gagcctgtgc 2820 
agaagaactt gatgaagact ttgagcagct 2880 
aagaggttgt agctcctcca aatatgcccc 2940 
ttccactctt gttggtgata aaagatcaga 3000 
gagtactcct gtggcttgca gcactcctgc 3060 
aaactggtac ttaggcacca taaaaaagcg 3120 
ccagaatgcc atagatcaca aaattgagag 3180 
agatcataat gagaccggaa acacaggaga 3240 
aaatgcctct gaaagcaaac tggaattgag 3300 
tgagcttgaa gactctagga agactacagc 3360 
taatggagat gcttctagct ctcagataat 3420 
aatgtgtgtt ctgcgaatga ctcgagctag 3480 
cactgttgaa aaggctttgg caattctttc 3540 
tgagcgatta aaaaatcttt tgaagactgt 3600 
tcagttggaa aatttgtatg cagtaatcag 3660 
tgataaaaca tcacttattc agaaaatgga 3720 
atgatgatgt catggtatcg agtattcttt 3780 
catgtccgcc taattgatgt agtatgaaac 3840 
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cctgcatctt 
tttatgtaca 
ctagaacaag 
gttattttgg 
ttgtattaag 
acttacttaa 
ctcctcccat 
atttgcggga 
cagtcattgt 
aatatttctt 
ttaaacacct 
actgtttagg 
taattttata 
gcatacttgc 
cttctgttgg 
attttaatgc 
aaagccttct 
gcataaagca 
attctcattt 
atttcatttt 



taaggaaaag 
tattaagata 
accctgtagt 
taactaatgt 
cacttttaat 
ccattgtgtc 
ctgccttgag 
gggctcttga 
ttttgagaca 
ggtttacttt 
tttaatagca 
ttatagtcta 
ttaatggtac 
ttttggggag 
aaaccttttg 
agttcaaagt 
aaaacccagt 
atgccagtca 
ttgttggttt 
gtgtgtatag 



attaaaatag 
aatgtcatgt 
aatagtaata 
tttatggcac 
tttatccttc 
cttcccatct 
attcccttgt 
accacttctg 
aacattttta 
tgtaattata 
caaggttttt 
ttgatacttt 
caaaaataca 
agtggggaga 
aggggaataa 
tgagctgtat 
gaattcaata 
ctgagaacat 
attataaatt 
cttatgtaat 



taaaataaaa 
gtaagataac 
atagttgaag 
ttaagaataa 
ctaaaaatag 
tttttgtcat 
cttcacttaa 
gctgcaccac 
taattctaat 
tacacaacaa 
atatttgcaa 
ttatatacaa 
tttcttaagg 
agacattcta 
ggaatggtca 
ttttgttgtt 
ccttaattag 
ttaaatatat 
attcttctag 
aaattttaaa 



gtatttaaac 

tgataaatat 

tttggccaac 

ttagcagcgt 

tttattgtat 

ctttgttttc 

aagccagagt 

aattctgtac 

ttgggttaat 

atgtattaat 

gctgttgata 

ttttataaat ' 

ttaaaagcat 

ataatcagtt 

tctaaaatga 

gatttatctg 

tacatactat 

ttatattcct 

atgcatcttt 

ggtgaaaact 



tttcctgata 
tggaactttg 
tcttaataaa 
taaattttgt 
ctgacaagaa 
ttcaaatgcc 
gcaagtcatg 
ttgagtatca 
aaagatttta 
aactaccttg 
tctttctaaa 
ataaatatta 
gcacttccat 
tgtgaaatag 
gagattctgg 
gatttttttt 
cttatgtaat 
ggagatacac 
tataactagg 
ctctt 



3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5035 



<210> 62 

<211> 6107 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 330931 . 9 : 2002 JAN18 



<400> 62 

ccaatatgtg gtttggttat taaaaggaag 
acaggtttaa aaagtcatca gtgtccgctc 
ctcaaatccc acatgaaggt tcatcagcac 
ctgtgccctt ttacttcctc acgccacttc 
cacttcctga ggacagaagc caaggtgaag 
tctccccacc tcagtgacag tgcctgcctg 
ctagtgggga ccatgatgac gtctaacact 
gtctcgcctt tgctggtgaa ggaggaaccc 
actttgaatg ctgccgacag gcccgccaac 
gtggccaaca gtgcgtcagc attgttcagc 
tttctcatga agctgtcagc tgcaaatcag 
aaagaggagc ctaaggaagg ggagtcccta 
ttcagcccgg aatctgaagt gtcagcccca 
gaagggaagg gaagtgtgct aaggcgggat 
atgaaactct cagcggaaag ctacaaggaa 
atggaggttg acatccagga ctcccatgtc 
agcactttaa tcgggcgaga gaaaaccgaa 
cccccagaga gaaacctctt cagtcaggat 
tttcaactgt cagaaaaagt gagcaaagag 
accacgacca gccctttctt ttcagaagac 
tcaaaagaac tgctgcccag tgactccgtg 
gaaaagatag tcctagaggc aggaaatgga 
tttccctgtg acgtgtgtgg gaaagtgttt 
tcgctgcaca cagaggaaag aaaatacaaa 
cgtgcaaatc tgaaccagca cttgaccgtc 
gaggacattg tcagcgccgt cacctctgaa 
tacagttgtc acgtgtgtgg atttgagacc 
tcactccacg tggacaagga gcagtggatg 
gt caeca tgg aggaagcaga gataaagact 
aggaagaccc ccagcgaatc aaatagcccc 
tcagccaaca gcaaagatga ttcagatggc 
ctggtcatct ctgtcatgcc tgggagccag 



agttactgga agcggcacat ggtgattcac 60 
tgtccattcc ggtgtgctcg caaggacaat 120 
caggatcggg gagagacctt tcagtgccag 180 
agcctgaaac tccacatgcg ttgccatcag 240 
gaggagatcc cagacccaga tgtcaaggga 300 
gggcagcaaa gggaaggagg agggacagag 360 
ccagagagga ctagccaggg aggggctggc 420 
aaggaagata acggcctgcc cacctccttt 480 
cacacaaagc tgaaagaccc ctccgagtat 540 
caggacatct ctgttaagat ggcgtctgat 600 
aaggagccca tgaatcttaa ttttaaagtg 660 
agcacgactt tgcctcggtc cagctatgtg 720 
ggcgtctctg aggacgcact aaagccccag 780 
gtgtcagtca aagcagcctc tgaacttctc 840 
acacagatgg tgaagattaa agaggaaccc 900 
tcgatatcac ccagccggaa tgttggctac 960 
cccttacaga agatgccaga gggcagagta 1020 
atctctgtga aaatggcttc cgagctcctc 1080 
cacaatcata caaaagaaaa caccatccgg 1140 
acatttagac aatcaccatt cacctccaat 1200 
ctgcacggaa gaatatcagc tccagaaaca 1260 
ttaccatcct ggaaattcaa tgaccagctt 1320 
ggccgacagc agacattgtc ccgacacctc 1380 
tgccacttgt gcccctatgc tgctaagtgc 1440 
cattccgtga agctggtgag tacagacacc 1500 
ggcagtgatg ggaagaaaca tccttattat 1560 
gagctcaatg tccagtttgt cagccacatg 1620 
ttttcgatct gctgcactgc ctgcgacttc 1680 
cacattggca ccaagcacac aggggaagac 1740 
tcttcatcct ccctctcagc tctgagtgat 1800 
tcccagaaaa acaagggcgg gaacaatctg 1860 
ccctcactga acagtgagga aaagccagag 1920 
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aaagggttcg 
catctgcaga 
aagacccccg 
aactcaggac 
aaccgccccg 
cggatctgcc 
cgcctgggca 
ctcatcgagc 
tacagctgca 
cagaccttca 
cacgtcaaga 
gcccccaagg 
ctcctgtctc 
gcagcccacg 
tcccctttgc 
atgttatacc 
cctcccagca 
gcagagactg 
aaaaaaaaaa 
cctacagacc 
attggctctg 
gaggtgacct 
ctctcagccc 
gagtgtcctt 
ttgggtgaat 
gccatgacat 
tttccctcct 
ctctctcttt 
gccatctaca 
tctctggtga 
ctgcagctaa 
gtgtacggtg 
atgtattaat 
tttatggttg 
aatgctcaga 
ttttgtttct 
ggaatgagta 
aacaaaaagg 
gttttgccga 
attttgttaa 
gctcttattt 
gcaggtgtgg 
aagaaaaaag 
agaattt.cca 
ggaagtttgg 
ggaacatttt 
tttaaaatct 
tttgctttgc 
actgtctgtc 
ctagtaggtg 
ggtgccctgg 
accctcagtc 
cctcgccacg 
agaatactgg 
tttatcccca 
gttcagtgat 
atcacactta 
taggttttac 
agaggaggtg 
ctgaacttgt 
tttggaaaga 
gtgtttggag 
cagcattttt 



aatgtgtttt 
tacacctcat 
aacagctgct 
agtggtgagt 
ctgccatgga 
agacggtgaa 
accactacaa 
acgtgcgcgt 
agcgcaagga 
gctgcgaaga 
agcaccagag 
aaccggccgg 
ccctgtcagt 
gcagcagctc 
gctttgacaa 
ccaagaacca 
tcccctcacc 
tctgagggca 
aaaaccacaa 
ccgatgggtc 
tgtgtatacc 
actgcatact 
ttctccgtac 
aatagcaatc 
gcggtgtgtg 
ttctattgca 
gggttgttca 
gatggctaca 
gtgctgctgg 
tgaagaggcg 
catcacagaa 
cacacacaca 
tcagtggtta 
ataaatccag 
ctaaaaaaaa 
catctgaaaa 
gactgtatgt 
tgctgtttag 
tcttctggct 
cgcctggtag 
tgtggtcatt 
gttggttgta 
gaaaaaaatc 
gtatgaaaca 
aatataaaag 
cttactgtgt 
gtttcaccag 
tgaaagctcc 
cacaccatgg 
tgctacacct 
caaacctgtt 
attctccagc 
tcaatgtctc 
gcttatgggt 
tataatggag 
gacaggaaag 
agcaccagca 
agcatgccac 
aaggaaggag 
atttgaatga 
gtcatcaatc 
tttgtttgac 
cagactccac 



ttgcaacttt 
cacccggatg 
ggagcataag 
ttcagactcc 
gtgccacctc 
ggccaaccag 
gtgcgaccag 
ccacaccggg 
caatctcaac 
gtgcctgttc 
tggggactgc 
cccgggggcc 
tatgtctgcc 
agagcccaac 
gtaccggaac 
cttggatctc 
caaacactcc 
gccatgttct 
aacttaaaca 
tggaacatgt 
tattgcattg 
tctaccttca 
ttttctctga 
agcacttgta 
ggcgtttgtg 
cattctttgt 
tccacgacag 
gagtggtagg 
agatttccgc 
aggaatcaag 
cttaagtgtg 
gtgcatcatt 
ccatttgttt 
ccaaggagat 
gaaatggcag 
aaaaaagtaa 
ttgaagattt 
tcctatggtt 
aatcgtggta 
atgtaacctg 
aaaatggcaa 
aagctctttg 
tttggctgaa 
ggctgaaaga 
tttatatatt 
tgctgttttc 
gggaaaataa 
ctggaaatta 
tctcctcagt 
ccctttgcca 
tacactaagg 
agagaccttt 
agtaaaagac 
gggttggttt 
aatgtgccac 
agggctaaag 
ggttaaaaac 
ttgtgcaata 
acgtttactg 
cttagtaatg 
tttctggtaa 
tttttatatt 
cctagaaaat 



gtctgcaaga 
tttgagtgtg 
aaatgccaca 
tctaggtgcc 
aagacccact 
ctggagctgg 
tgcggctacc 
gagcggccct 
ctgcacaaga 
aagaccacac 
cctgaggagg 
ccgctcctgg 
tcccaggctc 
ctggcactca 
tcagattttg 
acattccacc 
ttcctggcct 
gtaccaaaaa 
caaccccagc 
gtactgtata 
acctgaaagc 
gaggcatgcc 
aa'ggaatctt 
agcttatata 
gattctgaaa 
actggcttct 
tctctccctg 
gcctggtgct 
cagagcgctg 
tgactgatct 
ttttgtgtgt 
ttttaagggc 
gcaggaaaaa 
taaaaggggt 
ttttgcacag 
aataaaagga 
agccacaacc 
cagtttatgc 
tcctccatgt 
ctaggaggct 
tttatgtgca 
ctaatcttaa 
tatgttcatt 
gcaggaagaa 
atttatctat 
catcatgtgt 
aagcatccct 
gtacagttct 
cccctccacg 
gtcatcccgc 
agatgcccac 
gctcttggcc 
actatagata 
tttggttttg 
ttggctaata 
tagtcccaca 
ctgaaagggt 
ggaggtctag 
ctcaaatgcc 
cttaatataa 
attataaaag 
attattgtta 
atgtacccct 



cgaagaacat 
atgtgtgcca 
ctgtccccac 
cattctgcat 
acaagatgga 
agacgcacac 
tgtccaagac 
tccactgtga 
agctgaagca 
accctttcgt 
acaagaaggg 
tggtcgggag 
tgcagaccgt 
aggctttggc 
cccatctcat 
ctccccgacc 
atctcggact 
cagaggagac 
aggtgtatgt 
tctttagtaa 
tgctttatcc 
tccccagcca 
gtcttgttaa 
ctggtgcatt 
gagaaagccg 
ttaacagcga 
tgctccttca 
tagtcgatga 
gagaccttgc 
ggaagaaata 
gtgcccacac 
agattatata 
gaaatgtatg 
ttggataaat 
tgctatggtc 
agaaaatgta 
tctttgacat 
ccctgacaag 
tattagtaat 
aactttatac 
gcactttatt 
aaagtaatgg 
gcttgtattt 
atgttctttg 
tggagaactg 
tatcctaaga 
aatgttcttc 
acaggaagcc 
ccagcccctc 
catggatggg 
agggagcggg 
aggtttgaaa 
gttatggaca 
ttttgttttc 
atgtgttttc 
gaggctggta 
ggccctgaca 
ggttgaaact 
atgcatttca 
ttgggcaact 
ttttctgagt 
ttaataaaga 
gaatttggtt 



gtttgagcgt 
caagttcatg 
cggtgggctc 
ttattccacc 
gtacaagtgc 
ccgggagcac 
cgccaacaag 
ccagtgcagc 
cgccccacgc 
cttcagccgc 
cctgtgtcca 
ctcccggaat 
ggccctgtcg 
cttcaacggc 
tcccttgaca 
tcagactgcg 
gagagaaaga 
caaaagacca 
tgctgcaaaa 
ggaatagaaa 
aatcttcaga 
cccactccca 
accctaaaga 
tggttttctg 
tgtgtcgtgt 
tgaacgttct 
tcacctttcc 
aggaatggta 
gctcagatct 
tctcgcagca 
gtagacaaat 
tatatatgag 
ggtgaaaaaa 
tctgggtata 
ttgcactagt 
ccttttttat 
ataatgacgc 
tttccattgt 
tctgtattcc 
ttatttaaaa 
gcagcaggaa 
gtgatttaaa 
ttaaaacaac 
tataataatg 
gtgtacagga 
gttggggttt 
ctctagtcag 
agaagactgt 
ttccccacac 
gagcctactt 
aagctcccaa 
cgatgttcaa 
atacactcca 
aagtcatgtc 
aaaactacaa 
gaaaaggcga 
attcagacta 
ttcaagaacg 
ctgcttgcca 
tttttagcac 
gagaaaaggt 
aaaaaatcta 
tgcagtttga 



1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
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tactcaggga 
gaaattcacc 
cttatttttc 
ttttaactct 
aaatttgtat 
actggtatat 
agtataatat 



aggatgtatt 
taccaactaa 
catatagtaa 
tcatattatg 
tgtataaagc 
tcctttgcat 
actctaatta 



ccatagatat 
cttcaattgt 
tgcagttagg 
ttcagatgat 
tttttgcatt 
cttatgttgc 
aaaaaaaaaa 



cctttccgta 
tgtcactatg 
gttctcagca 
catactgtca 
acgaggctgt 
attgccaatt 
aaggttggct 



taaaacacta 
cattcttcaa 
ctttctttct 
aggtttgtgt 
acagggtcat 
tctagtgtat 
ataaaaa 



acatctttga 5760 
tgaaaactag 5820 
tctatccttt 5880 
acattactga 5940 
tttgacagta 6000 
ccagtttgaa 6060 
6107 



<210> 63 

<211> 3236 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 



LG : 330985 . 1 : 2002 JAN18 



<400> 63 
gtagtcccgg 
cgagtcgcag 
tggtgccctc 
agctccggtc 
tacggccagg 
• gggagcaggt 
tgcccgtgtt 
tcagcttcgt 
tcatggagct 
tctctctcgt 
tgctgggcgt 
ccttctccac 
tcttcctgaa 
aaacctcggc 
ccctgcgggt 
. gcctgcggcg 
actacctggt 
gtgcgcgggt 
ccttcgccgc 
gcgtcacggc 
gcatctggct 
ccatcgccac 
gggtcaacac 
tgcggggcct 
tcctgtccat 
gccaccaccc 
cacaggcact 
cgctttcccc 
gcgacccata 
caaccccttc 
agacttgtcc 
ttccaagcga 
tgcaggcggc 
tgggggcctc 
ctctggcggt 
ctgcactgtg 
ccaggcctca 
ggctagtgaa 
agccctctag 
ggtcatcctt 
atgaagaact 
acacattgtc 
ccctaagggc 
cgggtcctca 
ggacgtgctg 



agtccgcgtg 
gcacagtgtc 
cagcccagcg 
ctggcggcgc 
ggagagcttc 
cacgaacgag 
cctgctcacc 
gtcggtgtgg 
cttctacagc 
gcggcccgcg 
gttcaccagc 
gctcaactac 
gcgccccaag 
ttcggagctg 
ggcctgtggg 
gccgcagctg 
ggtctactac 
ctacaacggc 
gggcttcgtg 
cacgcaggcg 
gtgctatgcg 
ctttcagatt 
gttctttgcc 
gggcctcccg 
catctacttc 



gcggcagccc 
gagcgtgcag 
agaagacagc 
cctggcccag 
cccctgcact 
ccagctggct 
cggtgttcag 
cctcagtgca 
cgcttatcct 
ggccacagcg 
ccccgcgggc 
ctggctcatg 
gtggcctctt 
ggcagggtgg 
ggtgctcttg 
gcatgtggct 
atcagagggg 
agccctccat 
gctgctccca 
gccttggtat 



cgcggggccg 
accttcgtcc 
gtggagaagc 
ctcgtgtgct 
atcaccccct 
atcacgccgg 
gactacctgc 
ctgctgctgc 
gtcaccatgg 
cgctaccagc 
tccgtgctgg 
atctcgctgg 
cgcagcctct 
gagcgcatga 
gactcagtgc 
cgcctgtggt 
gtgcacatcc 
gcggcagatg 
aagatccgct 

gggctggtct 

gccttcgtgc 
gcatcttctc 
accatcgtca 
gtccgcaagc 
ttgggggcca 
ccggcccagg 
gacaagggcc 
ctgggggctg 
gccccggccc 
ctgtgctccg 
gtccatcctc 
aatgtgaacc 
tccccacgac 
gctagcaggc 
tgctggcgac 
tttgttgctg 
ccccttgggg 
ggataccagc 
gagccgggac 
cttttttgaa 
tctctgtctc 
agcagcggct 
ggtcctgtct 
cactggtgcc 
gtgccaggct 



ggtccgggag 
cctccggagc 
aggtgcccgt 
acctttgctt 
acctcctggg 
tgctgtcgta 
gctacacgcc 
tgctgggcca 
ccgcgcgcat 
gtgtggccgg 
gccagctgct 
ccttcctcac 
tcttcaaccg 
atcccggccc 
tggcgcggat 
ccctctggtg 
tgtggaacga 
ctgcctccac 
gggcgcgctg 
tccttctggc 
tgttccgcgg 
tgtctaaaga 
agaccatcat 
agttccagtt 
tgctggatgg 
gcctgaggag 
tcggaggcct 
tggggccagc 
cgcaggcagc 
cccaagcctc 
ctggtgtcag 
agtgactctc 
ccctgcctcg 
cccctaggat 
actcagggca 
gaagaggtgg 
ggcttgagac 
tcaggggaca 
cctcaggtgt 
agatgctttt 
tgtggaaaag 
ctggtcctcg 
gtccttctga 
agcccggagg 
tgcctgggct 



ccccagggca 
tgcacgtggc 
ggaacctggg 
ctacggcttc 
gcccgacaag 
ctcctacctg 
ggtgctgctg 
ctcggtggcg 
cgcctattcc 
ctactcgcgc 
ggtcactgtg 
cttcagcgtg 
cgacgaccgg 
aggcgggaag. 
gctgcgggag 
ggtcttcaac 
ggtggacccc 
gctgctgggc 
gtccaagctg 
gcacacgcgc 
ctcctaccag 
gctctgtgcc 
cactttcatt 
atactccgtg 
cctgcggcac 
tgccgcggag 
gcagccagcc 
ctccctggag 
tgaattcctg 
aggccctgag 
caagctgggt 

gggcgcccct 

agggccgcct 
tccccctgcc 
gctgcctggc 
gtggtgggct 
aaatcctttc 
ctggccccac 
agctgagctg 
ttttttttaa 
ccatctcagg 
gagctggttc 
agtgtgtcca 
ggactggtcc 
gggcagcctt 



gccgccccgc 
ctgagcagga 
cctgaccccg 
atggcgcaga 
aacttcacgc 
gccgtgctgg 
ctgcaggggc 
cacatgcagc 
tcctacatct 
gctgcggtgc 
ggccgagtct 
gtcctcgccc 
gggcggtgcg 
ctgggacacg 
Gtgggggaca 
tcggccggct 
accaccaaca 
gccatcacgt 
ctcatcgcgg 
cacccgagca 
ttcctcgtgc 
ctggtcttcg 
gtctcggacg 
tacttcctga 
tgccagcggg 
gagaaggcag 
cagagcccgc 
cagagacaga 
agcccagtga 
gctgcagatg 
ttgcagtgtc 
gtggtaactt 
gccttagcaa 
ctgtgccgca 
catgctgtcc 
tctgcgtcca 
tgccccccag 
aggagttgtg 
tgacattgct 
ctgacgtaga 
ttggcggcag 
ctctctccca 
tcctgacctg 
cggtcaccgt 

gggggggctg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 • 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
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cctttgtggt gggcgctggg gaagtacgtc ccagcggcct cagggtctaa ggagcgctag 2760 
tgccttgccc acaggtgcgg gaccatctga tgtgatgtga atactcttcc cacatacatt 2820 
aaacacactt aagtgagtgt gcgcagggct tctgattcag ggccggcctg gcctgggggt 2880 
tgagggtcag cagtcagtga ggaggccagg agaggcgtcc cagccttctc ccgcctccag 2940 
cccacgcagg gccttggtgc ccatgagctg agcaccccca caaccctagt caacggccct 3000 
atcctgtggg gcctctgcca catctcagcg gccccaggtg a'atggctggc tgctcagcac 3060 
ggagagctgg ggagagaatc tctggctggg gaggggctgc tggagctgct ggaaccaggg 3120 
gtctcccgag gtggctcagg ggagcaggca tctcggggta acctgggttg aggaagaggc 3180 
tgcacgtgaa agatggcccg agtcagtgga tggtgccagt cagacagggc catggt 3236 

<210> 64 

<211> 3066 

<212> DMA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: IiG:332027 . 9: 2002JAN18 
<400> 64 

ggcgcattca ggttctcctg gaccgtagtg gtagtcgctg gcccgagtta gaggccagct 60 
gagaagtctt cgtgcttcag attgtttacc tacaaaatgc ttcggtatcc atatttttgt 120 
agaatgtata aagaatgcct ttcatgtggt tggaatctgg catacctaat ttaggtgtct 180 
ggccaaacag aatacatact acagcagaaa aatatagaga atatgaagcc cgggagcaaa 240 
cagatcaaac tcaagcccag gagttacaca gatctcaaga tagagatttt gaaactatgg 300 
ctaaattaca tattccagta atggtggatg aagttgttca ttgtttgtca ccacaaaaag 360 
gacagatttt tctagatatg acatttggtt cgggagggca cacaaaagcc attctgcaga 420 
aggagtcaga tattgttctc tatgccttgg acagagaccc aacagcttat gcattagctg 480 
aacatctttc agagttgtat cctaaacaaa tccgagctat gctgggccag ttcagccagg 540 
cagaagcctt attaatgaaa gctggagtgc agccaggaac ttttgatgga gttcttatgg 600 
atcttgggtg ttcctccatg caacttgata ctcctgaaag aggtttttcc cttcggaaag 660 
atggcccttt ggacatgaga atggatggtg gcaggtaccc tgacatgccc actgctgctg 720 
atgttgtgaa tgctttagat caacaggcac ttgcatctat cctaagaaca tacggggagg 780 
agaagcatgc caagaaaatc gcttcagcaa ttgttcaggc acgcagcatc taccccatca 840 
ccagaaccca gcagcttgcc agcatcgttg caggagcatt tcctccctct gctatttata 900 
cacggaaaga cttactacag cgatctaccc atattgccac caagactttc caggctcttc 960 l 
gcatatttgt gaacaatgag ctcaatgaac tctacacggg actgaagaca gctcagaagt 1020 ; 
ttctgagacc tggtggtcgt cttgttgccc tcfcccttcca ttcactagag gatcgcatcg 1080 
tcaaaagatt tttgcttgga ataagcatga cagaaagatt taacctaagt gttagacaac 1140 
aagtgatgaa aacatctcaa ttgggttcag atcacgaaaa cacggaagaa gtctctatga 1200 
gaagagctcc tttaatgtgg gaattgatac acaagaaggt acttagtcca caagatcagg 1260 
atgtacaaga taacccccag agggcgctca gccaagctta gagcagctat caaattataa 1320 
gttatcatca tcttattctt caaatttttt tctcacaatt tctctaatct ttactcatgt 1380 
tatgtccctg aatgtcttgg tataggttta agtgtgggac agtctgaaaa ttgatagcat 1440 
ttagcatttc ttttttctca aaaagaaact gtaggaaata catgacagag aaagttacac 1500 
tcagggagca gcagcacctc cagactggaa aaatgtgtta atctttgcat catattggac 1560 
tcttgaaggc aatccttcct ctggccagga aattttttaa aaaataatac tgtgttgtgt 1620 
ttatctaaat acgtaaactc aagctaccaa agagaaagat gttgtaatca tatctgcatg 1680 
tcctaaattt tgaatttaga tattccaatt tgcatcagtc tttctgtggc tcaaataatg 1740 
atgattatgg aatgaatttt aatgtcccta cttgtgaata attagctttc tcaaatgtag 1800 
gctttttaca aattttaaat tttaaaatat tagtttaaat gtgtgttata ctgataaaat 1860 
ttcatctttc aaattatagt ctattatttt aaagggattt ttcagtatga tatgggccat 1920 
tttgttcatc tatcgcaaag taaaaatgta aaatccttac agagaattgt ttcacaaaac 1980 
ttatatttca tgtcaattgt atttatttta ataatagctc acaatgcctt tagtaagtaa 2040 
taaagtctct tattagaatc ttgtattttt taattgagct aatcaaaata attcagccaa 2100 
gtctatttga aatagaaaac tgtctattta atatagtaaa atcaatgctc ccttaatgtt 2160 
gttacaaaga tatggtaact gtaatatggg taaaagttta ttcaagaaaa gagtacttgg 2220 
tagaagattc tttaacaaat tgaggagatt gattcataat tcacatgtca attttttata 2280 
gtaatatgta cttctaattt attatttata cttaaattgt gacctgaaag atgagttgga 2340 
gataattagt caaagggcac atggagtatg gaagggggca tgttgattaa ccatacatag 2400 
aaataaatat tctcttagtt atccttgaaa tcatatttat actattaatt tgctcagtgc 2460 
acttttttca aatacagaaa aaagattctc cattatagtt acaaatttta ggttggtgaa 2520 
tccaagtgaa tgaaatatca gcataactat gtgggcaaaa tagatagaat taaatgcatg 2580 
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aattttcctc 
ttcactactt 
attaggaaaa 
ttaattccct 
tgtgaatgag 
tcacatttgt 
agtatgggaa 
tctccaaaat 
gttgtg 



agacttattt 
ctgctttaca 
aaatctggag 
gaatcctact 
acatattccc 
atattcaaca 
ttatttttta 
tcatgtactt 



tatctgcctc 
ggctttattt 
aacaatatgg 
tgaacattgt 
aaaaaattct 
atctttcacc 
tgttaaatag 
cctggagcct 



tgtaatattt 
aaatctgaac 
ttgaaataga 
ataaatttct 

tatctctgta 
tatttcataa 
aaactgaatg 
cagtatgtga 



aactttagta 
aatcctacag 
aacaagagaa 
ctttgcatat 
tgtgattgga 
gtcatttttt 
tactgggttg 
ccttatttgg 



cccaggcttg 
ggaaatcaga 
tgcacctagg 
aatacatatt 
aaagaaaaga 
caccctgtat 
aatggtgtcc 
aaatactgtg 



2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3066 



<210> 65 

<211> 3280 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG : 335377 . 8 : 2002 JAN18 

<400> 65 
cgcccggcct 
aagtcctagc 
cagatcatcg 
gtgtctccca 
gtgctccatc 
ctgccgagcc 
gcggaagggc 
gcccaaccgg 
gcaagacctg 
ccccatctgt 
cgaggaggca 
gcagatcacc 
gggcaaggtg 
cctggtggaa 
cagcaggctc 
gctgctgcag 
ggaacccctg 
cagacccagg 
taagtgggca 
ccccctagcc 
tcactggcta 
tgaatcttgt 
aggcccacac 
gcctctgcgg 
ctttgaccct 
ggatgtggtg 
gaggcgctac 
ggcttacccc 
gggcatgaac 
gccggaaaga 
aggggaccaa 
ccagccacat 
gcgatgggtc 
tcttctgcct 
tgaaaggata 
ggccttctgc 
agacacacag 
aagagggtat 
tggaccgatt 
ccatgccccc 
tttaggttac 
gctgtgtcag 
ttcgatgggg 



tcccgcctcc 
cctcctctgt 
ggctgctccc 
ggagccatgg 
tgtctggatt 
tgcatccagc 
tccttcccct 
ctgctgacca 
tgccaggagc 
gtggtgtgca 
gtgcaggggt 
aggacaggga 
aacggagcgg 
gaagagcaga 
cgggagagcg 
ctggaggagc 
agcaggaaga 
actgtgtgca 
cccagggcca 
tcggaagcca 
ttcactgtgc 
tgagttccca 
acaattggtg 
agttagggga 
gaatgcccca 
cctgatgcca 
ctcggctctt 
tgtgctgtgg 
atcaccgggg 
cagggtcccc 
gtacttatcc 
gggcatcttc 
ccacctgcac 

gggggctccg 
gacacagacc 
ttactgcagg 

gggggtttct 

actgacagat 
tctaaatcca 
acccccactt 
tctgtcaaag 
ggatggtccc 
gaaaatggga 



gccggccgcc 
aaagggaggc 
tccaactctc 
aggctgtgga 
acttcacaga 
tgagctggga 
gccccgagtg 
aggtggccga 
accacgagcc 
SfSrgagtcccg 
acaagttgaa 
atctgcaggc 
agagaacgca 
ggctcctcca 
tggcctgcct 
ggagcacaca 
acaacgtgag 
gagttcccgg 
ggacctctga 
ccaatggggg 
cttcgtaggg 
gtggtctctc 
tgtggaagca 
ccattggcca 
cacctctccc 
cctccgcgta 
cgccggaggg 
gccagacggc 
acgcgttgtg 
aagtgccccg 
accttctctg 
ctggacttcg 
acctactccc 
aagtctggtc 

gggggactcg 
ccacctgcca 
caaattctaa 
gcttcctaga 
tacctacaca 
tggaatgaca 
aagtagaaat 
aggctgccca 
aaggctgaac 



gcgtccctgg 
tgtacaggac 
tccagagtcc 
actcgccaga 
ccctgtgatg 
aaaggcgagg 
cagagagatg 
gatggcgcag 
cctcaagctt 
ggagcaccgg 
gctggaggag 
cagggaggag 
ttgtgctgga 
ggctctggag 
ggaccggcag 

ggggcccctc 

tgtgcagtgc 
acagattgaa 
cccaggatct 
gggttctaca 
cggcgttact 
tgcccagccc 
tcaagtaacc 
catccaccac 
catctctcca 
cccctacctc 
cagtgggttc 
cttctcctct 
ggcccctggg 
aaaacggctt 
ccctaacccc 
aagccgggga 
aggccacctt 
agatggtcat 
ggcactgctc 
gggttctctg 
atataattgt 
ggaaactttt 
ccaggaacag 
ggaatctgtg 
atcctatggt 
tagaaatgtc 
ccgtaaaaag 



aggggctagc 

ggttgcacac 
ctcaagcggg 
aaactgcagg 
accacctgtg 
ggcaagaagg 
tccccgcaga 
cagcatcctg 
ttptgccaga 
ctgcacaggg 
gacatggagt 
cagagcttag 
gttgagaaga 
acggaagaag 
ggtcactctc 
cagatgctgc 
ccagaggttg 
gtgctaagag 
cttggcgatg 
agtgcactgc 
ggtggttcta 
cctgtacctt 
ccagattcac 
tagggcccgg 
ccaccacgcc 
ctcctgtatg 
tgcagcaagg 
gggaggcact 
tgtgtgcagg 
ctgggtggtg 
ggtcatgctg 
agtgtccttc 
cccaggcccc 
ctccacagtg 
ctggctctgc 
gcatcacgct 
gattagaact 
gaaagcccct 
cgtggtcacg 
gctcccagcc 
ggggaggagc 
ctatgcatcc 
cctcagagct 



gcgcttcaac 
tgccggcgcc 
aacctgcctc 
aggaagctac 
gccacaactt 
Sfgaggcggaa 
ggaacctgct 
gtctgcagaa 
aggaccagag 
tgctgcccgc 
accttcggga 
ccgagtggca 
tgaacctcta 
aggagactgc 
tggagctgct 
aggacatgaa 
cccccccaac 
gctttctagg 
ccccactgta 
ctggtgacgg 
attcatggga 
attgccacca 
agcaggggag 
ggactcccac 
catctacaga 
agagccgcca 
accgatttgt 
actgggaggt 
gacaacgtga 
cagctgtcca 
atggagcctc 
tacagtgtaa 
ctgcagcctt 
accatgtggg 
agaaggtgtg 
ggcagccatt 
gtcaaacatt 
gcgttctgag 
ttttttttag 
cccccagggg 
gggggtggtt 
tattgggtcc 
gcccaccccc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 
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atcccgttcg atccccaaag 
atgtaggggc ctcttttcca 
tgcagggtca agcactttaa 
agcgtactcc tacctcgaca 
gcccctttgg agtggttccc 
ggatgccccc gtcccatccc 
agggccgggc cttccgagga 
actaggggta tggcgaaggg 
ttgcttccgt gtgccccgcc 
cctcccctgc gccccgcccc 
tccctcccct gcgcctgagt 
ggagcggtgg tgacgccagg 

<210> 66 
<211> 4120 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<223> Incyte ID No: LG: 337452 . 25 : 2002 JAN18 

<220> 

<221> iinsxire 

<222> (1) ... (4120) 

<223> a, t, g, or other 

<400> 66 

gcatcagcat ccacccgctc tgcttcgccc tggagctcgc gccgctcagc agcctcaaca 60 
ccgtgctgtc cgagaacgcc agagattctt cctttatacc cctgggacac atgctcaccc 120 
aaaaaatagc ctaccagatc gcctcgggcc tggcctacct gcacaagaaa aacatcatct ISO* 
tctgtgacct gaagtcggac aacattctgg tgtggtccct tgacgtcaag gagcacatca 240 
acatcaagct atctgactac gggatttcga ggcagtcatt ccatgagggc gccctaggcg 300 
tggagggcac tcctggctac caggccccag agatcaggcc tcgcattgta tatgatgaga 3 60 
aggtagatat gttctcctat ggaatggtgc tctacgagtt gctgtcagga cagcgccctg 420 
cactgggcca ccaccagctc cagattgcca agaagctgtc caagggcatc cgcccggttc 480 
tggggcagcc ggaggaagtg cagttccggc gactgcaggc gctcatgatg gagtgctggg 540 
acactaagcc agagaagcga ccgctggccc tgtcggtggt gagccagatg aaggacccga 600 
cttttgccac cttcatgtat gaactgtgct gtgggaagca gacagccttc ttctcatccc 660 
agggccagga gtacactgtg gtgttttggg atggaaaaga ggagtccagg aactacacgg 720 
tggtgaacac agagaagggc ctcatggagg tgcagaggat gtgctgccct gggatgaagg 780 
tgagctgcca gctccaggtc cagagatccc tgtggacagc caccgaggac cagaaaatct 840 
acatctacac cctcaagggc atgtgcccc.t taaacacacc ccaacaggcc ttggatactc 900 
cagctgtcgt cacctgcfctc ttggccgtgc ctgttattaa aaagaattcc tacctggtct 960 
tagcgggcct cgccgatggg cttgtggctg tgtttcccgt ggtgcggggc accccaaagg 1020 
acagctgctc ctacctgtgc tcacacacag ccaacaggtc caagttcagc atcgcggatg 1080 
aagacgcacg gcagaacccc tacccagtga aggccatgga ggtggtcaac agcggctctg 1140 
aggtctggta cagcaatggg ccgggcctcc ttgtcatcga ctgtgcctcc ctggagatct 1200 
gcaggcggct ggagccctac atggccccct ccatggttac gtcagtcgtg tgcagctctg 1260 
agggcagagg ggaggaggtc gtctggtgcc tggatgacaa ggccaactcc ttggtgatgt 1320 
accactccac cacctaccag ctgtgtgccc ggtacttctg cggggtcccc agccccctca 13 80 
gggacatgtt tcccgtgcgg cccttggaca cggaaccccc ggcagccagc cacacggcca 1440 
acccaaaggt gcctgagggg gactccatcg cggacgtgag catcatgtac agtgaggagc 1500 
tgggcacgca gatcctgatc caccaggaat cactcactga ctactgctcc atgtcctcct 1560 
actcctcatc cccaccccgc caggctgcca ggtccccctc aagcctcccc agctccccag 1620 
caagttcttc cagtgtgcct ttctccaccg actgcgagga ctcagacatg ctacatatgc 1680 
ccggtgctgc ctccgacagg tctgagcatg acctgacccc catggacggg gagaccttca 1740 
gccagcacct gcaggccgtg aagatcctcg ccgtcagaga cctcatttgg gtccccaggc 1800 
gcggtggaga tgttatcgtc attggcctgg agaaggattc tgaagcccag cggggccgag 1860 
tcattgccgt cttaaaagcc cgagagctga ctccgcatgg gattatgcca gtctcctctg 1920 
tgaaggtatg ctgggcaggg tggcctgtcc gggacatggt ctacatggct gcagtgatgt 1980 
gaggctggcg ccagctgcag ctccccacag tgtttacacc ccgcactttg actaccgagc 2040 
cccacacggg tgctggtgga tgctgccgtg gtggcaaagg acactgttgt gtgcaccttt 2100 
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ttgcacgagc aggggcaaaa 
cagcgccctt accttttcca 
cagcctgtgt cagtcactag 
aagccggagt gtctgcgcga 
gcagaaagaa tgtgggcctc 
ccaactccaa tcattctgac 
tacccgccct gggaagcacg 
ctccaatgcc ccaggctgcg 
ctgagtcccc atccctcctt 
ctgtccccat ccctcccctg 
cctccccagg gcaggggtaa 
tcagcaagtg aaagctctcc 



tcccaaagag attaggattt 2 640 
aggaaccccc cacccacccc 2700 
caaggcagaa ttccagagta 2760 
ggggctgcct ggaacagcat 2820 
ctggagagct ggtcctggag 2880 
cttggcctgc caaggctgtg 2940 
ggctgagggg gtgaggacgc 3 000 
gactccctta gtccttgcag 3060 
gccctgcccc ctgctccatc 3120 
cgccccgccc cctgtcccca 3180 
aagacctggc cacaagaacc 3240 
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gaaaatgaaa acacagagtg gtgcctggcc gtctggaggg gctggggcgc cagggagttc 2160 
gacattttct accagtccta cgaggagctg ggccggctgg aggcttgcac tcgcaagaga 2220 
aggtaattcc tgtggaatga ctgtcacaca tcagagctgg ctggcccggg gctgcagcct 2280 
gacccctctg ccatcggcct ctagttctcc aaggacctag aagacagatg gagttctccc 2340 
ctgaactcct tgctgctaag aagtgctgag aagttactcg cctggcggtg gctccagggt 2400 
tctctggttc tctggagcag agttctctga ataccccatc ccccaactgc tgattttaca 2460 
gccccaggga agacagtggt atcaggctgg gagcggcctc ctctggcctc ccccatcagt 2520 
ntgcaggagc aggggtgcag gatcctgttc tgagctgggt caaacaaagc agggccgggc 2580 
Gttcctgcca tccccaggtc tcagatggaa ttacactaga ggccctccgc tgggaagcac 2640 
ttgaggtagg gcaggagggg ggctgtgacc cctgcccttt ccccgccaga gacctcaggc 2700 
tctcagcaca ttccacaggc tcctgagtcc ccgaggcctg ggccagcttg ggcaagccaa 2760 
gatcagatgt ctctgtgttc gggaaggtct ccgtgtggga aagcccttgg gggatcccgg 2820 
gtgaggagtg ttgccccatc cagagaatga atgagttcct ttaagtgcca ccgccagcaa 2880 
gcccagaggc acacagtccg agtgcacccg cttagccttt acattcctct ccaccgacaa 2940 
aaggaagggg aaactcaatc agcaggactt cagaaagggc cttgtgttta tagctttgtc 3000 
aagtaaattt ggacgcagct ggagcacagg ccctgtttgt ttgcacataa taatcttgtt 3060 
tatcacttta aaaaattcag taatatctca gcagtcaggc ttctggttgt gaaatcacat 3120 
tgtatgggat ttataccaaa ttatgtattt gctaaacatt cactgcacac gtgtacagcg 3180 
gagtacgaaa aggaacgttg tccacagggg atttatggat acaacagcaa acattttata 3240 
aactatgcac atgcattaca cacatgcaca cacatatgca cacacatgtg caaacatagc 3300 
cacttttttg tcaagagtta ccctttgggg ctccttaaac cagaatggga gtttgaaaga 3360 
gagatcatac tccagctgaa gtttgttgac ccttttctaa aattaaaaag atcaaattta 3420 
gtatttgctg gatatgcagg gagatgagac tcttttaatc tcaaaataaa cagattcttt 3480 
caagaacgaa gctgtggcct ctgtctttcg agcgcttatg accacagcac gggctcagtc 3540 
cctcccagac ccactcgctg tctggggata atgggcagcc cctccttgcc cactgtgcca 3 600 
acatgcaggt ggcccctgag cagcttccat gggtggagac gctgctctgt cagtcacagg 3660 
cttggaaaaa gcgagtcccc caactctttt tttttttttt tttttaccaa cctgggcacc 3720 
aagtcccagg gggctgaggg tctgtgcttc ctgtctacct ccctgccatt ctctcaccct 3780 
catcccacag cagggtctca ggagtcccac tctccctctc ctctcattcc agtgccccac 3840 
aactgcccag ttaaccccca gatgcaagcc agattccatc tgccccaggc cccaagcttt 3900 
tgctttggca tcacgcgagg ccaggctgct ttgcaggcac caaaattcac cctctcctac 3960 
tcctggaaaa gcccagcccc aggcctcaca gagccagggg aggggatctc atcacatcac 4020 
agttagaaat catacaggcc taaagtccca gtacccagga gcaaggcaga ggatccttga 4080 
gctgggagtt ggaggtacag tgantatgat cacaccagtt 4120 

<210> 67 

<211> 7340 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: LG: 340580 . 16 : 2002 JAN18 
<400> 67 

tgaattactg tcacttttaa acattgtgaa acaagaaatg gatgtgcaca actcgacact 60 

tttctagcat tcttgaacta attcacaaat gcaagaaaat aaaagaaaaa tgagggaaat 120 

gatgaatgta ggtagtctgg tgttaaaaac taatgcatta ttatgtttat taactttgag 180 

acccagaaat aaattctttt cttttcttga ttcttgctct taaaaataca aaaaaaaaaa 240 

tgtttggttt ggtgtaattt tgggttggct tatggggggg ctttttttaa atggtcagga 300 

ttatgatctg gctgtttttc ttcaatatgt atacaaggtg atgtgaaaag atgactgggg 360 

cagaggagta agaacaagta ggctggttct tctacttggc ttcagaattc agttaatgcc 420 

aaaagcgaag atcaagccca tgtgatgtct cgtggctcac ctgcatttcc agagagtgtg 480 

acactcatgc agtccctgag aaaaataaaa tcagggacat acttctcctt ttagcctttt 540 

aaaaattcaa aaacgtttag tccaagggaa ctttttatgc tatcaggaaa ggtttttgct 600 

gtttttgatt ctgattat'ca cagccaagta ctttgtttta tttctcccta attaataact 660 

acattccatg aggcctcttc caaccagaga ggccttttct tccaggagag tcccgcagga 720 

gatgctggta tgatgggcac cattggttaa gtaaactaca tgcaggaaga agtccttggg 780 

gccagtctgc cagctgagtc ctggttttgg atgaagagtt aatgagatat tgggccaggc 840 

tcaatgctgt agttttaatg cfcaagaggtt acgtttactt cacagagtac acctcttagt 900 

aacctctgac ttaggcagct gcttaaagca aattgcaaaa ctggcttgat ttggaatgtt 960 

tttattagag gaaaaaagaa agccatatta tctggaaaaa aaattcattt taaataccat 1020 
cattcaacaa attatgttca gaaagtggtc agaacttaag caagaaaagt aaagaaagaa 1080 
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tgcagaattg tggagcaatg ctttaggaaa tatttctacc tgaacacttg tactcttgaa 1140 
gtcacaacaa aataatgatg agcttttcac atcaccttta tggtttcaat ccctagctca 1200 
aagcttcctg gaatctttta ttttttgtaa actttttttt cttttgttaa aataaataaa 1260 
acattcaatg tttttctcct tttctctctt attacttctt tcctttggca ttttcaattt 132 0 
gaaatgcttt cctttggttg ttggttttat tctcccccta cccctcccct tttcttatta 1380 
ttcagaatat aaacctgcaa aactctcaca gatcagacaa atctaccata cggagctgga 1440 
gaaatacgag caggcctgca acgagttcac caccctcgtg atgaatctcc tgcgagagca 1500 
aagccggacc aggcccatct ccccaaagga gattgagcgg atggtcagca tcatccaccg 1560 
caagttcagc tccatccaga tgcagctcaa gcagagcacg tgcgaggcgg tgatgatcct 1620 
gcgttcccga tttctggatg cgcggcggaa gagacggaat ttcaacaagc aagcgacaga 1680 
aatcctgaat gaatatttct attcccatct cagcaaccct taccccagtg aggaagccaa 1740 
agaggagtta gccaagaagt gtggcatcac agtctcccag gtatcaaact ggtttggaaa 1800 
taagcgaatc cggtacaaga agaacatagg taaatttcaa gaggaagcca atatttattg 1860 
ctgccaaaac agctgtcact gctaccaatg tgtcagccca tggaagccaa gctaactcgc 1920 
cctcaactcc caactcggct ggtggatacc cttcgccatg ttatcagcca gacaggagga 1980 
tacagtgatg gactcgcagc cagtcagatg tacagtccgc agggcatcag tgctaatgga 2040 
ggttggcagg atgctactac cccttcatca gtgacctccc ctacagaagg ccctggcagt 2100 
gttcactctg atacctccaa ctgatctccc agcaatcgca tcccggctga ccctgtgccc 2160 
cagttggggc aggggcagga gggagggttt ctctcccaac gctgaagcgg tcagactgga 222 0 
ggtcgaagca atcagcaaac acaataagag tctccttctc ttctcttctt tgggatgcta 2280 
tttcagccaa tctggacact tctttatact ctcttccctt ttttttctgg gtagaagcca 2340 
cccttccctg cctccagctg tcagcctggt tttcgtcatc ttccctgccc ctgtgcctct 2400 
gtcctagact cccggggtcc ccgccctctc tcatatcact gaaggatatt ttcaacaatt 2460 
agaggaattt aaagaggaaa aaaattacaa agaaaataat aaaagtgttt gtacgttttc 2520* 
atgctggtgg tttgaggagc caaatttacc tcactcgaat ccctcactcc ctatgttaac 2580 
aggcaatcct tctctgtttc tcttattact ctcactacct cttagcagga atactccaca 2640 
ttgccctatt cattccaggc ctccctgctt cctcttgctc ttcctccctg gggacagtac 2700 
tgattggaac actttcctcc tcttccttcc tagccccagc tattcactgg ggactgtcat 2760 
agctgggatt ctaaaggtgc cacatttttc agtttcatct ccactaggtt ggttcccggg 2820 
caggaagtca ggcagcaggg aaggacacgg gaacagcagg tggagaattc ctacagtctt 2880 
. tcttaccctg ctagcaatag ctctcagttt cagaggcaca gtctttggag accattcagc 2940 
actgagaaag caatatttag aacctattgc aaaactgggc ctgagttagg catggtgatg 3000 
aatgcatcag caaggaatag aaagttctta tcgtgaaacc cttcaacctc aactatgcct 3060 
tcatagacac acacgttcat gcacatgtag gcacatgtac catctcacat cttcactttc 3120 
ccgagatgcc atatacaatt acctacatta ataactgtag cactatgcct tttgagcccg 3180 
agagagggaa ttagtgactc taagtgaagg tcactgacac agagaagcag tatgtgtctg 3240 
gggcttccag gacctgcagg cccactagcg tgcacttacc agaatggcat acacaggacc 3300 
tgatcatgag gaagaccagg tttccagtgt aaactactct tgttcccacc acctctggag 3360 
cactcaggga gccccataca gtacttacaa tgtctttaat ggacttgatt ctgtttaatt 3420 
ttttgtttta tattaggcac actgtattaa ttttccaaaa tgttatacca cactatgttc 3480 
ttggtcctga cctattgctc tggaggaaag agttgtataa gaacgtggct catgtgaact 3540 
tttgctagct tcatttgagg acctgagaat catggggaaa gggaaggtaa tgttttcatt 3600 
gaaatcatca cagtgatttt tattccctgg gaacacagcg tgtactaaaa atacatgaga 3660 
aaatagcatg tatatgaaag ctattctcaa aagtcacctg agctcaccat cttcatagcc 3720 
aaccctacca gttataaaga tggcagctct atcacttgat taagtgggag gtggtcaaat 3780 
attttggtgc ctcattttct tcatctgtga gatgggaact gttatgcctg gcttactaag 3840 
agtcttgtga gagactgaga agttgatttt gttcatatcc aatctgtaaa tgcgaagtca 3900 
ggggaagtaa tgtccctgaa ataaacgggt tcatgccatc tagggacaat aaatggtttt 3960 
cttgttgtaa cttctggtta atatcagtac cttgatgtca tcaccgtgat gacaaagaga 4020 
agagttattg ttgatcttct tggttttggt ctgtctcttt tcttaggata aagaaaaact 4080 
tccaaactag aaaaacaggc cctggttccc ttagtttgca cttgaaccca atatgttgcc 4140 
ttgtacatac ttggtccctg tcacattgac tgcttgggag gcttccaggg agaagtatga 4200 
gaccctgagg ggtgagaatg ggcagctagc aagaacatgg aaattctgct tggcactaca 4260 
gtcataaata gaaaacactg tgtgtgctca ggggagcagg ggatgccact gaagaaactc 4320 
aagggaatgt gtatttgaag gaaatgcaaa aactaagtat ttagcaaaat gaaattatgc 4380 
cttgatgact aaaaggcact agaaaggttg tgtctactaa cttcagccct aatcagaaca 4440 
gatgcctaga aggagcattt ttgtgacaac ttcatagtga ttagaatcag tggagaactc 4500 
catcttagtg gcaggaatat aatgaaacta cccacgcaag aacatggttg aatcacattt 4560 
gcttgactta gggcaaagta cgaaagagag acaaaagggt tctcttggaa acaagaagag 4620 
tgactccaga tgtggcctga ataattgcca tgttaagtta atgcaaaaga tcagaacagg 4680 
gctacatttg cacaggcagt ttctctccgg gccgtagttt tcactgatga tcacctttca 4740 
cagcattttc cccaaccagc atttcactta gtcttctcta tacccagcac ctcccccggc 4800 
acccccggca agcccactat cacttccgac ttccaacgtg gcatccgtga gatctgtcca 4860 
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cattaggcga ag'caggagaa cactgagagc 
tggaaacaca gcttcctggg aattcacatg 
ccaggatttc ttcattttct aatagatgtg 
tcccctgaga aacgatacta gaccctgggt 
tccttttcat ccctaattca tcctccctct 
tgccaagtgg caccttcttt caatttatgt 
tgctggttgt cttttctcac acatctttct 
ttctgcccag aaaaacctga cttcgatacc 
taaaaaaaac tttaaaagaa acaaaaaaat 
tttccattgt ttcttgcgac ttgtgtctcg 
taatgaatgt tcttgtatat tcagataaag 
taatagtgtt tataataaaa attttaaaaa 
gaatttcccc tcttctttct gtgacaatgc 
gactacctac attcatcatt tccctcattt 
ttcaagaatg ctagaaaagt gtcgagttgt 
aaagtgacag taattcattt tgtaaactag 
cataataggt acaacctaac acattattat 
tcttttcttt tcttgattct tgctcttaaa 
ttatttttgg tttgtttatt ggggggcttt 
ttttcttcaa tatgtataca aggtgatgtg 
aagtaggctt gttcttctac tttgcttcag 
gcccatgttg atgtctcgtt gctcacctgc 
cctgagaaaa ataaaatcag ggacatactt 
gtttagtcca agggaactfct ttatgctatc 
ttatcacagc caagtacttt gttttatttc 
ctcttccaac caaagaggcc ttttcttcca 
gggcaccatt ggttaagtaa actacatgca 
tgagtcctgg ttttggatga agagttaatg 
ttaatgctaa gaggttacgt ttacttcaca 
gcagctgctt aaagcaaatt gcaaaactgg 
aaagaaagcc atattatctg gaaaaaaatt 
gttcagaaag tggtcagaac ttaagcaaga 
caatgcttta ggaaatattt ctacctgaac 
tgatgagctt ttcacatcac ctttatggtt 
ttttattttt tgtaaacttt tttttctttt 
ctccttttct ctcttattac ttctttcctt 
ggttgttggt tttattctcc ccctacccct- 
"tgcaaagctc tgctctgttt tggttttgaa 
caggcttctg tcccttttga ttccaactga 
gtgtaggttt tacagtctcc taatttgtac 
ttttgttgca aaaaaatcta tgtcggtgcg 
gatatcagct tatcgatacc 



agcaggatgg gtttggaaag agcatgcctc 4920 
aggccagtcc tacagagagc aagatgcacc 4980 
ggagtgctcc attttccccg acagcgaatt 5040 
ttgcccacct tgtaactctt ccttatctcc 5100 
ggcatggaat tgacgcccgt gcagtacatt 5160 
tttattttgc tatggtggtg attctttatt 5220 
ctctgtctct ctctttcctg ctctttgttt 5280 
aaaaaagatg aaactacaga aactcaaatt 5340 
actcaacgat tctttcagct ttattaacat 5400 
ttctttgtag tattgatgat gaacatttga 5460 
aaaaaaaaaa ccaaaaaagc ggtctgaatt 5520 
tgaccctcat agcacgcaaa acaggatggg 5580 
gcatcattcc tgcattagtt tttaacacca 5640 
ttcttttatt ttcttgcatt tgtgaattag 5700 
gcacatccat ttcttgtttc acaatgttta 5760 
aaaaaaaaaa aaaaaggttg gaatagtgag 5820 
gtttattaac tttgagaccc agaaataaat 5 880 
aatacaaaaa aaaaaatgtt ttgttttgtg 5940 
ttttaattgt caggattatg atcttgctgt 6000 
aaaagatgac ttgggcagag gagtaagaac 6060 
aattcagtta atgccaaaag cgaagatcaa 6120 
atttccagag agtgtgacac tcatgcagtc 6180 
ctccttttag ccttttaaaa attcaaaaac 6240- 
aggaaaggtt tttgctgttt ttgattctga 6300 
tccctaatta ataactacat tccatgaggc 6360 
ggagagtccc gcaggagatg ctggtatgat 6420 
ggaagaagtc cttggggcca gtctgccagc 6480 
agatattggg ccaggctcaa tgctgtagtt 6540 
gagtacacct cttagtaacc tctgacttag 6600 
cttgatttgg aatgttttta ttagaggaaa 6660- 
cattttaaat accatcattc aacaaattat 6720 
aaagtaaaga aagaatgcag aattgtggag 6780 
acttgtactc ttgaagtcac aacaaaataa 6840 
tcaatcccta gctcaaagct tcctggaatc 6900 
gttaaaataa ataaaacatt caatgttttt 6960 
tggcattttc aatttgaaat gctttccttt 7020 
ccccttttct tattattcag aatataaacc 7080 
agtttaagct tttctgcttc tgtgagagca 7140 
acttttgtgt tctctaatga tactaacacg 7200 
tggtaatgca tattccaaat aaatagtttc 7260 
gagaaagagg taatgaaatg gcaggaattc 7320 

7340 



<210> 68 
<211> 2040 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: LG : 350272 . 6 : 2002 JANIS 



<400> 68 

gcgcccgcgc gctgttggcc atggcgggcc 
tggccgagga cgacctcggc tgcatcatct 
gccctgcggc cacagcttct gccgccactg 
ccgccgctgg gcctgcccca cttgccgcca 
gaacacgcta ctgcaggacc tggccgacaa 
gggctccgac cctgcccact gcccctgccc 
gaggccccgg cgccgcccgg aactgcagcg 
tgctcaggag ctgacagagc tggtggaaca 
tcagaggccc ctatcagaat ctggaccaga 
ttcttctggg gtggatcttt ccatggcttc 



tgggcctggg ctccgccgtt cccgtgtggc 60 
gccagggctg ctggactggc ccgccacgct 120 
cctggaggcc ctgtggggcg cccgcgacgc 180 
gggcgccgcg cagcagccgc acctgcggaa 240 
gtaccgccgc gccgcacgcg agatacaggc 300 
gggctccagt tccctctcca gcgcggccgc 360 
ggtggcagta gagaagagca tcacagaagt 420 
tcttgtagac attgtcagaa gcctgcagaa 480 
caacgaactg agcatcctgg gcaaggcttt 540 
tccaaagctg gtgacttccg acacagctgc 600 
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agggaaaatc agagatattc tccatgacct agaagaaatt -ggaaaaat tacaagaaag 660 
cgtlacctgg aaagaggctc ctgaagcaca aatgcaggga saactcctgg 9 
tlcctcctca tgcccattgc ctgaccagag ^^accctgca ctcaggag J 840 
tgctcagtgg gccatccatc ^aacctttaa ^ttgaagagc cttt^^^g^^ gctggagctg 900 
gtccaaggat tcccgtacag ^gactgtgtc tcaccgccca gaaagcatta 960 

tgagaggttt tctaccagcc aggtcttatg ttcccaggc | cctgggagat 1020 

ctgggaagtg gacactagga attgcagcca =tgggcagtc JJ^J J« ggaaggggac 1080 
gagccgcgac caggtcctgg ^aaggactat JJJ^^-^tgt ^gtgtgg^ iLgacctgg 1140 
tagccagctc tctgcatggc acatggtcaa S^gjjjctgcc ^ cagtggacaa 1200 

ggtggtgggc atctggctga accttgagga gSSJ^^JJ^^ ?ctcctttgt accctgcctt 1260 
tcaggagaag cttctgtatg agtgtaccat ctctgcctcc aggtgtaagg 1320 

ctggctgtat ggcttacatc ctggaaatta ^ctgataata J^g g^^^ caatcagggt 1380 
tttcctaagg gattacaaca cagtggtttc ctggtctctc | ggatctcact 1440 

agtaacttga cttaagaata ccacttttta ??ctSccacc tcagcctccc 1500 

aSgttgccca ggctggtgtc gaattcctgg ^ctcaagcag tcctcc ^^^^^ ^ 1560 
aaggtgctgg gattacaggt gtgagccacc acacctggcc JJ^ attccaaata 1620 

taatcctttt gtgtgataca SSatgaactt JgJ^gtttg JJ^ 9| atatcttgcc 1680 
aagaataggc ccctgcctgg ctcctgggag ^t^^^^^^^J gcagtatcag cttgaccttg 1740 
tgataagagt gtttttgttt acctgtgggc ^"Jg^^^^ ?gaSgcatg? caatgtgatc 1800 
caaggtcaag ctgaggagac taagttagcc | ^lactctggt tggtaatact 1860 

sssssc =s ssraS^ ™- ™- nil 
sstSa fcir«is iT^^i s.^™ 



<210> 69 

<211> 318 

<212> DNA 

<213> Homo sapiens 

.<220> 

t^^ll^TTo: I.G:397228.1:2a02a;^18 



<400> 69 r*i-rrrraaaaaa aactgacctg cgccatctgc 60 

caccgccBoc Msoctggc lcl?gSg« SSttotS cgggacctao 120 

sssss ^s^s -™ sr~i ^ss 

JS^lScc? Si?c?cS cScSlTcl S™? cVccc^c =a«=«=«c 300 



ccccgccacg ggcggccg 

<210> 70 

<211> 3255 

<212> DMA 

<213> Homo sapiens 

<220> 



<^ll SSfS^So: X..:401325.41:2002aAN18 

<220> 

<221> unsure 

<222> (1) (3255) 

<223> a, t, c, g, or other 

:S2«gccB =cgc=gg.c, ocgggctctg tggttcgggt -gj"^=g ^^SSgcc "o 
c5?c|lta= ogccgatgct gcoocegcK 9=at=cc=cg 'JSI.,lgt 180 

??S«g;?2 «e:SSrc ^SSSc tS^S^ S^|L.cg cca— .JO 
SI^^SS SSag-?S cISSS Sc'Sr- g,Sa=g.c« 3e0 
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TtTolilli SSS?: cSc??ga T.T.:T.l'a ^'^^^^^^^ 
gagtgctgcg ctgaagaaat aScagac?Sa ?caKaSaac f^f^^^^^*" ccaggtatct 480 
gtgtcaggct gagctgaaga agcttcaSa aaaS^f^^^ aaaggcgacg ccctggacaa 540 
gtactcggac aaggajctgc Staca??ga ?gSa?cJac ^fr^""^^^^ atcctcagaa 600 
gaattacgtg tccgacggct acaagacS? act^.™^ aacaagcagg gcgagctgga 660 
cctggtggag aagcagtgcg cca??accl^ Sagcgcaggc gcttctgctt 720 

ggagctgctg gcgca^alg? tg?cS?g?g Scaacaal^o ^^'^^'^^^^t ccaagggcaa 780 
cccggagcgc gcggtgcagc tfa^gcaaS a^t^«o^?^ tgtgccgacc ccagcaagat 840 
cgcctgtcgg cctccaag?c aacc?ga?ca aacggcgcca ccctccccag 900 

tgccggtgcc ccccgagltj gcaccStca taao^oo ^ cattccgggg gccaagcccc 960 
ccatcatgaa cggc?t?aca SSccSaS SSfof ^^^^^^^^^^^ gagagcacac 1020 
aggctgccca gcccaaatcc ??Sc??c^? ?g?aS?c?ca a^^^''^^^^ gctgaccgca 1080 
actccaacac actccccgtg cgcaaaaSca gagcaagctc agcgactcct 1140 

agaacaagac tctgcctJgS t?gaSccI lalalat^al ^^^^^^^^t gccaccaccg 1200 
tgcgggtgaa ggccatcttc tc?S?cacta It^llnt^t^ cctggagcgc aatggccgta 1260 
aggagggtga cctcattacc ctgc^gjtg? ctS^o^^ cagcaccctc ctgagcttca 1320 
agagtgagaa gaccaagatg cggS??ggt tScStctI ^f^^^^^^^^^ cactacggag 13 80 
gcgatggcag tgacaggctg cicataaScc t^^«^^= ctacacccgg gtcttggaca 1440 
acctcctgga caaggSgal S^gJcSJcc Sccc^^ol? f^^^^^^^^ agcacgggca 15 00 
ccttccccgc ccagacgacc aao««o^^^= caccccccga ttacggcgcc gcctcccggg 1550 
ccttctccca ggg?ctSat gS^gS Scaat^f? ctacagtgtg gccgtgcclg 1620 
tggtgtccac agtgtgSJga SJStgacccc aaao.^^o ^^^^^^^^^-^ agcggcacgc 1680 
ccttccccct ggtctcgfcc S??t?co^^^ Srggcagccgc tgctctgaag agcttccgcg 1740 
ttttcttttc cfcctg?ccc ?tgcct?tta attaaS""^ ctggtttgth cttgggttg? 1800 
gggtccatgg tgctgStcca ?c?gcccccc ?tccSc?ata ^^f^^^^^^^^ tgatccccca 1860 
tgtcccagcc ttttgagcag aaactgccaa alt^^t^f.^^ tttacgcgcc ccatcotgtg 1920 
tcggcctcac cctgcagtg? cJgtgSS ?ac??Sttff cggggcaccc 1980 

ggtctaaagt ttgaagaaaa aaaaaaah^^ ^t^l^ ^^^^ ctaaggctcg ccgtgagcca 2040 
aaaacaggaa aalggl?t?? ????ttc^t« = aanaaaaaaa ganaaaaaga 2100 

gtgtgcgctg tta???cgca tccgacttcS ^caSa^Sff accgatctgc atggactccg 2160 
aggtgctggg gtccctggcc gcc^cgaccc ctSKSf^ ^^cctotgtc cggacaggga 2220 
cgtgccaagc tcgaggjjcc tcctSSaaa alll^^^^^f gtgcacagag aaagggggct 2280 
cgggcacctg agggcfSStc cctcHalU ^ta^^f ^ctgtgaggg aggccgggcc 2340 
gcaoagtggc ctcacctccc g?cgScac? alaln^^Z ^^^Sr^acata gagcagcgcg 2400 
ccagctggcc gcacacggac S???IaaS co^?™ aggtcggggg caggcgctgc 2460 
tttgaccagc cttgtgaggg catcaatact 2nl^T^^t °°*°°<=cacc cccacattcc 2520 
gtgtgcgggc cggjccc?j? tSggggaJgg Hattlllal ^^^^^^ tctgggcagg 2580 

cacctggggg aaacaggcgg ttcctScSSa St?^^^^??^ cacgccgcac ccacgccccc 2640 
tgtcttggtg actttajall caaaclcao? ^It^ll^^ aacgctctcg tctttttgtg 2700 
ccacactgaa ctctggjjaa ?SaS?S2fa ^""^ gctactggta ttgtctcttc 2760 

gggagcccct gggaISc IgcStlctt JSctS?^''^ ggctcagoct gcccgctggt 2820 
cacacctccc cgtggLtgg ScJtSc^g g?agS?t?a tf^lT^""^^ aagcctccca 2880 
gcggaccgcg tgacattaag gagagcgcaa ao^™^^ tgtgggaagc agctcaagac 2940 
ccgcgccggc gttcccgct? cSSSJ? ??caff^oo^ Sgccctgtgt agagaccctt 3000 
atgaatgtag acacaaaaca gJaacScJJg ta^Saaato tgctcaatgg 3060 

tttcctgttt cctttccttt tttttSaa Itnf^lltl^ taaagtgctg aacatatttt 3120 
tgtttgaata aaagttttat tta^tJ^cJa a^SaJIt^l tgcagttact 3180 

ggtaatgaaa tggca atcgccca aaaaaaatct atgtcgggtg cggagaaaga 3240 

3255 

<210> 71 

<211> 3444 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> incyte ID No: LG: 402029 . 14 : 2002crAN18 
<220> 

<221> unsvire 

<222> (1) ... (3444) 

<223> a, t, c, g, or other 
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<400> 71 

aaaatatttt agtaaaatct ggcggtgggg gcaccacgng tcggtaaatt gtttttctac 60 
attagtgacc ccaggtcaag gtttaaaagg gcttctgcga agagccttct aaagacagaa 120 
gcaggcgatg tccttcagcc tccccatccc tccctcctta ccgtcctccg gacctcattt 180 
ttaggccgaa ctggttttgc tgcgtctctc tctcctcttt ggtaaatcgc ggagatgcac 240 
ggcgcacttc gggagtctgg gcagggatgg ggccccctgg gctcggccgg agagtaattc 300 
atggtctgat tggaggcatc aggtgtaccc ttggcacaga agggcgaaca tggctcaagg 3 60 
atcagttccc agtggccgag gggcacctgt tagaacacca acgtctccta caaatgtgtc 420 
cccaagaatg cagcaagggg aacccagcag gggccccaag tataacatca atctgggcga 480 
gtcaccactg ccccttgcag caaccgatgc actggtccag ccctcacgca ggcccgctcc 540 
gtgagtaaat ggctctcttc tcttgcagga atgcagtgga ggaaggcaag ggtatttttt 600 
acaacatcaa aaactttgtc cgattccagc tgagcacgag catctccgcc ctgagtctca 660 
tcactctgtc caccgtgttc aacctgccca gccccctcaa cgccatgcag atcctatgga 720 
tcaacatcat catggatggg ccaccggcgc agaggagttc ccagaaaact gaagtgtgtt 780 
gcactggagt gagactggga gtagaaggca gaggagaaag tacctgggcc ggcagagctg 840 
gcttgggggt agagcccgtt gacaaagacg ccttcaggca gccaccacgg agtgtgcggg 900 
acaccatcct cagcagagcc ctcatcctga agatcctcat gtccgcagcc atcatcatca 960 
gcgggaccct ctttatcttc tggaaggaga tgcctgaaga cagagcaagc actccccgca 1020 
ccacgacgat gacgttcact tgttttgtgt ttttcgatct cttcaacgcc ttgacctgcc 1080 
gctctcagac caagctgata tttgagatcg gctttctcag gaaccacatg ttcctctact 1140 
ccgtcctggg gtccatcctg gggcagctgg cggtcattta catccccccg ctgcagaggg 1200 
tcttccagac ggagaacctg ggagcgcttg atttgctgtt tttaactgga ttggcctcat 1260 
ccgtcttcat tttgtcagag ctcctcaaac tatgtgaaaa atactgttgc agccccaaga 1320 
gagtccagat gcaccctgaa gatgtgtagt ggaccgcact ccgcggcacc ttccctaatc 1380 
atctcgatct ggttgtgact gtggcccctg ccgtgtctcc tcgtcagggg agacttttag 1440 
.gaggccgcag ccttccatca ccggatcagt ttttcctctt aggaaagctg caggaacctc 1500 
gtgggctcca gggacccagg cccacatcca tccagcgttc ccgctggctg tgggacagac 1560 
agggaggggc ctgtacagaa acaccacact gtttattaaa tcacaatgat ttttattaac 1620 
catgtctaac tacgtatctg tgccacagct tgcagtgagg caggccactc gtggcagata 1680 
caaggggctc ctgagaggca gtgggtagga tggtcacact ctgcccattg ccctcctgga 1740 
ggccccattt cctcatcata aaatgaggga cttttaaata aagtgctatg ccgggggata 1800 
attattttga tgtgtttacc tagggttttt .catacaaggg gccaggttgg aaacccacag 1860 
ccatgtgtta atggccacgt ggggtgagca gcaatccatc atgaatggcc tacaggaagg 1920 
cctcggcttt tggagataaa gagtagggct gggcatggtg gctcacgcct gtaatcccag 1980 
cactttgcaa ggccaaggca ggcagatcac ttgaggccag cctggccaac acagcaaaac 2040 
cctgtctgtc tctactaaaa gtttaaaaaa aaaaaaaaaa acagttggcc aggcgttgat 2100 
gattgcacac cgtgtgttaa ttcccagcat actcgggagg ctgaggcagg agaaagggct 2160 
gtgagtccag gagggggaga ttggtcccat tggcactggc agcttggggc aacaaagcaa 2220 
gagtctctct cagaaagtgg cccttctctc cggaaccagg aactgtagta tctcctgctg 2280 
cctgcagaca agcttgattt cccactgccc caaagacttc caaaaaccca tctgctcttc 2340 
cacgtgacag atggcagagg agagaggtct ccatgctgtt cttctgcctg aagccacgcc 2400 
agaaccacca aagggaacca gaaggggaac tccgtcccca tctctcagga aataaggcca 2460 
gagctagaac cccccagtta ctagtcaggc ctcactagag aaacagaacc aacaggatgg 2520 
agggatatgc agagatttgt tttaaggaac tggctcatag gatgttgggg gctggcaagt 2580 
ctaacatctt gaggcaggcc agcatccctg gagacccagg gaagagctgg ggatgcaggc 2640 
tggaggcaga atttcctcct cctcaaggga gttcagcctt ttcctcttat agtcctcatc 2700 
tgatcggatg aggcccactc acgttatgaa ggataaactg tttgttttac ttcaagtcta 2760 
cgggcttaca tgttagttac acagcgccat ctagaccagt gtttgcttga cgaaaatcaa 2820 
cttggcctgg ccaagttgtc agataaaagt acccgttgca cccagccacg gtagctatga 2880 
aaagggctac caggggtggt aacagctggg tcagacgaag ataaggaagg tcagagtgga 2940 
cccctgccag ggttccaggc agagtccaaa gtcctccata gtaggattca cagcctggga 3000 
agaagcccct ctctggctac aacctgtgac accagggcca caggaggaga tgcagcgatg 3060 
ggccattcct agtgagacac agacacaggg ctggctggag aagaaacctt ttgagctgtg 3120 
gggctgtctt cctagaagct gccaacccct ggaaccacta agaggtcaag gctgaagtgt 3180 
gccacttcca cagtctgcta aggagtgcct ccccctgagt cagggacaat tcttgctcta 3240 
cttttcagga tccttgggca cactgctggc ccgagacatt tacttcccat ttaaaattaa 3300 
gtaatcaaaa taccagggtc gattgatatt tgcaataaca acaaaaatta ctctgaactc 3360 
ttgcttatgt aaactttagg gataaaactg tagtaagaca ccaaatgcta accaataaaa 3420 
tataaattag actacattaa aaaa 3444 

<210> 72 
<211> 2396 
<212> DMA 
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<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: LG : 407233 . 2 : 2002 JAN18 
<400> 72 

tttgtggttt attgatgcat caaagattcc ttagagataa atgcatataa aatgtgacca 60 
gaaaacattg gatttatgga gattatgcac ttggtgccca catttctcaa ggatgggaat 120 
gttgtgggag tgagagggat gttgcttcct ttataatcgt atacacagtt aatttcttat 180 
ttcctacttt gggcttctgc ctgctgcacc tgctgctatt ggcctattca tggtagctcc 240 
agccttcccc ttgacctcga tgtccctgcc atcaggacct tcacatgcca tcttgtgttc 300 
ccccaggagt ccctgtgtct aatgtgaatc tagagatccg gcccaccgga gggcagctga 360 
ttgaaggaga aaatatggtc cttatttgct cagtagccca gggttcaggg actgtcacat 420 
tctcctggca caaagaagga agagtaagaa gcctgggtag aaagacccag cgttccctgt 480 
tggcagagct gcatgttctc accgtgaagg agagtgatgc agggagatac tactgtgcag 540 
ctgataacgt tcacagcccc atcctcagca cgtggattcg agtcaccgtg agaattccgg 600 
tatctcaccc tgtcctcacc ttcagggctc ccagggccca cactgtggtg ggggacctgc 660 
tggagcttca ctgtgagtcc ctgagaggct ctcccccgat cctgtaccga ttttatcatg 720 
aggatgtcac cctggggaac agctcagccc cctctggagg aggagcctcc ttcaacctct 780 
ctctgactgc agaacattct ggaaactact cctgtgatgc agacaatggc ctgggggccc 840 
agcacagtca tggagtgagt ctcagggtca cagttccggt gtctcgcccc gtcctcaccc 900 
tcagggctcc cggggcccag gctgtggtgg gggacctgct ggagcttcac tgtgagtccc 960 
tgagaggctc cttcccgatc ctgtactggt tttatcacga ggatgacacc ttggggaaca 1020 
tctcggccca ctctggagga ggggcatcct tcaacctctc tctgactaca gaacattctg 1080 
gaaactactc atgtgaggct gacaatggcc tgggggccca gcacagtaaa gtggtgacac 1140 
tcaatgttac aggaacttcc aggaacagaa caggccttac cgctgcggga atcacggggc 1200 
tggtgctcag catcctcgtc cttgctgctg ctgctgctct gctgcattac gccagggccc 1260 
gaaggaaacc aggaggactt tctgccactg gaacatctag tcacagtcct agtgagtgtc 1320 
aggagccttc ctcgtccagg ccttccagga tagaccctca agagcccact cactctaaac 13 80 
cactagcccc aatggagctg gagccaatgt acagcaatgt aaatcctgga gatagcaacc 1440 
cgatttattc ccagatctgg agcatccagc atacaaaaga aaactcagct aattgtccaa 1500 
tgatgcatca agagcatgag gaacttacag tcctctattc agaactgaag aagacacacc 1560 
cagacgactc tgcaggggag gctagcagca gaggcagggc ccatgaagaa gatgatgaag 1620 
aaaactatga gaatgtacca cgtgtattac tggcctcaga ccactagccc cttacccaga 1680 
gtggcccaca ggaaacagcc tgcaccattt ttttttctgt tctctccaac cacacatcat 1740 
ccatctctcc agactctgcc tcctacgagg ctgggctgca gggtatgtga ggctgagcaa 1800 
aag^ctgca aatctcccct gtgcctgatc tgtgtgttcc ccaggaagag agcaggcagc 1860 
ctctgagcaa gcactgtgtt attttcacag tggagacacg tggcaaggca ggagggccct 1920 
cagctcctag ggctgtcgaa tagaggagga gagagaaatg gtctagccag ggttacaagg 1980 
gcacaatcat gaccatttga tccaagtgtg atcgaaagct gttaatgtgc tctctgtata 2040 
aacaatttgc tccaaatatt ttgtttccct tttttgtgtg gctggtagtg gcattgctga 2100 
tgttttggtg tatatgctgt atccttgcta ccatattggg aacagccaaa agaagttata 2160 
gaacaagaat ttaaggtgac tctatctgaa gtgtattttt gtacttacag ggtgacattc 2220 
ccaaccaaat taccctagtfc atgatgaaaa ataacttcag catttcatta aagactctgc 2280 
tagtttaata tgtgacttgt atccccactg caaagacctt atgtgtgaag aatcacatta 2340 
attgtaattt ttgcttcatg acatagtctc atcattttcc atacatgata gatttc 2396 

<210> 73 

<211> 6485 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 407346 .l:2002aAN18 
<400> 73 

ttcggctcga gacggcactc aagttcctcg aaggaagaaa gtccatgcac agaggatcac 60 
cgattaaatt agtcaacatt aactccaccg atatagctga tggccgaccc tcaatagttc 120 
ttggattgat gtggaccatt attctatatt tccagattga agagttgacc agcaacctgc 180 
cccagctcca gtctttgtcc agcagcgcat cctccgtgga cagcatagtt agctctgaga 240 
ctcccagccc accaagtaaa cggaaggtga ccaccaagat ccaaggaaat gctaagaagg 300 
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ctttattaaa gtgggttcag tacacagctg gcaagcagac tggaatagaa gtaaaagatt 3 60 
ttgggaagag ttggagaagc ggggttgcct ttcattcagt tattcatgcc attcgaccgg 420 
aattggtgga cttggagaca gtgaaaggca gatccaaccg agaaaatttg gaggatgctt 480 
tcactatcgc cgaaacagaa ctggggatcc caagactgct agatcctgaa gacgttgatg 540 
tggataaacc agatgagaaa tctattatga cctatgtagc ccagtttctg aaacattatc 600 
ctgacatcca caatgcaagc actgatgggc aagaggatga tgaaatactt ccaggtttcc 660 
catcttttgc aaattctgta caaaatttta agagagaaga cagagtaatt tttaaggaaa 720 
tgaaagtttg gatagaacaa tttgagagag atttgacaag agcacagatg gtggaatcaa 780 
atttacagga taaatatcag tcatttaagc acttcagagt tcaatatgaa atgaagagga 840 
aacagattga acatttaata caaccattac acagagacgg taaattgtca cttgaccaag 900 
cattggtaaa acaatcttgg gatagagtga cctccaggct ctttgactgg catatacagc 960 
ttgataaatc tcttcctgca cctctgggca ccataggtgc ctggctgtac agagcggagg 1020 
tggccctgag agaggaaata accgttcaac aggtccacga ggaaacagca aacacgatac 1080 
aacggaaact tgagcaacat aaggatctgc ttcaaaacac ggatgcccac aaaagagcat 1140 
tccatgaaat ctaccggacc aggtctgtta acgggattcc agtgccacct gatcaattag 1200 
aggacatggc cgagaggttt cattttgttt cctccacatc agagctacac ctaatgaaaa 1260 
tggaattttt agaattaaag taccgtctgc tctcactgct ggttcttgca gagtcaaagc 1320 
tgaagtcttg gatcattaag tacgggagga gagagtcagt ggagcagctt ctacaaaact 1380 
acgtgtcttt tatagaaaat agcaagttct ttgaacaata tgaggtgaca taccagatct 1440 
tgaaacagac agctgagatg tatgtcaaag cagatggttc agtggaagaa gctgagaatg 1500 
tgatgaaatt catgaatgaa accaccgctc agtggaggaa tctctcagta gaagtgagga 1560 
gtgtgaggag catgctggaa gaagtgatct ctaactggga tcgctatggc aatacagtgg 1620 
ctagtctgca agcctggcta gaggatgctg aaaaaatgct caatcaatca gaaaatgcca 1680 
aaaaggattt ttttcgaaat ttacctcatt ggattcagca gcatactgcc atgaacgatg 1740: 
ctggcaattt tctaattgaa acctgtgatg agatggtttc ccgtgacctg aagcagcaat 1800 
tactgttgct aaatgggcgg tggagggagt tgtttatgga agtcaagcaa tatgctcaag 1860 
ctgatgagat ggacagaatg aagaaggaat acacagactg tgttgttacc ctgtctgctt 1920 
ttgcaacgga agcccataag aaactttctg aacccttaga agtctctttt atgaatgtca 1980 
agctattaat tcaagacttg gaggatattg agcagagggt gcctgtgatg gatgcccaat 2040 
acaagataat tacaaagaca gcacacctca ttaccaaaga aagcccccaa gaagaaggaa 2100 
aagaaatgtt - tgcgaccatg tcaaagctca aagagcagct aaccaaggtc aaagaatgtt 2160 - 
actccccact cctttatgag tctcagcagc tgttgattcc gttggaggaa ttagaaaagc 2220 
agatgacgtc cttttatgac tcacttggga aaatcaatga aattatcaca gttcttgagc 2280 
gtgaggcaca atcgagtgcc ctttttaaac aaaaacatca ggaactgtta gcttgtcaag 2340 
aaaactgtaa gaaaaccttg acacttattg agaaaggcag tcaaagtgtt caaaagtttg 2400 
tgaccttgag caacgtgtta aagcattttg atcagacgag gctacaaaga cagattgcag 2460 
atattcatgt tgcttttcag agtatggtaa agaaaactgg agattggaag aagcatgtgg 2520.* 
aaaccaacag tcgcttgatg aagaagtttg aggagtctcg agcagagttg gagaaggtac 2580 ' 
tgcggattgc tcaggagggc ctggaggaaa agggggatcc agaggagctc ctgcggagac 2640 
acactgagtt tttcagtcag ctggatcaga gggtgctcaa tgctttcctg aaagcttgtg 2700- 
atgaactcac cgacatcttc cagagcagga gcagcagggg ctgcaggaag ctgttcgaaa 2760 
gctccacaaa caatggaagg atcttcaagg agaagcccct tatcatttgc fctcatctgaa 2820 
gattgatgtg gagaagaata ggttcttagc ctctgcagaa gaatgcagaa ctgagctgga 2880 
tcgagagacc aagctgatgc cccaggaagg cagtgaaaag ataattaaag agcacagggt 2940 
tttcttcagt gacaaaggtc ctcatcatct ctgtgagaaa aggttacagc tcatcgagga 3000 
actctgtgtg aaactcccag tgcgggaccc agtaagggac acacctggaa cctgtcacgt 3060 
gactctcaaa gagctcagag ctgccattga cagcacctac aggaagctca tggaagaccc 3120 
agacaagtgg aaggactaca ctagcagatt ctctgagttc tcatcttgga tatctacaaa 3180 
tgagacacaa ttaaagggga tcaagggtga ggccatcgat actgccaacc acggagaggt 3240 
taaacgtgcc gttgaagaga tcagaaatgg tgttaccaaa aggggtgaga ccctcagctg 3300 
gctgaaatcc aggctgaaag ttttgacaga agtttcttct gagaatgaag cccaaaagca 3360 
gggagatgag ctggcaaaat tatccagctc tttcaaggct cttgtgacgc tgctgtcaga 3420 
ggttgaaaag atgctaagca attttgggga ctgtgtccag tacaaagaaa tagtcaaaaa 3480 
ttctctcgaa gaattaattt ctggctctaa agaagtccag gaacaagctg agaagatctt 3540 
ggatactgaa aatctgtttg aagcacagca gttacttctt catcaccagc aaaagacaaa 3600 
gcggatctca gcaaagaaga gagatgtgca gcagcagatc gcgcaggcgc agcagggaga 3660 
aggggggctg cctgaccgag gccacgagga gctgcggaag ctggagagca cactggatgg 3720 
cctggagcgc agccgggaga ggcaggaacg ccgcatccag gtcacattaa gaaaatggga 3780 
gcgatttgaa acaaacaaag aaacagtagt aagatacctt tttcaaacag gttccagtca 3840 
tgaacgcttc ttgagtttta gcagtttgga aagtttatct tcagaactgg aacaaacaaa 3900 
ggagttttct aaacggacag aaagtattgc agtccaggct gagaaccttg taaaggaagc 3960 
ttcagagata ccgcttgggc cccaaaataa gcagctgctt caacagcagg ccaagtcaat 4020 
caaagaacaa gtcaaaaaat tagaagacac gcttgaagaa gagtatgtga ttgacaagtc 4080 
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ctaaactttc ttctctgaga taaagtttca 
cactctttta aaatctcaaa gtgtctgtgt 
agttcaaaag aaagtatcgc taatacagaa 
taaaggatgt gggttttgca tcttaaactg 
tattctgtgg cctttgtaca ttgtagaggg 
atttttttac tatattattc tgctgtcacc 
tgtagattcc aggcctaaat acacatcaca 
cctggagctt gtttacagtg cctcggtatt 
gaaattaact ttaaaatatt ttatttttaa 
aaaactgctg ggcctatgga tatcctgtta 
gggaaaaaca tatgaggata cagccaatat 
tttttaacat aatttagtgg caaatcaatg 
aggccatcat ttctaaggtg ggttttaaaa 
cttaaaatta atcattttac atttgcctaa 
aacaaattat gatcttgtaa attttgagga 
gttatggaaa tagtaaaaca gagtttatta 
attttaacct ttatttaatt taaaaagttg 
gctgacagca ttaggcacat tcagggtact 
acagtcaatg atgccactct atttttcttg 
acattctttc actttttttt tttttaaccc 
agtttcttag tctttttcta aactgaaagc 
atacaaatta gaaatctata gttgaaattc 
ataagttgtc taaaagtagt tagggtgctc 
atcaggacca taagacattt atgaaaatgg 
ttagctctaa taatagaaac agttcttgcc 
gtcttgattg ataagatgca gtttataaag 
ctctccttta agtgtaagaa gaacatttct 
cactgaaatc ttttctggca tagtttataa 
cagagtttaa ttagattcta cctggattca 
aaagtgcagt ttcactcaaa gtgtagatac 
ataggaaaac ctgataaact actcagaaca 
tttcaacttt gaaatggtca caaatgtctt 
aaatgtgttg ttgttctcta ttaaaatact 
agtattaaaa ccatggaaat ggtgaaaacc 
actctgtccg tctggataac tgagaaagaa 
tctgccatgg acatgcaaat cagccaaatt 
atccatgtct agcttttaag aactactttc 
ggacaagact ttcattgcaa tgtgactatt 
agaggtctgg attaatactg ggcaacattt 
acttgtgcat tcaaagttaa tattgtgtga 
taaaa 



tacaatcttt cctgtacctt gtattcaaaa 4140 
atttcagcat gttttgagga aacaactcac 4200 
accaatatct ataacagagc ccaaaaaata 4260 
atcatgttca tgagaaagcc atatctattc 4320 
aatcttgaaa aagaactaat atttaaaata 4380 
atttagagcg aaaaggagat attttgttag 4440 
tagaccatat atctccaacc tgaagaagct 4500 
caagttatcc tgactaatat gctctttcca 4560 
acttttaatg tttgtttatc tgaaaaaaaa 4620 
tatacccaaa atatacaaaa aagttgggag 4680 
tattcaaaac aatatggcta aacatttcta 4740 
atacataata gcatattatt attaagggac 4800 
tgtaaaatgt gtttttaata ctattaacag 4860 
actttaaaat ttgatacata ttttatttaa 4920 
ctttatatta cattaaatat tctctatcaa 4980 
gaaaggaatt tacttctatt aagaatagcc 5040 
caatataaca cagcttgcat tacctgtact 5100 
aaatttgaga ctgcaatatt atttaatttg 5160 
atgtcttcaa gtgccttttg gtaaacaggg 5220 
aaggacttac tagttcaatt atatactgtt 5280 
catagtcacc tggttataca tgcatagcta 5340 
tgttcactag atttgttaca aataaaacct 5400 
atgtacaata atttataaat gtcttttgga 5460 
ctgaagtcac aaagattata catcgcagga 5520 
cggcagcatg ggattgagat cacgagctct 5580 
gtatttctat agaaagcatc actgcagtgt 5640 
ttggaaatag gactattgaa aagctgtgta 5700 
aaataagtcc tggcaacaac tggtcacatg 5760 
aacccctttg gacccagcaa tgttttgttc 5820 
tgcctcatta aatgttcatt ctcagagaag 5880 
actgtgcaat ttttttttta gcgtgaatag 5940 
cattatctct tcacctggtg atttcaagga 6000 
gagttttatt tacttaattt ggttaatttt 6060 
aagtgggatc attttggcag taattttgag 6120 
aaagaactca atgccttgga aacttcgtca 6180 
aaggtgacct gctcacacat tatatttata 6240 
ttacatttca tcaaatgctg ttcggtccca 6300 
aaaattaaat tcatacattt tatcaagcta 6360 
atagttggaa ttatgtattc acattgtctg 6420 
aatatcatta aaatattttt atggttacat 6480 

6485 



<210> 74 

<211> 6779 

<212> DJIA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 407689 . 7 : 2002 JAN18 



<400> 74 

aaactcacta tgttagatag agtggttatg 
gggtgctgaa taggatgaac catatcaagc 
ccatggttat tgaaaatctg gagggaaata 
accgactgac tgacttggat cttagctcct 
ggaatcagct gagggagcta acactcagtg 
ccaacaggct gacagcagtg aacgtctatc 
tctcccgaaa cctgctagag tgtgtccctg 
tattagatgt gagctataat cttctcacag 
gtcttagaaa actgatgctg ggacacaatc 
acatccccct cgaggtgctg gatcttcagc 
tcttctccaa ggccttaaat ctcagatact 



gcaggaaatg cctggaagtc ctgaacttag 60 
atgtggattt aaggatgaac catttgaaaa 120 
aacacatcac ccacgtggat ctgcgggaca 180 
tatgcagctt ggaacagctg cactgtgggc 240 
gcttttccct tcggaccctc tatgccagtt 300 
cagtacccag cctgctcact ttcttggatc 360 
actgggcctg tgaagcaaag aagatagaag 420 
aggttcccgt gagaattctg agtagcttga 480 
atgtgcaaaa ccttccaaca ctggtagagc 540 
ataatgcact cacgaggctg ccagacaccc 600 
tgaatgcatc tgcaaatagt ctggagtctt 660 
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taccatccgc ctgcactgga gaggagagtt tgagtatgct gcagctgctt tatctgacca 720 
acaatctcct gacggatcag tgcatacctg tcctggtagg gcacctgcac ctgcgaatct 780 
tgcaccttgc aaacaatcag ttacagacct ttcctgcaag caaactaaat aaattggagc 840 
aattggagga actgaaccta agtggcaaca agcttaaaac cattcccaca accatagcaa 900 
actgtaaaag gctgcacacc cttgttgcac actccaacaa catcagcatt ttcccagaaa 9'60 
tactgcagtt gcctcagatc cagtttgtag acctaagttg caacgacttg acagaaatcc 1020 
tgattccaga ggctttgcct gctacattac aagaccttga cctgactgga aatacaaatc 1080 
tggttctgga acacaagaca ctggacatat ttiagccatat cacaaccctg aaaattgatc 1140 
agaaaccttt gccaaccaca gattctacag ttacgtcaac cttctggagc catggactgg 1200 
ctgagatggc agggcagaga aataagctgt gtgtctcagc acttgctatg gatagctttg 1260 
cagagggggt gggagctgtg tatggcatgt ttgatggaga ccgaaatgag gagctcccgc 1320 
gcctgctgca gtgtacgatg gcagatgtgc ttttagaaga ggtacagcag tcaactaatg 1380 
acacagtttt catggctaac accttcttgg tatctcacag gaaattagga atggctggcc 1440 
agaagttggg ctcctccgct ctcctgtgct acatccgccc tgacactgcc gatccagcaa 1500 
gtagctttag cttgactgta gccaatgttg gcacgtgcca agcagtcctg tgccgaggtg 1560 
ggaagccagt gcccctctct aaagtcttca gcctggagca ggacccagag gaggctcaaa 1620 
gggtgaagga ccaaaaagcc atcatcacag aggacaacaa agtgaatggg gtaacctgct 1680 
gtacccggat gctgggctgt acatacctct acccttggat cctccccaag ccccacatat 1740 
cttccactcc gctgaccatt caagatgagt tgctgattct gggaaacaaa gcattgtggg 1800 
aacacttgtc ctacacagaa gctgtcaatg ctgtacgtca cgtacaagac ccattagcag 1860 
ctgctaagaa gctgtgcaca ttagcgcaga gctatggctg tcaggacaat gtaggggcga 1920 
tggtagttta tttgaatatt ggtgaagaag gctgcacttg tgaaatgaat gggctcaccc 1980 
tcccaggtcc tgtgggattt gcttcaacca ccactatcaa ggatgcccct aagccagcca 2040 
ctccatcctc tagcagtggg attgcctctg agttcagcag tgagatgtcc acctcagagg 2100 
tgagcagtga agtggggtcc actgcttctg atgagcataa tgctgggggc ctggacactg 2160 
ccttgcttcc gaggccagag cggcgctgca gcctccaccc aacacccacc tctgggctgt 2220 
ttcagcgcca gccttcttct gctaccttct ccagtaacca gtctgacaac ggcctggaca 2280 . 
gtgatgatga ccagcccgtt gagggggtca taaccaatgg cagcaaggta gaggtggaag 2340 
tagacatcca ctgctgcagg gggagggatc tggagaactc accccctctc atagagagtt 2400 
:ctcctaccct gtgttctgag gaacatgcta gagggtcgtg ttttgggatc cgaagacaga 2460 
acagtgtgaa tagtggcatg ctcctgccaa tgagcaagga caggatggag ttacagaagt 2520 
ctccctccac ctcctgcctc tatgggaaga aactctccaa tggctctatt gtgcccctag 2580 
aggacagcct gaacctcatt gaagtggcca cagaagtgcc caagaggaaa actggctatt 2640 
ttgctgcccc cactcagatg gaaccagagg accagtttgt tgtgcctcat gacctggaag 2700 
laagaagtgaa ggaacaaatg aaacagcacc aggacagccg gctcgagcct gagccccatg 2760 
aagaggatcg gaccgagccc ccggaggagt tcgacacagc actatgactg ccccactggg 2820 • 
cacagtgtgg gaggaggctg tgcagggttg gggtagggac ttgctagagg cattctgcct 2880 . 
ctacatttct ttttgtttgt tcgttttttt ttggttggtt tgttttgaga cggagtcttg 2940 
ctcagtcgct caggctggag tgcaatggtg gggtctcggg tcactgcagc ctctgtccct 3000 
gggttcaagc cattctcctg tctcagcctc ccgagtagct gggattacag gcacctgcca 3060.,. 
ttatgcccgg ctaagtttaa tttttttttt tagagacggg gtttcaccag tgtttggcca 3120' 
ggctggtgtt gaactcttga cctcagggtg atccaccctc ctcgtgcctc ccaaaggtgc 3180 
tggtgattac gggcctcagc caccatgccc agccctgcgt ctacatttct aaaccatagc 3240 
tgtgtggggt tgaactcgga gccaaaaagt gtgagagcca tcaggggctg gctctggata 3300 
aactggtagc cactatcagt gttaagtttc acatttaacc tgcattggaa ttcccagggg 3360 
tactgggaag aaagcagctg ttctgtatca gtcctaccac ctgccattaa ccctttctct 3420 
cctaggatca ttttgagaat ttgcctgcct gggcaggaaa gggactattt ctgtggagga 3480 
aaaaagtgaa gattgattct ctttactagt tgctgctgat ggatctctgt gacagagaaa 3540 
tcaccttatc tcagactaat ggggtgtgat gtgactagtc acatggcttt tcattcttct 3600 
ctacgagaat acagcctatc aaaatgatgt ctgttggaaa tgtagaacca atcaaacaga 3660 
taatttatgt atgtaatgta atgagagcac ttttcattga ctgtgaactt tttatttttg 3720 
aatctgcact cgagccaatc ttcttagagg cagcccggca ccttcatcca taggcagaga 3780 
gagaactggg tgttggagac ttattcgagg gtataggaag ggccctgtga agttgattta 3 840 
acttttggat gtcagactgt gaaagctcct gagaaacttg gggtaatagg atcttctttt 3900 
ggggatgaaa atggggaagg cgtgaggacc tagactactt ctccctagat cagaaaaaga 3960 
gaattacccc ttgacaaata tgatacctgc taggtatttc ccagggaaat ttagggattg 4020 
gcctctttcc ctagcatgtg gaggaattgg cagacagctt cctaagggcg gggagcgggg 4080 
gcccaaggcc gacactgctt gcatccacgt gaccttaagt tatggcagat gactctgaaa 4140 
cggactgagg ccaatgagaa cagatggatg gagcactcag gttagacttg ttccttctcc 4200 
tatgctggag gagagggatg gttctctaga atgttggagg tgagttgaga gctcgcctct 4260 
tgaatgttga acagtgtact cttctgaaaa ctgcatattc actttatgtg gtttcagaat 4320 
actgggctca atactaacat aagaaagaca cttcattgag aaattcttaa gcttacagaa 4380 
aacctatact ctttgcacat tccacataac cctagcaaaa tgcagtttct tcatacttct 4440 

76/218 



BNSDCXID: <WO 03062379A2 .1 _> 



wo «3/()r>2379 



PCT/US03/01363 



gtcacttttt 
tgttggcatt 
acaattaaaa 
agggttaaat 
agtcaaaatc 
tgctcatatg 
gtctaatgtt 
cagctattga 
cacagagttt 
tatgggaaat 
agtgatgtaa 
aaaaattaaa 
cattatggtg 
caaaacccag 
aactctgtaa 
tgtattgaaa 
tttaattcat 
attatgaaaa 
ttctaaacag 
gagtacttta 
agacagagat 
agaagcttaa 
ccatggaaga 
attggaagga 
agtcaagtca 
tgtgtgcaat 
tggtcattgc 
gccagttggg 
ttcagcaaaa 
ttaatgaaga 
aaataattag 
gtcacttttt 
atctttccag 
aagcagctac 
agttccttgt 
gttgccaatg 
tcgtattgta 
ttttttaatt 
aacaataaca 



ccattggaag 
gcttgatttt 
ataaagtagg 
ataaatatat 
agatgacctg 
cacgtgtcat 
caacccctcg 
gaattttaga 
aggtgctgtt 
tttttttaat 
aacatcttac 
gttattttgg 
aacccttctt 
ttctgaaatg 
ttccaaatgt 
atctttgtta 
gtccttctgc 
atataataca 
gctgtcagtg 
cccagaggat 
tctggcctct 
gataatttct 
aagaaaaata 
tatttgaata 
ttgaattacc 
acattggtga 
tgggtgctat 
tgtggcagat 
gccggtactt 
gacctccata 
tctccaagcc 
acttccttct 
ttagtgactt 
agtcaatcct 
attctaaatt 
gatgtcatcc 
gtcttaagac 
cagtaatatg 
ataataaata 



atttgcttag 
acccaatggg 
gccattttta 
tttcgtgtgt 
tccataataa 
tgggatacac 
agaatctgaa 
actcaggtct 
agaaagatgg 
gaagaaaaaa 
ttagatggca 
gaatacacca 
gtctgctatt 
accttaccaa 
tgttctgtgt 
taggcgatac 
agttgctctg 
aaactctttg 
aaagcccgta 
gtattcccca 
gcatattctc 
gagagaagaa 
catgtgtctt 
tttgaatgtt 
actcctgata 
gttcatttac 
tacagttgct 
ctactgaata 
ggaagccaca 
•agggagcagc 
attcagtgat 
gggtggaggc 
ttgccccata 
gctctgtttg 
tcatgcactt 
agacagtggg 
tcattatagt 
agccagagca 
aaataaagtg 



gaaaattaat 
gaatgtgctt 
atttgtttca 
atttttggga 
ttatgtgtct 
tcttggggga 
cttgagtccc 
ttgatttgaa 
gaacaagagt 
tgaaaatgaa 
gaaccttcgg 
ctttaatagt 
cgtttcccaa 
aagtaaatgt 
ggtagaattt 
caaaactgat 
tattaaaaca 
acctatgagg 
tctgtctcca 
ggtgggcaga 
aggtctctgt 
cactgctgat 
ggcagccatg 
ggtatgacat 
cagggcttta 
tggtgtacgg 
tgtagtgagt 
tcaaatgatg 
ggctcacctt 
tggctgttat 
gtcttcagca 
tttccgactc 
gttggggtaa 
cctcatttgg 
ctcccagatg 
ctcatatctt 
gtatttttga 
tgttgcagca 
gaatcttttt 



tcctatttat 
tgaatttttg 
tcagaaacta 
agatttttgt 
tcatcttctc 
tttggtacac 
cagattgtca 
gtagggaaca 
gttttgccac 
ataacaggat 
gttgtagaat 
atagtcttat 
cctacttatt 
atttattttt 
tttttcagga 
tattcttttt 
99gtaaaaag 
taacttacag 
ggtgaatgta 
gtacagttga 
gtgtacctcc 
tgtgggagca 
gtgtattttt 
aaagctgcag 
ttgtactact 
aagagccagc 
gctgttttcc 
ctcttcttcc 
ctctatctat 
cgataaatgt 
tcactatagg 
ccaatcatga 
acacttccta 
tgatcagtca 
ctatagggtt 
acggttttgt 
tatttttgaa 
aatctattgt 
catggctttg 



tcccacaaaa 4500 
gaacactttt 4560 
tgttaaagag 4620 
tcaaagcaat 4680 
agaggcccca 4740 
tctaatggat 4800 
aactactggt 4860 
tagtggctca 4920 
cttattttta 4980 
gatagtgatg 5040 
agtgatgtct 5100 
aaaaattatt 5160 
ggaaccacct 5220 
tagtcagcag 5280 
accattaggt 5340 
tgcagtctgc 5400 
gccatagccc 5460 
acattgtgtt 5520 
atttacttcc 55 80 
tctctagcac 5640 
cattgagtag 5700 
gtttaggagt 57 60 
gtccaaatgg 5820 
tgcactatag 5880 
gtgaagtgta 5940 
aggagcagcg 6000 
aggagatgga 6060 
catgtagacc 6120 
ccaataatta 6180 
accaattatt 6240 
actgtctagt 63 00 
aggcaagtta 6360 
gattgagaaa 6420 
gtcacacata 6480 
ttctctcact 6540 
gcaatcattg 6600 
atgtgttaaa 6660 
ttgtaaaaat 6720 
ttttaaaaa 6779 



<210> 75 

<211> 2253 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 407700 .1:2002 JiySTLS 
<220> 

<221> imsure 

<222> (1) ... (2253) 

<223> a, t, c, g, or other 



<400> 75 

gccggggccg 

ggcgctgcag 

cgtggcggta 

ggcctgggcg 

agaaccactg 

ggcgtccaag 

ttcccagtac 

ggagcaggct 



tgggcgcctg 
ctggcggcct 
gggaagccgc 
gsrgggcgcgc 

tctctgatca 
ctggaccact 
cacgtggatg 
gaactcactg 



cgcgggccgg 
Srcgggctggc 
gcgcaggcgg 
ggccgggccc 
acgtgcggaa 
acaaagccaa 
gctccctgga 
ggctccgcct 



cgcgggagca 
cgggggctcg 

ggacgcggag 
cggtgtctgg 
gaggaacgtg 
ggccacgcgg 
gaaggaccgc 
ggcaagcttg 



agcggcatgg 
gccgccgtgc 
ccacgcccgg 
gaccccaact 
gaatctgggg 
cacatcttcc 
actctgaccc 
gggttgaagt 



cgttccggca 60 
tcttctcggc 120 
ctgagccgcc 180 
gggacaggcg 240 
aagaagagct 300 
tcatcaggca 360 
cgctgggtcg 420 
ttaataaaat 480 
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cgtccattcg tctatgacgc gcgccataga gaccaccgat atcatcagcc ggcacctgcc 540 
aggcgtctgc aaagtcagca cagatctgct gcgggaaggc gcccccatcg agccagaccc 600 
gcccgtgtct cattggaagc cggaagctgt gcagtattac gaagacggag cccggatcga. 660 
ggccgccttc cggaactaca tccaccgcgc agatgccagg caggaggagg acagttacga 720 
gatcttcatc tgtcacgcca acgtcatccg ctacatcgtg tgcagagcac tgcagtttcc 780 
tcctgaaggc tggctccggc tctccctcaa taatggcagc atcacccacc tggtgatccg 840 
acccaacggc cgagttgcgc tcaggaccct cggggacacg gggttcatgc ctcccgacaa 900 
gatcactcga tcctgagggc tccggcctct ccttccctct gtcctccctg cacaggccgc 960 
acacacttaa cgttttgttc ccaaggagac cggcggaaag tagaaacctg caatgctgca 1020 
tctgggaact gacttgtgac caggctgaga aggggagagt tgggatcaga cagcctgact 1080 
tctctgcagg gttttatacc tgaccatgaa cccccaggat ggcgtggggt ttaaggtgaa 1140 
agcgtctcac gcacaagtca ggcctgttgt ggggacttga aagaggcctg acccagacca 1200 
ccatgttcgc acccacagct gacccgtgct gagggtccag gctccattgg caaagccggt 1260 
caggcacgag ggcgactgag gcacgtggat gaggagggca cccaggttct gttcacaact 1320 
cacttcactt catacatcct tttaatttct taaaaccctc ttgtccctta aatatttgtc 1380 
aattaaagat tttctggctg agccatcgtg cctggcctaa aaaattttgt tttcttcatc 1440 
tgggtttttg ctttgaaaac aagtttctcc aaatttacag atttcctgat gatgttgggt 1500 
ctgaactcac caacttgatt aggtctttag gggccgaggg actagccagc tgcacaggtg 1560 
actggatggg ggaggggcag gtgaggtggg tctacagagg tggcttcgcc tttgaccttc 1620 
atgctggtct cggctgaggt gacacgctag tgacagccca atagggggtt acccttattg 1680 
agtaaaatac ttcagattga cagctcaatc ttagtttgcc tccagttaat cttttatgct 1740 
tagggattaa atgtgtggtt tccgttctgn nttttttttt ttggagacgg agtntcgntc 1800 
tgtcacccag gctggagtgc antggcgcga tctcggctca ctgcaacctc tgcctcctgg 1860 
gttcaaacga ttctcctgcc tcagcctccc aagtagctgg gattatangc gcccaccacc 1920 
atgcctggct aattntttat ttttagtaga gatggggttt caccgtgttg gccaggctgg 1980 
tctcgaactc ccgacctcgt gatccaccca cctcggcctc cccaagtgct gggattacag 2040 
gcgtgagcta gcatgcctgg ccagggatta aaatattcaa acatgttgtg tgtacccaga 2100 
tatgctgtta atttaggaaa aacagtacaa tttctatgaa gtggttgtga ctattttctg 2160 
tagtcaatac agttgggata tctgatctat ttctctgtct actttggaaa tgattgcata 2220 
ataaataaaa ttttactgtt tttttaaaag gag 2253 

<210> 76 

<211> 2854 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: IjG : 410461. 92 : 2002 JAN18 

<220> 

<221> unsure 

<222> (1) ... (2854) 

<223> a, t, g, or other 

<400> 76 

gggaccccga agagacgccc gctgtgcgac ctgagacgcc gccctcgccg agggccatgg 60 
gcgcgtcccc acaggcggca gtggacgtga gggcggcgag cggcggggcc gcggcgtcca 120 
ggagggccgc gctcgggctc ggccccgcgc aggcctgcgc gcgcgcgctc ccgccgccgc 180 
ccgggccgcg cccgccccgc ctctaggcgc cggccccgga gcccggtccg cgagcagcgg 240 
cggctgccgg agggacgatg agctgcgcgg ggcgggcggg ccctgcccgg ctcgccgcgc 300 
tcgccctgct gacctgcagc ctgtggccgg cacgggcaga caacgcgagc caggagtact 360 
acacggcgct catcaacgtg acggtgcagg agcccggccg cggcgccccg ctcacgtttc 420 
gcatcgaccg cgggcgctac gggcttgact cccccaaggc cgaggtccgc ggccaggtgc 480 
tggcgccgct gcccctccac ggagttgctg atcatctggg ctgtgatcca caaacccggt 540 
tctttgtccc tcctaatatc aaacagtgga ttgccttgct gcagagggga aactgcacgt 600 
ttaaagagaa aatatcacgg gccgctttcc acaatgcagt tgctgtagtc atctacaata 660 
ataaatccaa agaggagcca gttaccatga ctcatccagg cactggagat attattgctg 720 
tcatgataac agaattgagg ggtaaggata ttttgagtta tctggagaac ttcagccgtg 780 
gctctctagt cttcgtgtca atatccttta ttgttttgat gattatttct tcagcatggc 840 
tcatattcta cttcattcag aagatcaggt acacaaatgc acgcgacagg aaccagcgtc 900 
gtctcggaga tgcagccaag aaagccatca gtaaattgac aaccaggaca gtaaagaagg 960 
gtgacaagga aactgaccca gactttgatc attgtgcagt ctgcatagag agctataagc 1020 
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agaatgatgt cgtccgaatt ctcccctgca agcatgtttt ccacaaatcc tgcgtggatc 1080 
cctggcttag tgaacattgt acctgtccta tgtgcaaact taatatattg aaggccctgg 1140 
ggaattgtgc cgaatttgcc atgtactgat aacgtagcat tcgatatgga aaggctcacc 1200 
agaacccaag ctgttaaccg aagatcagcc ctcggcganc tcgccggcga caactccctt 1260 
gcccttgagc cacttcgaac ttcggggatc tcacctcttc ctcaggatgg ggagctcact 1320 
ccgagaacag gagaaatcaa cattgcagta acaagtggtc acttctttca tcgaaactcc 13 80 
ttgtcccctc ggagtctggt gtatgaaagt gaattctcca ccatcgaacc ttctttggac 1440 
atgtatgatg agaacaaaac ctgaatttta aacatggcct ggctgttggg gtcactgctt 1500 
ttgtgatttg atttctgatc acctttctta ttttgtattc tcctgtcagc atccgttttg 1560 
gaagaatggc agcactttcc aagcacaggt tggggttcag ggttaatttg caaagttccc 1620 
ccaaggtgag gctttgagga cagtagcatt gcccaggtga gccttgtggt attgaaaacc 1680 
cgcccaagct gatcattgaa ggtgggcgcc cagcaaggct ggctgtttcc agagaagagg 1740 
ccgggcccag gattaatgtt gcattgcaga cgcatctctg aacaatcaca tgctgttctg 1800 
caccagggaa gctggggttt ttaacatcct tttgtggtcc ctgcttacga tgcatactgc 1860 
cctgtgggag aagcttccta cccgcgtgga gtacaggtgc tgctccctga cctggctctg 1920 
gatgttcccc tctcgcttat tctacttcct gctgaagggc cccttctaaa gggggttgag 1980 
agaaggcctt gcctttgtat ctcctctgag actctgacca cccacttcct gccagggcag 2040 
ggaccgtggg agacccaggc cgtggggccg ggtctgtgtg cggggccagg cagccgtctg 2100 
cgtcgctgtt ttccagcctc cgtgttgagc atgacgtaaa gtgacaagtg tttaagtcag 2160 
cacgaaaaca ctgaaggccc ctccgtccct gcagcctgtg aacacgtcta ctcggccacc 2220 
cgtcagtata gggagtgtgt gtatagggaa ggtggcacct gggagcccag cccagcagtg 2280 
tctctgggca cagtgatttc agggggatgg ccagcagttg tgaaagacag aatgatctgg 2340 
aatgtctcat tgggaagacc aaaccccctt ctcgctgcag ataccagata agcacccatc 2400 
ttcactgtcc actgtgcagc ccagtcccct ccagcagccc cagcacagca tgaagaaggc 2460 
acatgagcac cggccgacag gcttacagga cagggtgcag tggccagcat cccaggcatc 2520 
agggacatgt gggatcttcc cacacacctg ggatgacatc gaattaacat gatgagaaaa 2580 
ttgcatctta ctgctaatcc cagtacagaa ccactatggg caaatttata aaactaatct 2640 
gcacaccctc tttgcaaaag gacacacctg agttgagtct gcctctcatt ggcatgagct 2700 
ttgtgggggc gtgaggcgca cagacccttg ctgtgagaac aggaacccca gtctccacat 2760 
gcccagggtc agatccgaca gcaaacgaag cagatgcgtg aatcccctgc cctgttctca 2820 
ctgactgtgg aatatacgtt tgaagtgaac actt 2854 

<210> 77 

<211> 2124 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: I*G: 411043 . 3 : 2002 JAM18 
<400> 77 

cgggctccac tagggtcagt gacgcgcgag cggctcccgc gactgtggct cccgaagctg 60 
cttcgggccc cagcggtgag ggagaagact ctcaaccagg gtgacttcta ggcgtcctcc 120 
ctgagctacc ggggacactg gcgttattgc ccggaacact gagataggga atgctcgaga 180 
aacagaagca ggagtatttt atacagaaat cttgtgaaac cactgcccaa ccagagcaat 240 
gattgttcaa agagtggtat tgaattctcg acctggaaaa aatggtaatc cagtggcaga 300 
gaatttccga atggaagaag tctatttacc agataatatt aatgaaggac aagtacaagt 360 
tagaactctt tatctttctg tggatcctta catgcgttgt agaatgaatg aagacactgg 420 
cactgattat ataacacctt ggcagctatc tcaagtcgtt gatggtggag gtattggaat 480 
tatagaagaa agcaaacaca caaatttgac taaaggcgat tttgtgactt ctttctattg 540 
gccctggcaa accaaggtta ttctggatgg aaatagcctt gaaaaggtag acccacaact 600 
tgtggatgga cacctttcat attttcttgg agctataggt atgcctggtt tgacttcctt 660 
gattgggata caggaaaaag gtcatataac tgctggatct aataagacaa tggttgtcag 720 
tggggccgca ggtgcctgtg gatctgtggc tgggcagatt ggccatttct taggttgttc 780 
cagagtggtg ggaatttgtg gaacacatga gaaatgcatc ctcttgacct cagaactggg 840 
ctttgatgct gcaattaatt ataaaaaaga caatgtggca gaacagctcc gtgaatcatg 900 
cccagctgga gtggatgttt attttgacaa tgttggtggt aacatcagtg atacagtgat 960 
aagtcagatg aatgagaaca gccacatcat cctgtgtggt caaatttctc agtacaacaa 1020 
agatgtgcct tatcctcccc cgctatcccc tgctatagag gcaatccaga aagaaagaaa 1080 
catcacaagg gaaagatttc tggtattaaa ttataaagac aaatttgagc ctggcattct 1140 
acagctgagt cagtggttta aagaaggaaa gctaaagatt aaagagacgg taataaatgg 1200 
gttggaaaac atgggagctg cattccagtc catgatgaca ggaggtaaca ttggaaagca 1260 
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gatagtttgc atttcagaag aaatctcttt gtaattgctg taaatgtcat caaggcaatc 1320 
atagatttct tttccatttt gcatattttc aaagatatgt taaaaaatcc ttagactata 1380 
catagctctt gatttaaatg tgatcatagg tgttattttt agttgcatag ggtatttgat 1440 
acaatcatta atggatcata cacaataggt ttttaaaaat taataacttt tagtaattac 1500 
ttttattaat ttaaaataga acgcttgaga ggcactttgt aaagatttgt taaactggaa 1560 
acgttttaca tgatctgata caaccattaa tgaatcatac acaataggtt ttttaaaatt 1620 
aatattaata acttttatta atttaaaata gaatgcttaa aataaaatag aatgcttgag 1680 
aggcactgag taaagatttg ttgaactgga aatgttttac atgattctta aactgaaact 1740 
tggtgtaaaa atagaattga gatggccttt ttttcacatt gtagactgaa aagagactta 1800 
atggtatgat gtgtacatag ggactggggg caggattggg ggtttcggag cttgtgtaac 1860 
agtttttggg ataggagacc agcggttttg ggttgggatt agtatgggaa gataaataac 192 0 
ttaggttggt taagttgaca agatttactc cagaggatca tctctttgta tttgccaaat 1980 
aatttactgt atagcctaaa aactccatat atattgagaa aagcatatgt ttattttagg 2040 
ttagcaggca catactgtca agttgtaaag attgagaggg caaacagatg taaacatcac 2100 
ttgtaggtga ttaaaaagat tgac 2124 

<210> 78 

<211> 5365 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG : 438690 . 47 : 2002 JAN18 
<400> 78 

ccccctcctg ccatcttccg ttgcaaagca tttctgggag ctgcatgtgg gtgacgcagc 60 
agcattgttc gcaggcacag gaagccgcgg ctgagctgaa gggctcgaga aggagcccag 120 
agcgctgcac gctgctccct ctgggtagtc tgaagggtca gagctggact gccctgccct 180 
atgtgctctg ggagattcca gaatattcaa gtaaatccgg attttcccag aggcagaata 240 
tctaactcct tcaggagaac ttccagtaca gaaaacaaaa caaagacgct ggggaaactt 300 
caccaagagc ctcggcagct ccagagcgac gggaaacgaa agattttgct ggaggagctt 360 
gccaacagcg atcccaagtt agccctcact ggagttccta tagtacagtg gccaaaaagg 420 
gataagctta aattccccac tcggccaaag gtgcgggttc ctaccatccc cattacgaag 480 
cctcacacta tgaaaccagc tccacggtta acacctgtga ggccagctgc tgcctccccg 540 
attgtgtcag gagccagacg gagacgagtg cgatgtcgaa aatgcaaagc ctgtgtgcaa 600 
ggagagtgtg gtgtttgcca ctactgcaga gacatgaaga agtttggggg gcctggacgc 660 
atgaagcagt cctgtgtcct ccgacagtgc ttggcaccca gactgcctca ctcagtcaca 720 
tgttccctct gtggagaggt ggatcagaat gaagagacac aagactttga gaagaaactc 780 
atggaatgct gtatctgcaa tgagattgtt catcctggct gcctccagat ggacggagag 840 
gggttgctta acgaagaatt gccaaattgc tgggaatgtc caaagtgcta ccaggaggac 900 
agctcggaga aagcccagaa gcggaaaatg gaagagagtg acgaagaagc tgtgcaagcc 960 
aaagtcctgc ggcccctgcg gagctgcgat gagcctctca cgcccccgcc tcattcaccc 1020 
acttccatgc tgcagctcat ccatgacccg gtttcccccc ggggtatggt gactcggtca 1080 
tcccctgggg ctggccccag- cgaccaccac agtgccagcc gcgatgagcg cttcaaacgg 1140 
cggcagttgc tgcggctgca ggccacagag cgcaccatgg tacgggaaaa ggagaacaat 1200 
cccagcggca aaaaggagct gtctgaagtt gagaaagcca agatccgggg atcgtacctc 1260 
actgtcacgc tacagaggcc caccaaagag ctccacggga catccattgt gcccaagctg 1320 
caggccatca cggcctcctc tgccaacctt cgccattccc cccgtgtgct agtgcagcac 1380 
tgcccagccc gaacccccca gcgtggggat gaggaggggc ttggggggag caggaggagg 1440 
aagaggagga ggagggacgg aggaagatga cagtgcagag gaggggggtg cagccaggct 1500 
gaatggccgg ggcagttggg ctcaggatgg agacgaaagc tggatgcagc gggaggtctg 1560 
gatgtctgtc ttccgctacc tcagccgcag agaactttgt gaatgtatgc gagtgtgcaa 1620 
gacgtggtat aaatggtgct gcgacaagag actttggaca aaaattgact tgagtaggtg 1680 
taaggccatt gtgccccagg ccctcagtgg catcatcaag aggcagccag tcagccttga 1740 
cctcagttgg accaacatct ctaaaaagca actgacatgg ctcgtcaata ggctgccagg 1800 
actgaaagac ctcctcctag caggctgctc ctggtctgca gtctctgccc tcagcacctc 1860 
cagctgcccc cttctcagga cccttgatct tcggtgggca gtaggaatca aggaccctca 1920 
aattcgggac ttgcttactc caccggctga taaaccaggt caggacaatc gcagcaagct 1980 
ccggaacatg accgacttcc ggctggcagg ccttgacatc acagatgcca cgcttcgcct 2040 
cataattcgc cacatgcccc tcctgtctcg actcgacctc agtcactgca gccaccttac 2100 
agatcagtcc tccaatctac tcactgctgt cgggtcttcc actcgctact ctctcacaga 2160 
gctcaatatg gcaggttgca ataaattgac agaccagacc ctgatctacc tacggcgcat 2220 
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tgccaacgtc accttgatcg accttcgagg atgcaagcag atcactcgaa aagcctgcga 2280 
gcacttcatc tcagacttgt ccatcaacag cctctactgc ctgtctgacg agaagctgat 2340 
acagaagatc agctaagaca cacccagccc agattcaaca ggaaaccgat cttcccctga 2400 
ctccccaccg aggagagcct ctcctcgacc ctgcacgggc tctgaggcca gcgtcacact 2460 
ccctctctgc tctcctgtcc cttgagccct tcctctacag gtggggcaga gagggtggtg 2520 
gacaccaggc ttatctgcct gctcctctcc ctcctaagga aaagggagta gcagattgat 2580 
ctgaggggaa agcacaggct gtgctgtcga ggcgcctgct cgcttactcg cctgccagga 2640 
ggccgggctc tcagtttggg gtgtttgtgc aaccttcatc tgcactgggc cctgtgcccc 2700 
tcctccccat ccatggtccc cagcagtgcc tggttctgag caaactccca gggaagaaaa 2760 
cggccctgtc tccatggcca ggttcttgtg gtgtccagtg cgcgtctctc ctccatcaca 2820 
ctctcccggc ttgcgcagga ggggccagca gccccaggag tcccagaccc gtgccgatca 2880 
cactggtgct gttgagatct cccaaacctc acgtccttaa ctgtgctctc cctcctttcc 2940 
tctcccttga gcttggttct gcccagcact cgtgcttgtt cacataatta ggtttcccac 3000 
cccagcctac ccgacttact tgctagtctc tatgaggtcc ttattgcact tattggggtt 3060 
gaagctcttc agaggagctg gaactgtcta ccccagggac acacccattt cgttgctacc 3120 
caagtggatt ctgagacagg caccatctcc ttgttccccc tctctctttt gcctcccact 3180 
gactgccctt ttccatgtgt cttcattctg cctgaagaag gctttcccag gatgcacgtc 3240 
ctcagaggga gcagcctatc tcccccaagc tggaggcggc agaggactgg gccaagcccc 33 00 
aacctgcctc ccagccaggc tcctccaggc ctctggttta gcggagcccc ctgagcccag 33 60 
gcctgtgtct agccccagtg gctcactgaa ctttcagggc agtcaggggg tcctgcttag 3420 
aagccagtca ccagccctct gcctgcagcc atggaagggg gtgtgcacgt gcctctgtgt 3480 
gtgtggctga gtgtattctg cgcgtgtgtg tggagggagg gagggagggg agcatggtgt 3540 
ctcccgctcc accgcccttt gttgagcccc atcagctgcc cccttttact ttgcattgaa 3600 
cggcctgtcc aaagatcctc tctctagggc agcagagagc tttttgcact ttgtatagaa 3660 
gaacaacaac agacaagaaa cgaacaggtc ggaatttctt ttgggtcaat atttttaagt 3720 
gtgtgaggag atgctcagta gcagcagcct atggcaagag cttataaatg attgatgcaa 37 80 
atttgcactc tgctccccct ctgtaaggat actgatagca caacctcttc cccccacccc 3840 
gccccgcctt ttggtcgtcc atccctgtcc ctttctggcc ctcttcctgt agcccagtct 3900 
caggctttcc tcttcctgaa gccctacaga gttagggaat ggagcccagg caccaggggt 39 60 
ctaaagtgtg agccactgag aagagagacg ccaactgcac ccttgccact tccaaagcaa 4020 
tagaggcaga gtggtcccct ctttgccacc taggccagtt ttgaccctgg cattaactgg 4080 
ccttagaaga aactggatcc tggtaggggg tggcattttg tttgtttctt ccaatctgct 4140 
gaatcttttg actgcacctt acaaacagca gtctgctccc atgaccctct gcccacttcc 4200 
attggtctcc aggccccaat aatctggggt tgaaactttg aggaaatgcc agtgacttat 4260 
tccagagtgc ctcagttagg ggaacttctc tgtaaagaac cctgggtatt gagcaaaaac 4320 
cttattatcg ttaatgacct ataattggaa gcttcctgcc tttttctttg gttgctcctg 43 80 
tggaaaatac tgaaaagatt actttgtttt attttgttgt ctttttataa aaggggaggt 4440 
ggagagaccc cttcagagca gggattgtgc cgggagagtg cctctgactt tgggacattt 4500 
catccacaga aatttccaag ccaatggttt cttttgggtt ttggttttta tgtttgtttt 4560 
ttggggtttg gaaaaacatg catttttacc gtgcacgtaa attggtcagc agaaaaggga 4620 
gcccagaaaa ggcagcagat ggaccatgcc cttgctgggt tttccttttc tttgggactg 4680 
tgaggggaaa tggtttttag aggtgagggt tggtccatgt ggaggaaaga agtgtctctg 4740 
ttgggggaca gaggaacctg gggagtccat cgcatgtcct acaatctgct cttagacacg 4800 
gccttgccag gagagcctgc cctcagactg caggaccaga acccctgcct ccatctttcc 4860 
aagcaccggg gcgaaaaacc acaaaggaaa ggaagaaaat ttatatatat ataatataaa 4920 
atcacttggt gattaaaaaa ataactgctc cataaataaa actcctaaag tcacttatgt 4980 
ttaaagggtt tggttgtgtt ttttgttttt cggagaaata ttgtaaatat atattttttt 5040 
gttgctgatt tagagtcaat ctccaatgtt gtgctaaaaa gtttaaatta aatgtaagca 5100 
ttaaggggat aagtcttatg ctatctcagt tgacacattg aggttatttt gggccagaga 5160 
aggaggaagc tagttggact ttgttttgtt ttccaaaagt tctccactat tggttttaga 5220 
gagagcaagg acatctttcc tctgacacgt gggaatgggt gatatttgtg taataaaatt 5280 
tttaaaagac aaaaaaagaa atagcctcca atgggaaata ttttaattta ggttttgttt 5340 
ttgtttgggg gtttttgttt tttta 5365 

<210> 79 

<211> 1733 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 444677 . 81 : 2002JAN18 
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<220> 

<221> unsure 

<222> (1) ... (1733) 

<223> a, t, c, g, or other 



<400> 79 

gtgcgcaccg agcggcagtg acttcgccgc tgctgtagtt ccccggctgg atgcggtgac 60 
tggtgccagt gctcaggcgc ccgctgccct tgacctcccg ccccgcgagc cctaactcag 120 
cgcaggagga ccggctgccg ccgccgccgc cgccagcaga gccaagcaca gtgggaactt 180 
tcagaaagca ctggttgaag gaacgctgga atccctggga cttactgcgt agcatgtagt 240 
agttgctcct ctacaaaagt ttcaccttat gaagtatagc aggctctgat gctggtgtct 300 
ggtagaagaa gattactcac agctctgctg caggctcaga agtggccctt tcaaccctcc 360 
agagacatga gactagtgca gttccgggca ccccacctgg tggggcctca cttgggcctg 420 
gagacaggga atggtggagg ggttatcaac ctcaatgcct ttgaccccac actcccaaag 480 
acgatgacgc agttcctaga gcagggagag gccaccctct cagtggcaag aagagccttg 540 
gctgcccagt tgccagtcct accatggtcg gaggtaacct tcctggctcc agtcacatgg 600 
ccagataagg tggtgtgtgt gggcatgaat tatgtggacc actgcaaaga acagaacgtg 660 
cccgtgccca aggagcccat catcttcagc aagtttgcca gctccatcgt ggggccctat 720 
gatgaggtgg tcctcccacc acagagccag gaggtagatt gggaagtgga gctggccgtg 780 
gtcattggaa agaaaggcaa gcacatcaag gccacagatg ccatggccca cgtggccggc 840 
ttcactgtgg ctcatgacgt gagtgctcgt gactggctaa caagacgcaa tgggaaacag 900 
tggctgctgg gaaaaacctt cgacaccttc tgccctctgg gccctgcctt ggtgaccaag 960 
gacagtgtag caggtaggtc cctggtccct gccccctggt acctaccatt gcacagatga 1020 
acagccctcc agggaggagc atgggttcag gtacatgtgg cacctgccct ccctggctgc 1080 
cctttgactg ctgactccat acagggaaag tcttttatcc tcagccacca gttctcccat 1140 
gggcttcctt cccaagcccc ctagagggaa cacaactgca gaggatgtga aactgcatgc 1200 
gtgaagtaaa ttacaaagaa cactgagctg atgggtggat cgggcttcct gcggctgcca 1260 
ccatctgaaa taatctaagt tgagcatcat ggagcatagc tatcgcaagg cccaggcatt 1320 
ttccacacta cagatgaaag ccagtgtgac tcacccagcc actgtggaaa caacagcatt 13 80 
gaccacacac agtgagggga cagcgccagg ttggaggcag tgtgccagag ggcagagcgc 1440 
agcctcttaa cacacagcca cccacaactg tggtggaggt ggggggtgtc cacatgggcc 1500 
agccatgcca ggataccaaa gaccctagtg cctcacagca cccacacaga gtcctcggca 1560 
aagttaaatt gtgtttcagc tgctctactt aagggtggta gaacactaag accaacacca 1620 
acagttaaaa gtgctggtta gccaggatgt tcttacagta atccatcccc tgccagcggn 1680 
tgatacacga ggcttctctg tcccggctag aacactgctc actgctttat aga 1733 



<210> 80 
<211^ 1610 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 457464 . 24 : 2002 JAN18 



<400> 80 ^ ^ rn 

gcgtgcgcgg acatggcctc aaacgattat acccaacaag caacccaaag ctatggggcc bu 
taccccaccc agcccgggca gggctattcc cagcagagca gtcaccccta cggacagcag 120 
agttacagtg gttatagcca gtccacggac acttcaggct atggccagag cagctattct 180 
tcttatggcc agagccagaa cagctatgga actcagtcaa ctccccaggg atatggctcg 240 
actggcggct atggcagtag ccagagctcc caatcgtctt acgggcagca gtcctcctac 300 
cctggctatg gccagcagcc agctcccagc agcacctcgg gaagttacgg tagcagttct 360 
cagagcagca gcctagctat ggtggacagc agcaaagcta tggacagcag caaagctata 420 
atccccctca gggctatgga cagcagaacc agtacaacag cagcagtggt ggtggaggtg 480 
gaggtggagg tggaggtaac tatggccaag atcaatcctc catgagtagt ggtggtggca 540 
gtggtggcgg ttatggcaat caagaccaga gtggtggagg tggcagcggt ggctatggac 600 
agcaggaccg tggaggccgc ggcaggggtg gcagtggtgg cgcggcggcg gcggcggtgg 660 
tggttacaac cgcagcagtg gtggctatga acccagaggt cgtggaggtg gccgtggagg 720 
cagaggtggc atggggccct cgggaccaag gatcacgtca tgactccgaa caggataatt 780 
cagacaacaa caccatcttt gtgcaaggcc tgggtgagaa tgttacaatt gagtctgtgg 840 
ctgattactt caagcagatt ggtattatta agacaaacaa gaaaacggga cagcccatga 900 
ttaatttgta cacagacagg gaaactggca agctgaaggg agaggcaacg gtctcttttg 960 
atgacccacc ttcagctaaa gcagctattg actggtttga tggtaaagaa ttctccggaa 1020 
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S^^^^''"'^^ ggtctcattt gctactcgcc gggcagactt taatcggggt ggtggcaatg 1080 
lllnl^^^f^ ccgagggcga ggaggaccca tgggccgtgg aggctI?Sga ggtjgtggca llTo 
gcgagSgJ? Sa?tSaSf S??Sa^"' -^tggaggt ggtggcg^?g ^.g^cSd lltl 
aaataaahfn ««^^f^^ ? gtcctaatcc cacctgtgag aatatgaact tctcttggag 1260 
gaatgaatgc aaccagtgta aggcccctaa accagatggc ccaggagggg gaccaaataa itln 
ctctcacatg gggggtaact acggggatga tcgtcgtgjt ggc??tggcS SSggcSga? lllo 
^^tlfZ^'tf^ ggtgagcaca gacaggatcg cagggagagg ccgtat?aat taSScJgjS 144? 
ccccaggttc tggaacagct ttttgtcctg tacccagtgt taccctcgtt at?gt5?Jac 1500 
aaacl^a.l'' f acaggatcgc agggagaggc cgtattaftt agcStJggct iseS 

ccccaggttc tggaacagct ttttgtcctg tacccagtgt taccctcgtt leio 

<210> 81 

<211> 4495 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_feature 

<223> Incyte ID No: LG: 7684793 . 15 : 2002JAN18 
<400> 81 

ctaagctggg gtccatggag cctgcacccg cccgatctcc gaggccccag caggacccca 60 
cccggcccca ggagcccacc atgcctcccc ccgagacccc ctlSgaaggc cgccSScccI 120 ' 
gccccagccc cagccctaca gagcgagccc ccgcttcgga ggag|ag??c ca5t??c?ac Hi 
gctgccagca atgccaggcg gaagccaagt gcccgaagct g?tS?tgt ctjcacacgc 2^? 
tgtgctcagg atgcctggag gcgtcgggca tgcagtgccc catctgccag gcgccctogc 300 
ccctaggtgc agacacaccc gccctggata acgtcttttt cgagajtctg ?a?cS?cc 36^ 
cSga??tS; at^Stt?"" f^^^^^^^^ aggctgtgtg c!c?c?ctg? aaSS??gg 42^ 
tlf^^l^^t? gtgctttgag tgcgagcagc tcctctgcgc caagtgcttc gaggcacacc 480 
Inifnll^Zl gcccggcccc tagcagagct gcgcaaccag tcSgtgcJ^g 540 

agttcctgga cggcacccgc aagaccaaca acatcttctg ctccaacccc aaccaccaca 600 
tantlf.tf''^ gaccagcatc tactgccgag gatgttccaa gccgctgtgc ?gctStgcg 66^ 
cgctccttga cagcagccac agtgagctca agtgcgacat cagcgclgag atccaScag? 720 
caSffa^So gctggacgcc atgacgcagg cgctgcagga gcIggatJg? Jcct^J^g IBO 
cggttcacgc gcagatgcac gcggccgtcg gccagctggg ccgcgcgcgt gccgagacca 840 
aggagctgat ccgcgagcgc gtgcgccagg tggtagctcS cg?g?ggg?t SaSgSSc? Ito 
agctgctgga ggctgtggac gcgcggtacc agcgcgacta cgaggajltg gccSg?cSa? 96^ 
tgggccgcct ggatgctgtg ctgcagcgca tccgcacggg cagcScgctJ JtScKaaaa loSo 
tgaagtgcta cgcctcggac caggaggtgc tggacatjc! cgSt??ScS SJcSSgc lolo 
totgccgcct gcgccaggag gagccccaga gcctgcaagc tjccgtgcgc a?cga?Sac? llTo 
caoct^f^^ caaggtgcgc ctgcaggacc tcagctcttg cStcLccag ggS^Stg ^20^ 
cagctgtatc caagaaagcc agcccagagg ctgccagcac tcccagggac citattaaca 1260 
ttgacctggc cgaggaggca gagagagtga aggcccSggt tcagg?cS5 ggJctgSctg lllo 
cc??ctcS? caaloac?.? f ^^^f tgcccggggc acaccccgtS ?cStg?acg "sS 
lall^l^^f^ caaaggccct tcctatggag aggatgtctc caatacaacg acagcccaga 1440 
agaggaagtg cagccagacc cagtgcccca ggaaggtcat caagatggag tctgagoaaa 1500 
cag?c?Scc aSSca^^f -^^agctccc cggagcagcc cag?cc?Ig? acc?cSaSg ^56^ 
accccacctg gatggaccgc ctagccccag gagccccgtc ataggaagtt 1620 
llalalll^t gcccaacagc aaccacgtgg ccagtggcgc cgJggatSca gaJSaSJcg lesS 
ttgtggtgat cagcagctcg gaagactcag atgccgaaaa ctcgtcctcc cgagagSctS 1740 

?SacSS IcStSSaa cagctggaag gccccagcac cS^SJgtc llto 

ccggacgaga accttgctga cccccaagca gaagacagac ctctggtttt ctttaacetc lafin 
aagattgaca atgaaaccca gaagattagc cagctggctg cggtSaccJ ggaaScaJS lllo 
ttccgcgtgg tcatccagcc tgaagccttc ttcagcatc? aScLaJg? ISg??c??l ^98? 
gaggtggggc tgcagcactt cctcagcttt ctgagctcca tgcgccgSc StStSSc? 2^4? 
tgctacaagc tgtgggggcc tggcctccca aacttcttcc gggccc?ggS gScat?Iac llio 
aggctgtggg aattccagga ggccatctcg ggcttcctgg Sccct^c ?c?cScc5a 2^6^ 
gagcgtgtgc ccggggccag cagcttcaaa ctcaagaacc tggcccaSc cticSSSI 222^ 
c?:S?cgaS; ?c?c?c?Sa^ ^IT^^^^ gccgtgctgg cStgcg?g| ccSSS 228? 
n^^tl^ftf^ I t ^^^^^ cccccagctg gcccagcatg tctacccctt cagtagcctg 2340 
cacc?o«tS °^^«=<^srca gcccctggtg caggcagctg tgctgccccg gg?tgSgcS 2400 

cSgcaSggS SctgaaS: SSaccac f tgagtgcacj ccgc?g?Sac 2^6? 

as «»agggg gcccgaagaa gtacagccgc tatctaagcc tgcagaccac cacgttgccc 2520 
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cctgcccagc ctgctttcaa cctgcaggct ctgggcacct actttgaagg cctgttggag 2580 
ggtccggcgc tggcacgggc agaaggagtc tccaccccac ttgctggccg tggcttggca 2640 
gagagggcct cccagcagag ctgagaggag ggggtgacca gcttggagtc tctggtgggc 2700 
agagagggat ggggtccctg agccaggccc cacccatcac agcattccca ggtcctggta 2760 
cccagccctc agttgtcatt tggttcagaa tcagttccct ttctctggga ccaaatttcc 2820 
cttctctaaa catcctacag agaaggttcc aaagctgagc acccatcacc ctaggtgtgc 2880 
accagactcc tattagcccc tccttccagg agctagaacc agggaggtcc tgagtgagga 2940 
aggcatgacc tctgggctct ctaggtggcc ctggtcttgc cccatccatc ccacctgcca 3000 
ctaccttggg tgtccttaca gctctgccct gaccccagcc cctgcccctg gacacctgct 3060 
gacagctccc acacagaaca gtctgaggtg atgctggcta cagccctggc agcccatggc 3120 
aactcaaagt gccttccaaa ccaaactgcc cctcatgagg ttagggtccc ccaccctcca 3180 
cctgcccaga ggccaactct gttcccttct cctttcatcc cagaggggcc tcatcagcaa 3240 
agacagaaac tgatgttcca tgcatgtccc tgcttccaaa gcctgacctt ccaaagcttg 3300 
cttccttcct cctggctgca cagacacctc tgcttggcca cagctttgct ctttggtcct 3360 
caggccacca gacccctcac agcatggccc ttggctcttc ctgcactgcc ctcaccctca 3420 
gccgtcccaa ggagtgccca gcactactca gcatgtagtc caggacctgc ggcatcagca 3480 
tcccctggga gcttcttaga aatgcagacc tgtgggctct accacaggcc tctggaatca 3540 
gaatcttcag ggtggggccc agcagtctgt gttttaacag gttctcccgg tgatgctggt 3 600 
gcatgctcaa gtttgagaac cgctgctctc atagactgct cctccaaggg gaagcagtgt 3 660 
ggaacagcag agaaagtccc gtccctatct ctgactgtgc agtgagtgtg gcctaggaac 3720 
aggtcccttc ctaagctcta gtgtccccat ctgtaaaatg ggctgattgg cctccatggt 3780 
cagagcggcc atctggctgt gccatcctgc atttttagga atggaaagca ggcctctgag 3 840 
gcagtggaca ggaagacttc tcatccttga attctagctc ccattccaaa ctgttagtcc 3900 
ccaaccttgt ggtcacatca gaggtcaaca gcagaacaga ggcaggtcag ggttgtccgc 3960 
tctgattagc agaacgacag ccccttcctc ctcctccctc cttcccatcc ctactcatta 4020 
gctccctgct cctgggatgc ttcccaagca gcccaggcct ctagcctcca tggctgatga 4080 
cctcagcttt cacactggtg aagtctgtgt acccatactg cagccccatc ccatggggcc 4140 
cctgaagacc cactgaggaa ttccgtaggg tcttgttccc acgaccggag tgctggctct 4200 
cacagtgaat tttgatgcat ttaaaataag attctgatgc cagactgtta aaacaggcgc 4260 
tggttctgaa gcaccgatgg aaacagattg atgcagatgg aaggaggaag ggagactggg 4320 
cccactgatt tccagcccca ccatgtgtgc tgttttcaga tgtgattgag gggtgttctg 4380 
ccctgcctcc actgtcacag cctttaataa agatgtgaat cttgaaaaaa aatctatgtc 4440 
ggtgcggaga aagaggtaat gaaatggcag aatctcgaga tcaagcttat cgata 4495 

<210> 82 . 

<211> 1141 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: LG: 7687485 . 1 : 2002JAN18 
<400> 82 

acacaactca ctacaaatca gacaaatcct agtggtcaga tatcttatga atgtggacaa 60 
tgtggcagat atttcattca aatggcagac ttccaccgac atgagaaatg tcacactggt 120 
gaaaagtctt ttgaatgcaa agaatgtgga aaatacttca gatataactc attacttatt 180 
cggcatcaga taattcacac tggaaagaaa ccatttaaat gtaaagaatg tggaaaaggt 240 
ttaagttcag acacagcctt gattcagcat cagagaatcc acactggaga aaagccctat 300 
gaatgtaagg agtgcggcaa ggccttcagt agcagctctg tcttcctcca gcaccagagg 360 
ttccacactg gggagaagct ctatgaatgt aacgaatgtt ggaaaacttt cagttgcagc 420 
tcaagtttca ctgtccatca gcgaatgcac actggggaga aaccttatga atgtaaagag 480 
tgtggaaaac gattaagctc caacacagcc ttgactcagc atcagcgaat tcacactggg 540 
gagaagccct ttgaatgtaa ggagtgtggg aaggcattca atcagaaaat aaccctgatt 600 
cagcaccagc gagttcacac tggcgagaaa ccttatgagt gtaaagtgtg tggtaaaacc 660 
ttcagctggt gtggaagatt cattctgcat cagaaactac acactcagaa gacacctgtc 720 
caagcatagg gctatccata gttaggccca ctgtgcctct ccttttttct ctttattttc 780 
atgcttttta tcagtgtcct cgctgtcctt cctggttaga cacttggctt tca^catgaa 840 
ctcttcttta agttttttga acctgtttcc ccaacatgaa gtctctttat ggttagagaa 900 
gaccaaatta caaactaaca aacttagaaa cataaaagga aatgtaagtt tccagattta 960 
aaggacatgc tgggtgccca gcaggatgga ttcaagggaa acctacatta aggaaaattg 1020 
ctgtgaatta tgaaaacacc aagtttgaat aagaggatca tggagaaaaa atgagaccct 1080 
aaaaagtttc tagagagaga aaacaaaaga tcagaaatga aagcggggcc aggcgcggtg 1140 
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V 



9 1141 

<210> 83 

<211> 2275 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: XiG: 7689661 . 4 : 2002 JAN18 
<220> 

<221> unsure 

<222> (1) ... (2275) 

<223> a, t, g, or other 

<400> 83 

tgcttctcct ggcaagtaaa ccccaaggag gactgaccag ttcttgaatt tctataccat 60 

ggcccttcna tcagtgatgt tcagtgatgt atccatagac ttctctccag aagagtggga 120 

atacctggac ttggaacaaa aggacttgta cagagatgtc atgttggaga actacagcaa 180 

cttggtctca ctgggatgct tcatttctaa accagatgtg atttcctcat tggagcaagg 240 

aaaagagcct tggaaagttg tgaggaaagg aagaagacaa tatccagatc tttgtacatt 300 

atccctgtgt tgaaatgcaa ataggacttc cctggaacca aatcttctat atcccagaac 360 

ttcttgtatc aacaaagtaa gatggttgat acagtgccca aatagaattt ggagaccaag 420 

tatgagacca agaagttatc tttagaaaat gacatttatg aaataaattt atcccagtgg 480 

aagataatgg aaagattgaa aaccatggnc ttaagggtct cattttaaaa aatgattggg 540 

aatccacagg aaaaattgaa ggacaggaga gacctcaaga aggatacttc agtagtgtga 600 

aaatgccatc fcgaaaaggtg tcctcttacc agaaacgcac atctgttact ccacatcaga 660 

gacttcattt tgttgataaa ccctatgaat gtaaggaatg tgggaaggcg ttcagagtgc 720 

gccaacagct tacttttcat cacagaattc atactggtga aaaaccgtat gaatgtaagg 780 

aatgtgggat ggccttcaga cagactgcac accttactcg acatcagaga cttcattctg 840 

gtgaaaaact ctatgantgt aaggaatgtg gggaagcttt catatgtggt gcagatctta 900 

gagtacatca gaaaatgcat attggtgaga agccctatga aatgttaaag aatgtgggaa 960 

ggcttttagg gtacgaggac aactaacact ccatcagaga attcatactg gtgagaaacc 1020 

ctatgaatgt aaggaatgtg gaaagacctt tagccgtggt tatcatctta ttctccatca 1080 

cagaattcat actggtgaaa aaccttacga atgtaaggaa tgctggaaag cctttagtcg 1140 

ctactcacaa cttatttcac atcagagtat tcatattggt gttaagccct atgactgtaa 1200 

ggaatgcggg aaggccttca gactactttc acaactcaca cagcatcaga gtattcatat 1260 

tggtgagaaa ccttataaat gtaaggaatg tggcaaggcc tttagattgc gccaaaaact 1320 

tactctacat cagagcattc atactggcga aaaacccttt gagtgtaagg aatgtaggaa 13 80 

ggcctttaga cttaattcat cccttattca acatctgaga attcattctg gtgagaaacc 1440 

ctatgaatgt aaggaatgta agaaggcctt taggcaacat tcacacctta ctcatcatct 1500 

gaaaattcat aatgtaaaaa tctaagaaag tcttttcaac ttctgtgtta tagaacattc 1560 

tatgaatgta gtaattaatc tattttgctc catacatgca actgcgttgg cattagaggt 1620 

tttataccat taaaagagtg tgacaatgta ttgtagtcca tcatcactca aacctgaaac 1680 

ttcagcatat ttgttctaaa aactaatcct gttataagaa tgagaaagac atttaccgtc 1740 

atccctatcc catcactttg tgtcatactg gacaagacgc ttaactgctc tgtgctataa 1800 

ttttttaatt tatgacatgg tcatataaga gtgcagcagt ttgacacact ttcaatcaag 1860 

aggtggaatc tacatccctc tgtgactgct tcgcccagta gaatatggta gacgtactgc 1920 

tgtgctggtt tcttgactca gactttactg gtagggttac ttcatctcat gaaatgacag 1980 

aactgtcttg ttacaaagtc tggctacttt gctgaagaga ccacatgaag aggccctgaa 2040 

actacgtaga gagggagagg cacctgctga accctgtctt cttgacatcc accaagatac 2100 

cagacatttg agtgaaattt tggatccacc agaccagcca ccagctaaat gccagtgagc 2160 

gacttggtaa cctgaactga tgccatgtag aatggaagaa ttgaccagct gagcccctgc 2220 

ccaaatttct gacgcacaaa agcatgagat ataataaaat ggttgttgtt ttaag 2275 

<210> 84 

<211> 659 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
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<223> Incyte ID No: LG : 7690373 . 1 : 2002 JAN18 
<400> 84 

acactacaaa tgagaagaat 
taagagaatt catactggtg 
ctggtcctca caccttacta 
atgaaaaatg tggcaaaact 
gtacaggagg gaaaccctac 
tccttactaa acattcatgt 
tgcaatgccc ttaaccagtc 
aaaccatgca tgtgtgaaga 
cataagctaa ttcatacaca 
ggcaacacct cagacttttc 
agtgaagaat atgacaaagc 

<210> 85 
<211> 1808 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_featiire 
<223> Incyte ID No: I,G: 7696560 . 1 : 2002 JAN18 

<400> 85 

ggcgccctct acctgctggc aacagctgcc tggccactcc caagctggct ggcgctccca 60 
agcctcgcag aaccggggct agatgtcgcc gtggctgcgg ccaagcccgg cggtctgccc 120 
ggcggcggct gcaccgtggc tggaaccgac cccccagtcc catcccccat ggctacggag 180 
ggcccctgtc agcggccccg atctctcttg gaggaggagc ggggcgggag tcacggccag 240 
gagggccctc aggccggaag ggatgcacgt ctgcgattcc gagacgtccc gcgcgagccc 300 
aggagaacGc gcaagccagc agcgcctgcg cccgagctgc agcagccccc tgcaggccac 360 
gcgggctcgg gagcggtttc cggagtccga gctggcgctg agctgcaggc gcgagcctaa 420 
aggcttagcc ggggcccacg ctgtctgaga gatcggagcg ttcagctaca ggcacgcgct 480 
taacggcttc gtggagctca ctcggtctga gaggtcggag gctgcgagtg tcgctgctga 540 
aggctgtggt ggaccaggct ggatcgcgga ttctgagcta catcgcgggt ttggtggtgg 600 
atcttggatt tgggggtgga tcgcgggtta gggggtggat cttggatttg ggggtggatc 660 
gcgggttgtg ggggggatgg cggatttggg gctgggtggg ggtggaaagg ccacgaggag 720 
ccgcggcggc tcaggagcgg gtggtgggcg tctgaaaagt cgccaccatg aggaagctct 780 
tcagcttcgg gagacgcctg ggccaggcgc tcctggactc catggaccaa gagtacgctg 840 
gtcgggggta ccacatccgg gactgggaac tgcggaagat ccacagggct gccatcaagg 900 
gcgacgccgc ggaggtggag cactgcctga cgcgcaggtt ccgggacttg gacgcccgcg 960 
acagaaaaga caggactgtt ctacatttga cctgtgccca tggccgtgtg gaagtggtca 1020 
ccctcttgct gagcagaaga tgccagatca acatatatga tagactaaac aggacacctt 1080 
taatgaaggc tgtacactgc caggaagagg cttgtgccat tattctcctg gaacatggcg 1140 
ccaatccaaa cattaaggat: atctacagca acactgctct ccattatgct gtgtataata 1200 
aggggacttc actggcagaa aaactgcttt cccaccatgc aaatattgaa gcactaaacg 1260 
aggagggaaa cactccactt ttgtttgcta taaattctag gagacagcaa attgtggaat 1320 
ttctgttgaa gaaccaggca aatttacatg ccattgacaa ttitcagaaga acagccctca 1380 
tgcttgcagt acagcataac tcatcaagta tcgtcagcct cctccttcaa caaaatataa 1440 
atatcttttc tcaagacctg tttggccaga ctgccgagga ttatgctgtt tgttataatt 1500 
tcagaagcat tcaacaacaa attttggaac ataaaaataa gatacttaaa agtcatcttt 1560 
gaaatgataa tcaagaaaca gcagctatga agccttgaat tttgaaaaaa agacaagaag 1620 
gtgcaaaagg tgcttaattg ctttctactc aggaagtccg ggaagtctgc aatgtcaatt 1680 
accctctagt tgtgtttact cacaaccttt gtcaattaat ccttactgaa taaatgcaag 1740 
tcttgctgac tgatcaaggc cgtggctgtg actaagtggc ctggacgcta ggctggactg 1800 
gcaagcag 1808 

<210> 86 
<211> 4564 
<212> DNA 

<213> Homo sapiens 
<220> 
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gtggcaaagg cttcaaccag 
agaagcccta caaatgtgaa 
ctcataaaag aattcatact 
attaattaat tctcaacgct 
aaatctgaag aatgtggcaa 
aattcatact ggagggaatt 
cttaaggctt actacatata 
atgtgggaaa gcctctaata 
agagagactc tacaa^cctg 
tgaatataaa agaaatcgta 
ccttaagtgg ctgtcacact 



tcctcaaacc ttatggaaca 60 
gaatgtgata aagacttcaa 120 
ggaggaaaaa ccctacaaat 180 
tactgaacat aagggaattt 240 
gccttttagc tattcctcaa 300 
cctacaattg tgtggaatgt 350 
agacaactca tactggagag 420 
gatcctcaat tcttaagaga 480 
aaagatgtga caatgctttt 540 
cagatgagaa atcctagaaa 600 
gtgattgtag gtaagataa 659 
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<221> misc_feature 

<223> Incyte ID No: LG: 7698190 . 26 : 2002JAN1 8 
<220> 

<221> unsiire 

<222> (1) ... (4564) 

<223> a, t, c, g, or other 

<400> 86 

ggcgttggcg gaaattaccg aagatgcccg aagccgtcgg gacggacccg agtacctcac 60 
gcaagatggc ggagctggag gaggtgactc tggacgggaa gcctcttcag gcgctgcggg 120 
tgaccgacct gaaggccgca ctggagcagc gaggcctagc caagagcggg cagaagagtg 180 
ccctggtcaa gcggctcaaa ggggctctaa tgctagaaaa tttacagaaa cactcaacac 240 
cccatgctgc attccagcca aattcccaga ttggtgagga aatgagccag aacagtttca 3 00 
taaaacagta tctggaaaag cagcaggagc tacttaggca gcgtctggaa cgtgaagctc 3 60 
gagaagctgc agaacttgaa gaagcttcag ctgagtcgga ggacgagatg atccatcctg 420 
agggagtggc ttccctgctg cctcctgact ttcagagcag cctggagaga ccagagctgg 480 
agctcagcag acattcgccc agaaaaagct cctcaatttc tgaagagaaa ggtgactctg 540 
atgatgagaa accaaggaaa ggagaaagac gatcatctag ggtcagacag gcaagagcag 600 
ctaaactgtc tgagggcagc caacctgctg aggaggaaga ggatcaagaa acaccttcca 660 
gaaacctaag ggtcagagca gatcgaaatt tgaaaacaga ggaggaagaa gaggaggagg 720 
acggaggagg aacgaagatt gatgaagagg aaggtgatga tgagggacaa aaatctaggg 780 
aggcaccaat cctgaaagag tttaaggaag aaggggaaga gatgcctaga gtaaaaccag 840 
aggagatgat ggatgagaga cccaaaacaa gatcccagga acaggaggtg ttagagagag 900 
gagggagatt tacaagatcc caggaagagg ctagaaaaag tcatctggcc agacagcagc 960 
aggagaagga aatgaaaaca acatctcccc ttgaggagga agaaagagaa ataaaatctt 1020 
cacaaggctt aaaggaaaaa tcgaagtctc cttcccctcc tcgactgact gaagatcgaa 1080 
agaaggcctc acttgtagcg ctgccagagc aaactgccag cgaggaggag actcctccac 1140 
ctttactaac aaaggaagca tcttctccac cacctcatcc acagctccat agcgaagaag 1200 
aaatagagcc catggaaggc ccagcccccc ctgtcctcat tcagttatct cctcctaata 1260 
cagatgctga caccagggag ctattagtat ctcagcatac tgtccagttg gtaggaggcc 1320 
tgtctccttt gtcaagtcct tcagacacca aagcagaatc tccagcagag aaagtgccag 13 80 
•aggagagtgt cctgcctctg gttcagaaaa gcacactggc tgactactca gcccagaagg 1440 
atcttgaacc tgagtcagac agatctgctc agcccctccc tctaaaaatt gaggaattag 1500 
cactggccaa aggaatcact gaagaatgtc tgaaacagcc atctttggaa cagaaggaag 1560 
gcagaagagc ttctcatacc cttctcccaa gccacagatt gaaacagtca gctgattcat 1620 
cctctagccg gtcctcctca tcttcctcct ccagttctag atcaagatct cgctctcctg 1680 
acagttcagg ttctcggtct cattcaccgc tcagatccaa gcagagagat gtagcccagg 1740 
cacgtactca tgccaaccct cgtggtagac ccaagatggg ctccagatca acatcagagt 1800 
ccagatcaag gtcacgttca cgttctcgtt cagcatcaag caacagcaga aaatctctga 1860 
gccctggagt ctccagggac agcagcacca gctatactga aaccaaagat ccctcttctg 1920 
gtcaggaggt tgcaactcca ccagtgccac aactgcaggt ctgtgagcca aaggagagga 1980 
cttccacctc ctcatcctct gtccaagcaa ggcgtctgag tcagcctgaa tcagctgaaa 2040 
agcatgtgac ccagaggtta cagcctgagc gggggagccc aaagaagtgt gaagctgaag 2100 
aggcagagcc accagctgcc acacagcccc aaacctcaga gactcagacc tctcatctgc 2160 
cagaatcaga aagaattcat cacactgttg aggagaagga ggaagtgacc atggacacaa 2220 
gtgaaaacag acctgaaaat gatgttccag aacctcccat gcctattgca gaccaagtca 2280 
gcaatgatga ccgcccggag ggcagtgttg aagatgagga gaagaaagag agctcgctgc 2340 
ccaaatcatt caagaggaag atctccgttg tctcagctac caagggggtg ccagctggaa 2400 
acagtgacac agaggggggc cagcctggtc ggaaacgacg ctggggagcc agcacagcca 2460 
ccacacagaa gaaaccttcc atcagtatca ccactgaatc actaaagagc ctcatccccg 2520 
acatcaaacc cctggcgggg caggaggctg ttgtggatct tcatgctgat gactctcgca 2580 
tctctgagga tgagacagag cgtaatggcg atgatgggac ccatgacaag gggctgaaaa 2640 
tatgccggac agtcactcag gtagtacctg cagagggcca ggagaatggg cagagggaag 2700 
aagaggaaga agagaaggaa cctgaagcag aacctcctgt acctccccag gtgtcagtag 2760 
aggtggcctt gcccccacct gcagagcatg aagtaaagaa agtgacttta ggagatacct 2820 
taactcgacg ttccattagc cagcagaagt ccggagtttc cattaccatt gatgacccag 2880 
tccgaactgc ccaggtgccc tccccacccc ggggcaagat tagcaacatt gtccatatct 2940 
ccaatttggt ccgtcctttc actttaggcc agctaaagga gttgttgggg cgcacaggaa 3000 
ccttggtgga agaggccttc tggattgaca agatcaaatc tcattgcttt gtaacgtact 3060 
caacagtaga ggaagctgtt gccacccgca cagctctgca cggggtcaaa tggccccagt 3120 
ccaatcccaa attcctttgt gctgactatg ccgagcaaga tgagctggat tatcaccgag 3180 
gcctcttggt ggaccgtccc tctgaaacta agacagagga gcagggaata ccacggcccc 3240 
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tgcacccccc acccccaccc ccggtccagc caccacagca cccccgggca gagcagcggg 3300 
agcaggaacg ggcagtgcgg gaacagtggg cagaacggga acgggaaatg gagcggcggg 33 60 
agcggactcg atcagagcgt gaatgggatc gggacaaagt tcgagaaggg ccccgttccc 3420 
gatcaaggtc ccgtgaccgc cgccgcaagg aacgtgcgaa gtctaaagaa aagaagagtg 3480 
agaagaaaga gaaagcccag gaggaaccac ctgccaagct gctggatgac cttttccgaa 3540 
agaccaaggc agctccctgc atctattggc tcccactgac tgacagccag atcgttcaga 3600 
aagaggcaga gcgggccgaa cgggccaagg agcgggagaa gcggcgaaag gagcaagaag 3660 
aagaagagca aaaggagcgg gagaaggaag ccgagcggga acggaaccga cagctggagc 3720 
gagagaaacg tcgggagcac agtcgggaga gggacaggna gaganagaga gaaagggagc 37 80 
gggacagggg ggaccgagat cgggataggg aaagggaccg agaacgaggc agggaaaggg 3 840 
atcgcaggga caccaagcgc cacagcagaa gccggagtcg gagcacacct gtgcgggacc 3900 
ggggtgggcg ccgctagctg ggaaaacact agagctgcag gtaccagcca ctcggcccca 3960 
gggggttatg gccacagagg gataggcaca gtctccacca ccctggagcc aagggtcttt 4020 
cacatcacct atccctacat acataccaaa tggaaaagtg gccatccttt tccccccaaa 4080 
cacaccccct taacctatct cttgggactt agc'ccgaccc tccctctcat ttcccattaa 4140 
gtctgagagg caagagctag gttaggcaag gaggtggttg gccagagatg gggaacagcc 4200 
aggtgcccca gtcctctgat ttttcctcca tcctgcttac cacctccctg ggtacttaca 4260 
gccttctctt gggaacagcc ggggccagga ctgggtcacc tatgagctga atcagcatct 4320 
cctcctgagt cccagggccc ctgcagttcc cagtctcttc tgtcctgcag cccttgcctc 4380 
tttcccacag gttccacttt atatccacct tttccttttg ttcaattttt atttttattt 4440 
tttttattat taaatgatgt ggtctatgga aaaaaaaata aaaatctgac ttagttctaa 4500 
caaaaatcta tgtcgggtgc ggagaaagag gtaatgaaat ggcaggaatt cgatatcagc 4560 
ttat 4564 

<210> 87 
<211> 3391 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc„f eatiire 

<223> Incyte ID No: LG: 7763560 . 12 : 2002 JAN18 
<220> 

<221> unsure 

<222> (1) ... (3391) 

<223> a, t, c, g, or other 



<400> 87 

aagatagact tcatcatctg cctggggcaa 
ttccaggtga agcgctgaca tttccagacc 
acgaggggct cacaagcatg gcttccattg 
ctagagcggc cagcactgag gcccatggtg 
ggggcagtgt ggacacagtg ctacggctgg 
gagtggcgca gggtggtggg tcctgggaaa 
gcctcccttg agctcctctt cctggtttct 
gggccacgct gtgtggggga ccctggctct 
ggaaatgccc gcagcccgcc ctgcttttct 
cgaggctccg accccaaggc tgcctcccac 
gcccaggggg ctgctcagcc ctgccacctt 
ggccctggtg gcccggccca ccctggcctg 
agtccctcct gcagagggtc ggggtgctgt 
gctggaaagg ctgggtggtg caggggtgca 
gctcacaggg cagcgtccct ccggtcatgg 
ccccattcag ctttgagaac tttcagtccc 
ctgttgttct ccggagtcgg ctgaaggtca 
cggccgtgca caatgggctg ggtgagaaag 
tcgggaagca ggccatgcag taccaggtcc 
cctcctacct gtccaatgtg gatgtctacc 
gcgacggtaa ggcccgcagc actgtcctgg 
gcctgcgcct gtccctgtca ggagtgatcg 
cggccgcggc cggggcctcc atgatccacc 
tctgccccca* ctcgctgtcc ttccggccca 



cacgggacgc tgctgtacgc ttcctcgctt 60 
cacaccaggt tctagtctag gtgctncgta 120 
cttttcaccc ctttatacga gagcagtcac 180 
gcagcccggt ggggtgcgac ggtggggcca 240 
gggtggccag agcccgcctg ggacagcagg 300 
cgacctcgcc tactggccca tcccctctgg 360 
caggaggaca cgctctcccc tggggctgta 420 
gcccttggcc cactgcatgt tggtgacacc 480 
ccccatctcc ccattagcac ctgtggggcg 540 
ccgccctcgc cagctccccc agccctccgt 600 
tgttcctcac cagctcccca caccaacctt 660 
cgacgtcccc ctccgcttgt ccacatggcc 720 
ccccacagag ctgggtccct cctgaggtgc 780 
cggcgtgggc gctgagtgac ctctccgtcg 840 
ccttccacct gggctccctg ggcttcctga 900 
aagttactca ggtgatagag gggaacgcag 960 
gggtggtgaa ggagctccgg gggaagaaga 1020 
gctcgcaggc tgcaggcctg gacatggatg 1080 
tgaatgaggt ggtgattgac agaggcccct 1140 
tggacggaca cctcatcacc acggtgcagg 1200 
ggccctgagc gtccctcggg cgggagtgac 1260 
tgtccacccc gacgggcagc acggcgtatg 1320 
ccaacgtgcc ggccatcatg atcacgccca 1380 
tcgtggtccc cgcaggggtc gagctgaaga 1440 
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tcatgctgtc 
aagagatccg 
tctgtgtgcg 
acgtccggaa 
aggtcaagcc 
agaccaatct 
agctgggtta 
actttttttg 
acaccccgcg 
atttttccgc 
caatgttgat 
tgacctgcac 
aagcatggtc 
ttggatgcgt 
ctcagcggga 
cccaggaagg 
gtgctgatgt 
gtctgccatt 
ggaccattct 
atcgtgatcc 
ctcaacacgc 
agctgtggag 
tgtggaggcc 
gagtaactgc 
gaaggcacaa 
tgggcacgtt 
tgtggacttg 
tccgccatga 
gcccagcgtt 
gaaggtgtga 
ttttgaagta 
aagccttatt 
cgggtgcgga 



acctgaagca 
ccatggagac 
ggaccccgtg 
gaagcaagcc 
cctatccagg 
gcgtgtgtct 
gagcctgggt 
catttctaaa 
gtgggtccct 
aaatcagtcg 
aataaatgtc 
ctcttcccct 
ttgccagtgg 
cccctgccat 
agggggctgg 
tagtttaaat 
acatactttc 
caatgtttac 
gttcagtgcg 
cttttatttg 
tgattctcct 
cacgtggatg 
gtggtcggac 
tctctgagtt 
gacgttctcc 
ctccgaggca 
agcgtccaaa 
ccctgggcac 
agggctggaa 
actgacctct 
aattttaatg 
acgcttttca 
gaaagaggta 



aggaacacag 
agcatcagca 
agcgactggt 
cacttcgagg 
cccgaatcct 
gtgaccgcct 
ctgccttttg 
gaagcgtgag 
ggagcgcggc 
gttgaaattc 
tcagccaaaa 
aaaatttctg 
ctggcaaggc 
ccagccctcc 
catcgccagc 
cctgtatata 
tcgtacacac 
atttatgttc 
atcctgatgg 
caacagtaat 
cctgcctctc 
ctgcctaccc 
cctggtgtcc 
ttgcacacga 
tctgcccgtg 
tgtgtctccc 
aaccctgagt 
aggggaagcc 
gacggcagtg 
aaagcagcgt 
tttcatatta 
gatcctttca 
atgaaatggc 



catgggtgtc 
tcactacctc 
ttgagagcct 
aggaggagga 
tccgctgccc 
gtctcagtgg 
tccagatcag 
aaatgggctg 
ctccagctgc 
agaggagtca 
accttccttg 
cagggaagcc 
ggttttgttc 
ccgcttgagg 
gacccacaca 
ctttttagag 
ttttgtgaag 
tgcaagacgc 
tccgggagat 
gagaattttt 
ccgtgagtct 
cggcgcccgc 
tggttactgc 
agttgccctc 
aggagcttcc 
tgctcaccct 
gtgattctgg 
cagccgtggg 
ttcagaattc 
gagatgggaa 
atttcttgaa 
ataaacaaga 
a 



ctttgatgga 

atgctaccca 

cgcccagtgc 

ggaggaggag 

tccaagcgcc 

cacggccact 

ctgttttttt 

ggagtgcttc 

cgcaatttcc 

gaatgactcg 

agctgccatg 

cctggcggag 

tgctcagttt 

ccagcactga 

ttcctcacgt 

actcttttaa 

atttcaaggg 

tctcttcatg 

gagggtttcc 

cacactaaca 

ccagcctgcc 

gtcttccacg 

tgcccgggtg 

atctgctgga 

cgcagccgcc 

cgtctgggca 

gcagccggcc 

cttaggagag 

cagccgctca 

tgatctagaa. 

aatgtattaa 

cttgtagaaa 



cggaagagac 
ctcccctcca 
ctgcattgga 
gaggagggct 
ctctggggac 
tcctttctgt 
aaaatctctg 
tgtcctgctg 
atgccaggat 
acctgtcctt 
cttttcccct 
gcgccattga 
ctggagaggg 
gtctgggaca 
agcttctgct 
actttctgaa 
gaagggagtc 
ggccattagg 
ggggctagtg 
cagcgaggga 
cagcaccagc 
ggcacaggtg 
tctttttttt 
gatcgataag 
tggcccagcc 
cctcagcatc 
tggcttgaag 
agggaccagc 
tctgaacaca 
aactttggat 
atgtcattga 
aaatctatgt 



1500 

1560 

162Q 

1680 

1740 

1800 

1860 

1920 

1980 

2040 . 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3391 



<210> 88 

<211> 2552 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: LG: 7763587 . 20 : 2002 JAN18 



<400> 88 

gcccaggcat cctggacccc ccaactctct 
tctcccctcc cagggggagg cccccgctga 
cagaggagcc accgagagag ttcatggctc 
cctgcccaag gccacccccg actccctgga 
cactgtcact gttggtgatg agggggctga 
ggatgaatct gagaatcttg agggagatgg 
ccatgccaca aagtcattcc cctcttcccc 
caagatgtca atgacagggg cgggaaaatc 
gctactgagt atgccaggag cccagggagc 
caccacgagc ccagagggac agcccaaggt 
aggaaatgga cagcccccgg tccctgagaa 
gagtgatgat gtccactcac tgggaaaggt 
gaactcagga ggtggcctgt cagaggagtt 
cctgacgaaa ggggaccccg ggtccctgga 
cagtctctac tatgattcct actctgtgga 
agttgaagct ctaactgaac aactaagtga 
agaagaggaa gaggaggagg aagaggaaga 
gtcagatagg ag'tggttcca gtggccggcg 
cccatgggtg aagccgtctc ggaaacggcg 



actgggctga ccagccctcc tgtcccttgt 60 
gatgggggcg ctgctgctgg agaaggaaac 120 
tttgggggac acccctcgta gtgaagaaac 180 
gcctgctggc ccctcatctc cagcctctgt 240 
cacccctgta ggggctacac cactcattgg 300 
ggacctccgt gggggccgga tcctgctggg 360 
cagcaagggg ggttcctgtc ctagccgggc 420 
acctccatct gtccagagtt tggctatgag 480 
tgcagcagca gggtctgaac cccctccagc 540 
ccaccgagcc cgcaaaacca tgtccaaacc 600 
gcggccccct gaaatacagc atttccgcat 660 
gacctcagat ctggccaaaa ggaggaagct 720 
aggttctgcc cggcgttcag gagaagtgac 780 
ggagtgggag acggtggtgg gtgatgactt 840 
tgagcgcgtg gactccgaca gcaagtctga 900 
agaggaggag gaggaagagg aggaagaaga 960 
agaagaggaa gatgaggagt cagggaatca 1020 
caaggccaag aagaaatggc gaaaagacag 1080 
caagcgggag cctccgcggg ccaaggagcc 1140 
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acgaggggtg tccaatgaca catcttcgct ggagacagag cgagggtttg aggagttgcc 12 00 
cctgtgcagc tgccgcatgg aggcacccaa gattgaccgc atcagcgaga gggcggggca 12 60 
caagtgcatg gccactgaga gtgtggacgg agagctgtca ggctgcaatg ccgccatcct 1320 
caagcgggag accatgaggc catccagccg tgtggccctg atggtgctct gtgagaccca 1380 
ccgcgcccgc atggtcaaac accactgctg cccgggctgc ggctacttct gcacggcggg 1440 
caccttcctg gagtgccacc ctgacttccg tgtggcccac cgcttccaca aggcctgtgt 1500 
gtctcagctg aatgggatgg tcttctgtcc ccactgtggg gaggatgctt ctgaagctca 1560 
agaggtgacc atcccccggg gtgacggggt gaccccaccg gccggcactg cagctcctgc 1620 
acccccaccc ctgtcccagg atgtccccgg gagagcagac acttctcagc ccagtgcccg 1680 
gatgcgaggg catggggaac cccggcgccc gccctgcgat cccctggctg acaccattga 1740 
cagctcaggg ccctccctga ccctgcccaa tgggggctgc ctttcagccg tggggctgcc 1800 
actggggcca ggccgggagg ccctggaaaa ggccctggtc atccaggagt cagagaggcg 1860 
gaagaagctc cgtttccacc ctcggcagtt gtacctgtcc gtgaagcagg gcgagctgca 1920 
gaaggtgatc ctgatgctgt tggacaacct ggaccccaac ttccagagcg accagcagag 1980 
caagcgcacg cccctgcatg cagccgccca gaagggctcc gtggagatct gccatgtgct 2040 
gctgcaggct ggagccaaca taaatgcagt ggacaaacag cagcggacgc cactgatgga 2100 
ggccgtggtg aacaaccacc tggaggtagc ccgttacatg gtgcagcgtg gtggctgtgt 2160 
ctatagcaag gaggaggacg gttccacctg cctccaccac gcagccaaaa tcgggaactt 2220 
ggagatggtc agcctgctgc tgagcacagg acaggtggac gtcaacgccc aggacagtgg 2280 
ggggtggacg cccatcatct gggctgcaga gcacaagcac atcgaggtga tccgcatgct 2340 
actgacgcgg ggcgccgacg tcaccctcac tgacaacgtg agtgagcgtt tggttgaggt 2400 
agggcagccc caggcccctg agcaaggtgg aggctggatt caagggccca gctgctgcac 2460 
ctcatctgtt cccctcctac ctccacagga ggagaacatc tgcctgcact gggcctcctt 2520 
cacgggcagc gccgccatcg ccgaagtcct tc 2552 

<210> 89 

<211> 2734 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 899263 . 10 : 2 002 JAN18 
<400> 89 

tgctgaattg cagtccaata tttcgtagat atgatagctg aagcacggaa tcagtgatgt 60 
aacttgccca aagtggcatt cacgactcat aaatggctta ggatgtaaac tcagttttat 120 
tccctgggac gccctctctg ctcttcagca cttgaagttc aggcagcgag agttgacatg 180 
gggccaggct gcgcccctgg ggcgggttga agacagggtg agtctcttga tattcaggaa 240 
atcatcgcgc acccagtcac cagcgttcgg gagcctgtcg cagcgggacc gacggaatcc 300 
ggagcaggcg acagggcgca gaagcgggat gtacttctgt tggggcgccg actccaggga 360 
gctgcagcgc cggaggacgg cgggcagccc cggggctgag ctactgcagg cggccagcgg 420 
ggagcgccac tctctgctgc tgctgaccaa ccacagggtc ctctcgtgcg gagacaacag 480 
caggggtcag ctgggccgca ggggcgcgca gcgcggggag ctgccagaac caattcaggc 540 
attggaaacc ctaattgttg atctcgtgag ctgcgggaag gagcactccc tggctgtgtg 600 
ccacaaagga agggtcttcg catggggagc tggttctgaa gggcagctgg ggattggaga 660 
attcaaggaa ataagtttca cacctaagaa aataatgact ctgaatgata taaaaataat 720 
acaagtttcc tgtggacact accactccct ggcattatca aaagatagcc aagtgttttc 780 
gtggggaaag aacagccatg ggcagctggg cttggggaag gagttcccct cccaagccag 840 
cccgcagagg gtgaggtccc tggaggggat cccactggct caggtggctg ccggaggggc 900 
tcacagcttt gccctgtctc tctgtgggac ttcgtttggc tggggaagta acagtgccgg 960 
gcagctggcc ctcagtgggc gtaatgtccc agtgcaaagc aacaagcctc tctcagtcgg 1020 
tgcactgaag aatctaggtg tggtttatat cagctgtggt gatgcacaca ctgcggtgct 1080 
tacccaggac gggaaagtgt tcacatttgg agacaatcgc tctggacagc tgggatacag 1140 
ccccactcct gagaagagag gtccacaact tgtggaaaga attgatggcc tagtttcgca 1200 
gatagattgt ggaagttatc acaccctggc atatgtgcac accactggtc aggtggtatc 1260 
ttttggtcat ggaccaagtg acacaagcaa gccaactcat ccggaggccc tgacagagaa 1320 
ctttgacatt agctgcctga tttctgctga agaaactcta agcatggatt tatgactttc 1380 
ttttagactt cgtggatgtt caagtcaaac acatttttgc tggaacatat gccaactttg 1440 
tgacaactca tcaggtatct attatacttt ttgttcctct taaaaattat tttttctcaa 1500 
gatttcagac cggtatttga aatactgtat tattcataca tattcaggtc ttttactaaa 1560 
acaataaggt cctatattag aatgcttatg aaaaaaatat tacataattc tcacttcctt 1620 
atttgtcaac tttcctaaca gattagaccc ccccaccacc accatttcag atttattttt 1680 
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taagtgtgtt tgttgaattt gcatcatgta aatgcacata cacatctaac 1740 
tSaaaaaa ^f^f^T*' tccatcttca ggagggaact gaa?tttccc tgtccJggJc lloo 
tgtgaaggaa gggtttctga catgtcgtgg agggaatttc ccagtggcac ctccttcaot IRfin 
tS?^!^^*'? '^^^t^^tgtgt gagtgtgcag gggtgtgtgt agcagjggjg gcatgtag?^ ^12^ 
taataSaJt tllallTJt ^^f^^^'^^^^ tcaccgagtc cccaJ???a? ?t?tlt?gc? ^98? 
caacaaaatt aatgatgata gataacagtc atgactaatt ttaactgcag tcaccaaato tnln 

gt?St??S ?t??:c£at "^^-'^f^- tcaagatgtt taatgc?c2 Sa???t? llto 

ZZl^t tttttcacat tgacagatga aaaaacggag tctcagagag gtaaatttat- 71 fin 

ftnntf^'' actgttagta agtggtagag ctggattcal atccajglag ?ccaJcccJa 222^ 

cattatccac catgctatag tgccttccta attgt?aacl ggagSSatt? 228^ 

llltTtTotl illtlSSS ^-^^^^^atg gaaacaaagg ?S??!Sgt LIS 

tSaSttta laacfSo^^ "o*"'^^^*'^ tgaggaatgt tttaaaattg atgtttaaac 2400 

aaacattcct gacgacagga aaaagtacaa attagaaaca taataaactc 2/ifin 

i ii ~ sss- s-is 
dsii i~ ElSi Sr- sss 



<210> 90 

<211> 961 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: LG: 977837 . 31 : 2002 JAN18 
<400> 90 



f^lf':^''^^^ tgcatttgat atggtgattt ttcagagacc tgagtgacaa cgcaaacata 60 

gcaatgcatt ttcacaaatg aagaaactgc aacaa?gtaa gc?tt?St? ^20 
^^^^^^ agtctgaaag tatagagggg aaaactgtca tatggtgtgg cStcctgaS llo 
tatgtatcta taaaaagtgc ctggcacatt cttaacatta cttaat?t?? J?ac?aaSa lln 
cScSc?:?? t^aai""'^ ttctttttgt tgaaatgagt ttttctttc^ at^ttSt? Ito 
cgcaactttg tgggaccaaa tatagtacag tcacccaata taotacrfcaah f-i-hi^^-'JlZ^^ 

PSS pSS SFJS rS! iSE 11= 
S| iiiS Si5 t=S i55J 

JSaattG^S? agatggcttt gtgtgtgatg attttcccaa accc?Sa?c 780 

Sc??ccaSca SStaa^^^ gtcggcaata aaaggttcca atttgagttt catctg??ca 840 
ftS^«^?«^ gcagtgattc cccaatgact ttgcttggaa aaaagacaat gaactactgc 900 
atgatgctga aatggaaaat tatgcacacc tccgggccca aggtggcgag Stgatggagt 960 

961 

<210> 91 

<211> 4278 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_featxire 

<223> Incyte ID No: LG: 978560. 13 :2002JAN18 
<400> 91 

aattcgcggc cgctcgatac ggctgcgaga agacgacaga agggggattg ccccaaaaca 60 
cSgJcSa S?a^f^S^S gcggcgaatt ctttcggcct g??SgScc cctcS???cc 120 
ctcSctc?? cc???cctat ?ccSir°^ tctcttcgca tcggcggcgg cttcSgLac 180 
gagaStagct t???aSttSt llt^f^f atgccagctt ggagagtcac gtgagagcaa 240 

gSSggcSc tctSfSccSc aca??^^^^ ^^^^^^^^^^ aactgactgc cattctctga 300 
as ggcagc cctgtccccc acatttgcca cgtccaccca ggattccacc tgtctccagg 360 
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actcagaatt tcctgtttct tcaaaagacc attcctgtcc ccagaatttg gacctgttcg 420 
tgtgcagtgg tctggagcct cacacaccca gtgttggttc ccaggaatcg gtgactttcc 480 
aagatgtcgc tgtggacttt accgagaagg agtggccctt gctggattct tctcagagaa 540 
aactgtacaa agatgtaatg ctggagaact acagcaacct cacttcactg gaaattttgg 600 
caccacccat tttgctgctc ctaagtcaga cttgtccacc ctcagaagca ttgaagaccc 660 
aagtgttgag cccaggctac tggaaggggt tgtccctctg catggccctc cctcaacctg 720 
tgtctttccc gtgagtgtag ggtatcaggt cggcaaaccc agcctcatct cacacttgga 780 
gcaggaggag gagccgagga cagaggagag gggcgctcac cagggcgctt gtgcagattg 840 
ggagactcca tctaaaacca agtggtcact tcttatggaa gatatttttg ggaaggaaac 900 
gcccagtggt gtgacgatgg aaagagccgg tcttggagag aagtccactg aatacgctca 960 
cttgttcgaa gtctttggca tggaccctca tctcactcag ccaatgggaa ggcacgctgg 1020 
caagaggccc tatcaccgcc gcgactatgg ggtagcgttc aagggcaggc cgcacctcac 1080 
tcagcacatg agcatgtacg acgggagaaa aatgcatgaa tgtcatcagt gccaaaaagc 1140 
cttcaccacg agcgcgtccc tcacacggca caggagaatc cacaccgggg agaagcctta 1200 
cgagtgcagc gactgcggga aagccttcaa cgacccttca gcccttagga gccacgcaag 1260 
aactcacctc aaagagaagc cctttgactg cagtcagtgt ggaaatgcat tccggaccct 1320 
ctcggccctg aaaatccaca tgcgagttca cactggcgag aggccttaca agtgtgatca 1380 
gtgcgggaag gcttacggcc ggagctgcca cctcatcgca cacaagagaa cgcacaccgg 1440 
agagaggccc tacgagtgtc acgactgtgg gaaagctttc cagcacccct cccacctcaa 1500 
agagcacgtg aggaatcaca cgggggagaa gccctacgcg tgcacgcagt gcggcaaagc 1560 
cttccgctgg aagtccaact ttaatttgca caagaagaac cacatggtgg agaagaccta 1620 
cgaatgtaaa gaatgcggga aatcctttgg cgatctcgtg tcccggagga aacacatgag 1680 
gattcacatc gtcaagaaac ccgtggaatg tcggcagtgc gggaagacct tccgaaacca 1740 
gtccatcctt aagactcaca tgaactctca cactggagag aaaccatacg ggtgcgatct 1800 
ctgcgggaaa gctttcagcg cgagttcaaa cctcaccgca cacaggaaga tacacacgca 1860 
agagagacgc tacgaatgcg ccgcctgcgg gaaagtcttc ggtgactatt tatcccggcg 1920 
gaggcacatg agcgttcacc ttgtaaagaa acgagttgag tgtaggcagt gtggcaaggc 1980 
cttcaggaac cagtcaacgc tgaagacgca catgcgaagc cacacggggg agaaaccgta 2040 
cgaatgcgat cactgtggga aggccttcag cataggctcc aacctgaatg tgcacaggcg 2100 
gatccacacc ggggagaagc cctacgaatg ccttgtctgc gggaaagcct tcagcgacca 2160 
ctcatccctc aggagccacg tgaaaactca ccggggagag aagctctttg tgtcatccgt 2220 
gtggaaaagg ctccagtgag cgcgcctgct ttagagacac aggatgattc agaccggaaa 2280 
cagacctcgt gggtgtaaga ggaagcctct gtgagctcgc accttactgg gtgcaaaaga 2340 
atccacggaa cttgggagaa gtccagttcc tgtaaaaact gggaagacga ggcgttctca 2400 
tcccatagga ggtttgtgag aactcacgcc gggggtgaaa atgtacgtct gtagcatgga 2460 
gaagccttca gggtacattc agctcttaac aaacacagga ggacttaatg gcagcttggc 2520 
atttaatgtc aaaatccaag ccgtggcatt taatgtcaaa atgacttcag accacttcta 2580 
gccttctggg cccatgagta ataatgagca cactagggag catctctgta aacacagtgg 2640 
ctggggaaac ccttcctagt ctcacttgat tcctcatgac ggaaatcaca ctaaagagag 2700 
aaatcagtga agtaaggaac gtggaaggtc atgaatgggc cgcaaaccac ggccagctgc 2760 
ttgtctttgt atggcttgcc agctaacaat agtggttcca tctttaagga agaagaatgt 2820 
ttgatggaga aaatttgtgg ccaatgaagt ctgaaatact tcctgtcatc tgcccctttc 2880 
cagaaaaact tggccgaccc ttggtctaca gcacgggttc tcagtcgggc gacgatttgg 2940 
ctgtctaggc gtcatttggc aatgtctaga gacattttgg tagttagaat ggggggaaga 3000 
tactcctgac ttgtaataag aagacatcag agatgctgct aagtcggctc cagcacacag 3060 
gagcccccca caacgaagag ttagtgcccc caaacgtcac tgttgctgag gttgaaaata 3120 
atcatgcagt cattcctcaa ttactgcctg cagcaattcc tccattttta tgaatcttgt 3180 
gagcacttac gctaggagaa atttctttta caaaactttt aaaatacagt tagtgctgat 3240 
aattcctatg tggaaatgat tccagccatg gtcccctcac ttgagcatgt gaatattctc 3300 
acggagagaa gccccagcga gattttccgg tgaatacggg attgcactta ctctttcatc 33 60 
acggaaacag acccccgaga gaagccccaa cgagattttc cggtgaatac gggactgcac 3420 
gtactctctc atcatgaaaa cagagccccg ttcataaatt tttcatcttt atttttaagg 3480 
ttatactcct ctaaataacc cttaagcctc atcaagaaag gtttgtttat agtattttta 3540 
ctatagcttc atccttgata acgtcctaat ttccttctgg acaacctcct tgaccaatgg 3600 
catattgaga tctatgtgac atgaggatat ttctcagtac cactttgtta ctggtacctg 3660 
atgcacacgg attgcgacca gagcatgatg cctccatcaa gtggtaatat gtttgcagcc 3720 
tgctgtccag ccaagagtga cagatacttc tagtgacttc cccggtatcc actctcatct 3780 
tcttccaata tcaagagaat ccaggttctg tcagattagt aaggtgtgct aatctaaatt 3840 
ttaaaaaatc tcttacaggt tttcttgcag ctggtaccat ccatgtctca cagccctggc 3900 
cactgacaga tcagcagatg tcaccacatg ggcttctgag aaagctcttg aatggggatc 3960 
gttcttaaac atgaattcct ccctgtatgt tttgttcttt gctttacttt tcaccttgca 4020 
aagagatcca gtacctagta ttggaagatc caccttaacg accgtgcata tgaaaaccac 4080 
agtctaagga agtgactgca gaaagctcac agcgaccctg gcctcccctg tggcctcttt 4140 
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gagtgtctgc agcagccctg gacttccaga cttctatcac atgagaaaaa ataaaactga 4200 
ttattggttt aagctgctat ggatatttca ttgtttttct tttaaattta tttatttaag 4260 
ataggttaac agggcgaa 4278 

<210> 92 

<211> 1381 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 979390 .2 : 2002 JAN18 
<400> 92 

aattcactgt ctgtagcatc tgctcctcca cagagggacc ctggaatggc gatggcactc 60 
ccgatgcctg gacctcagga ggcggttgtg ttcgaggatg tggctgtgta cttcacaagg 120 
atagagtgga gttgcctggc ccccgaccag caggcactct acagggacgt gatgctggag 180 
aactatggga acctggcctc actaggcttt cttgttgcca aaccagcact gatctcccta 240 
ttggagcaag gagaggagcc gggggccttg attctgcagg tggctgaaca gagcgtggcc 300 
aaagccagcc tgtgcacaga ggaccctaat acactgccca gcagaagcca ggaaggaagc 360 
cctgccagct cagaaggtgg gccaggagag aagggtgtgg ccggaagggt agccggtggg 420 
ggtgctgcat cctcttggcc ccacggggag caccctgtca cccctaacag atgaagagaa 480 
ggtgaggggg gattgagtta cctgcccact ggtgtgtcaa actccatgat gggggtggga 540 
acatgcagac ctggcccctc caaggcccac tgctccccgg gctgtgcgcc ccacagtctg 600 
tgccaggggc tgcagaaaga gccatgggaa gcctggccct ggtagggcac caagatgggg 660 
agggctggat ccaccctcca gagaacaaga atcctgggca gtagccggga catggtgggg 720 
gaggctgaag ggttgtccct gagcatcccc aacatggagc tcggaagtct gggccatggg 780 
caggaaagca cgaaggtcag ggccagcctg gggaaccaag agctgtgcca cgatcccttc 840 
cacctggggc agctgcccac atgcccgcca ctgggttcca tcacctgaga ctcctggcag 900 
gtgcctctct gagtctttgt cctgtgctgg aaactgggat gtgcagcaca catcttcaca 960 
cccacagcac ggacagcggg aataacactt cctttgggga tccagggttt ctggtgtctc 1020 
cagatttttc aggcgccacc atgttcctct catccagacg tcggcaccca aggtggaagc 1080 
aggtcatggc atgcccggcc cagctgcagt ccgagtgcag atcccatggc gagcgtggga 1140 
tccagcccaa agcacaagcc acgcacagcc cgccaggttg agtgggcagg tacctccaac 1200 
agccagccca ggttgagtgg gcaggtacct ccaacagcct ggagccgtga ggccttgcgc 1260 
agggcgttgc cggccgtgga ggtctctggc tggcaaagtg gcaccgaaag agtcctgtgt 1320 
cataaccaga ctcacttgta gcttctgttg ctctccctag ctatttgcaa agcatccagg 1380 
^ 1381 

<210> 93 

<211> 2425 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: IiG:983019 .l:2002aAN18 
<400> 93 

ccgcctgtgg ctcaaattcc accgccacca aactgagatg atcattacga aacagggcag 60 
gcgcatgttt cctttcttga gcttcaacat aaacggactc aatcccactg cccactacaa 120 
tgtgttcgta gaggtggtgc tggcggaccc caaccactgg cgcttccagg ggggcaaatg 180 
ggtgacctgt ggcaaagccg acaataacat gcagggcaac aaaatgtatg ttcacccaga 240 
gtctcctaat actggttccc actggatgag acaggagatt tcattcggga aattaaaact 300 
caccaataac aaaggcgcaa ataacaacaa cacccagatg atagtcttac aatccttaca 360 
caaataccaa ccccgactgc atattgttga agttacagag gatggcgtgg aggacttgaa 420 
tgagccctca aagacccaga cttttacctt ctcagaaacg caattcattg cagtgactgc 480 
ctaccaaaac accgatatta ctcaactaaa gattgatcat aacccctttg caaaaggctt 540 
cagagacaac tatgattcca tgtacaccgc ttcagaaaat gacaggttaa ctccatctcc 600 
cacggattct cctagatccc atcagattgt ccctggaggt cggtacggcg ttcaatcctt 660 
cttcccggag ccctttgtca acactttacc tcaagcccgc tattataatg gcgagagaac 720 
cgtgccacag accaacggcc tcctttcacc ccaacagagc gaagaggtgg ccaaccctcc 780 
ccagcggtgg cttgtcacgc ctgtccagca acctgggacc aacaaactag acatcagttc 840 
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ctatgaatct gaatatactt ctagcacatt 
tcagacatcc catgccctgg ggtattaccc 
gggaggtcga ggttcttacc agaggaagat 
aagccccact gtgttctctg aagatcagct 
ctcttcttgg atagagacac ccccttccat 
atacaccagt gcttgtaagc gaaggcggct 
accctccata aagtgtgagg acattaatgc 
catgggaggg tattatgctt tttacacaac 
tagctaactt tttgcagatg gacttggtgg 
ccaaaaagat gtttgccttc caccttgatg 
ggtgccaaag ctttttgatt gctgcaggta 
aagattaatg gaagacttta aggtatttta 
tatttattgg ggagacacta acaattcaaa 
gctatcagat gagttaaaac ctttgattct 
gaagccgagt gttaaggtgt tttgcttctg 
agacattttg ctgttacatt ctgccagggg 
agcttttgtg aaagtgatag tttcacctga 
caagccatgt ttgccctagt ccaggattgc 
gtgctggggt ggccagtggg actcaggaga 
aaaaaaaaaa aagggagaat ttaaaagtgt 
aatgtggtat atattgtaca aatagtctac 
ctttggcttt gtaaagaatt tgcaaatcac 
catcatcccc atgatatttg ggaatattct 
tcagctacta tgtactaact tgaaccgtgt 
ttgcgccatc ccctctccct aacttggtaa 
tcctataggc attttagaga tcttggattt 
tgtggttcag taagggaacg gaaaa 



gctcccatat ggcattaaat ccttgcccct 900 
agacccaacc tttcctgcaa tggcagggtg 960 
ggcagctgga ctaccatgga cctccagaac 1020 
ctccaaggag aaagtgaaag aggaaattgg 1080 
caaatctcta gattccaatg attcaggagt 1140 
gtctcctagc aactccagta atgaaaattc 1200 
tgaagagtat agtaaagaca cctcaaaagg 1260 
tccctaaaga gttattttaa cctcaaaaat 1320 
tgttttttgt tgtcttcttt gcctaggttg 13 80 
catcctgttt tgtgcaattc tctaaaagaa 1440 
actgaaacaa acctagcatt tttaaaaaat 1500 
aaattcgaag ggtatccaag gttctgtatt 1560 
gaagcaggct gtgaacattg ggtgcccagt 1620 
catttctatt tgtaaattct taagcaaata 1680 
aaagagggct gtgccttccg tttcagaagg 1740 
caaaagatac taggcccagg agtcaagaaa 1800 
ctttgattcc ttaacccccg gcttttggaa 1860 
ctcacttgag acttgctagg cctctgctgt 1920 
gagcaagcta aggagtcacc aaaaaaaaaa 1980 
acagttgtgt gtttagatac actatagaat 2040 
ataggtgtct gggataatgt aaaactggtg 2100 
ttaacagctg caggggcaag gggagagttt 2160 
gtttacttct tagagtagtt aagaatgtat 2220 
ttaaggaaaa ctccatattt catcctcttc 2280 
tgtgaagaaa ctaaaacctg ataccacagc 2340 
ttatgtacag tcttagtcat ttttaataaa 2400 

2425 



<210> 94 

<211> 6597 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: LG : 997202 - 7 :20.02JAN18 



<400i> 94 

tctgtgcgct cagcctgacg tttccctaag 
ggaagaaaca tattgccgag tggatgccgc 
tcagcatctg ctgggataac tggaggaaga 
agcgagtttc gagatggcgg ctcagcggat 
ctgcaagtca gaggggaccc tgattgacct 
tgacatcaaa gtgccttctc ccagtgcctt 
tgcaaaggaa gtgattgcga tcaaggacta 
ctccaagggc gaccatctct acgtcttgga 
caacaccacc gaaatgggct acatcccctc 
ctcaacactg agtgacagcg gtatgattga 
caaggagctg gagctgctcg ggggatggac 
cagtaataac cctttctgga atggggtcca 
cgtcatgccc agcctggatg agctgaatcc 
cgcaggtaca tcctccttca ccgaatccag 
cttcgatgag cttccagtca caaacggact 
ccccttcttc agaagcaagc gctcctacag 
gtccgatgct cccacatcgt cgagtttctt 
atttcagagc cgggaggatt ttcgaactgc 
ttgccacgac ctggacttgc ttggccaaag 
gacaaacatc gtgtgcaagc tggatagctc 
catcagcatc cacgtgcccg agggccacgt 
gaaagccctg ctggaccccc cgctggagct 
tgtgctggag gtcaagctga gcaacctgga 
agtgtcagcc gagataaaaa atgacctttt 
gaggagcgac tcgaaggaag ggccatatgt 



accttctccg ccccagacat gctctcgtta 60 
cgcgcagcgt gtttgcttga ggcagaagct 120 
aatatgaagc cttagcggct ttacccggga 180 
ccgagcggcc aactccaatg gcctccctcg 240 
gagcgaaggg ttttcagaga cgagctttaa 3 00 
gctcgtagac aaccccacac ctttcggaaa 360 
ttgccccacc aacttcacca cactgaagtt 420 
cacatctggc ggtgagtggt ggtacgcaca 480 
ctcctatgtg cagcccttga actaccggaa 540 
taatcttcca gacagcccag acgaggtagc 600 
agatgacaaa aaagtaccag gcagaatgta 660 
gaccaatcca tttctgaatg ggaacgtgcc 720 
caaaagtact gtggatttgc tcctttttga 780 
ctcagccacc acgaatagca ctggcaacat 840 
ccacgcagag ccgccggtca ggcgggacaa 900 
tctctcggaa ctctccgtcc tccaagccaa 960 
caccggcttg aaatcacctg cccccgagca 1020 
ctggctaaac cacaggaagc tggcccggtc 1080 
ccctggttgg ggccagaccc aagccgtgga 1140 
tgggggtgct gtccagcttc ctgacaccag 1200 
cgcccctggg gagacccagc agate tccat 1260 
caacagtgac aggtcctgca gcatcagccc 1320 
ggtgaaaacc tctatcatct tggagatgaa 1380 
tagcaaaagc acagtgggcc tccagtgcct 1440 
ctccgtcccg ctcaactgca gctgtgggga 1500 
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cacggtccag 
tggcccaagc 

gggtctctac 

gcatgactgt 
tgccccggtg 
tctcaaggtc 
caaagtggtg 
cacctcccag 
ccaggaggcc 
catcaagcct 
gtccccgttt 
caagtttggt 
gtacaagaag 
gctgtggacc 
caagaacgtg 
cacctcggtg 
ctccgtgagg 
gggctacgtg 
gcgggtggcg 
acggaagtcc 
ggtggtcaga 
ctggcgggag 
gtctccccac 
tgacttctta 
gctgcacctg 
tgggactctg 
ggaccaggac 
agccctcttc 
ggctgctcag 
tccatcgagg 
ttctatttgt 
gatctatgag 
ggggcacagg 
gtatataggt 
caacactcag 
aagaaggtga 
ctgagaaggc 
actcgtagta 
gtgaagtccc 
agccatgagt 
aatgccattt 
tgaggtcaaa 
ttcatgaccg 
gttggcctca 
actctgcatt 
cctcggaagg 
agcaagatga 
cagtgttgca 
agatgtcgcg 
aggtgatcct 
ttgggatccc 
taatcaatgt 
aagaccaacg 
cacacaattc 
ataatttctc 
accttaaacc 
ttgtagcaca 
gtgaaaatgg 
aaatgggaac 
ctaagcctgc 
caggcctttt 
aggaagagaa 
ttctgtcagc 



gcacagctgc 
atcctctacc 
ggccctaaac 
gccccaaaga 
gccctgcagc 
tgtatgtttt 
cgaggattcc 
aaccccaacg 
atcctcaccc 
tccgggcaaa 
gccaccacta 
aagttgctca 
ggcgacggga 
aaggagtggt 
ctggtggtcg 
ctgctggagc 
accctgctca 
aacctgccgc 
tccgtcctag 
ttccagaagg 
ctcatccagg 
ctggctgaga 
cgggacagga 
ctcacctgga 
ggcctggaca 
atcttggtga 
gacttcgtga 
tgccctgcgt 
acagatttag 
gagaggcctg 
taagtataaa 
aaaggtggta 
ctgttgaggt 
atttaaaggt 
cccggaaaga 
atcacgtggg 
cccaggtcct 
aatgaccatc 
gcattagcat 
tgacagtctt 
gagagtgagg 
gcagtgcttc 
aatcagagcc 
caagcaacgc 
tcatttcatc 
aagtcatagt 
gcattttgta 
ttaataactt 
tgttggaagg 
tagcaacgtg 
gaatctcatt 
atactccctt 
gactgaaaaa 
gccaatcatc 
ccagagacca 
atggatattt 
aataaaattc 
gcctctagta 
agagcctaat 
caatggcctc 
gccagcagca 
tgaacatgtc 
atggtgacag 



acaacctgga 
cttccaccgt 
acatccaccc 
cgctcctggt 
tgtgggggaa 
ccaatatgac 
agctgaagct 
agctctctga 
agttttgtgt 

ergaggtttct 

caaagtaccc 
agactgtggt 
tcgccctgct 
acatcggcta 
gcagggcccg 
agatcctgcg 
tggagaacat 
tcaccttttt 
aaaagctgaa 
agcttgtgat 
actttgtgct 
agctggccaa 
acggggttgt 
gccatcagat 
agatgaaaaa 
actccctgga 
fcttgaatggg 
gccctgctgt 
ggcccgccag 
aagggactgc 
tttaaattta 
tctaattttt 
ttttatgttg 
cactgggagc 
tgctcgttcg 
aaaaagtggc 
gctccctcct 
catagaatat 
ttaggtgccc 
tagggcccct 
tggtccctgc 
ccatagagtt 
ttggtggcca 
cttatgctga 
taaggcttaa 
ttagatgaaa 
aaaatgaaaa 
tagggtgcag 
gagcaggagg 
ccaggacact 
ctctaaaact 
actggcctga 
aagaacaaac 
ccaccatata 
tctatcacct 
tttcctcagg 
tacaaaagtt 
aagtgtccag 
tatttgaaaa 
agtcccttgg 
agtattttct 
tgagtgttcc 
tcttctgtgt 



gccctgtatg 

gtgggacttc 

atccttcaag 

cagcgaggtc 

gcaccagttc 

gaattacgag 

gggcaaggtg 

cttcacgctg 

ccagactcct 

caagaagaac 

gactttccag 

gcggcagaac 

cagcgaggag 

ctaccagggc 

gcccagcctg 

gccctgcaaa 

cagcagctgg 

ctgccgggca 

ggaggactgt 

ggccctactg 

cctgaccacg 

ggtctccaag 

ggacagcgag 

cggggacagc 

ccccatcacc 

cgttctgaga 

tcccctcccc 



caccgcggag 
ctaggctaca 
ctactgcagc 
aaatcacttt 
ttatggacca 
ttatagacct 
gtttctgatt 
gttgttggac 
ttttcagtaa 
cggatttgat 
gtgaatcttt 
tgagctgttt 
gccagtgtgc 
tgctacgagg 
tgctgcctct 
ctgactctcg 
tgtgcagagg 
cccctcttcc 
ccattttttg 
tgtgactcac 
acatgctgtg 
aaggactgat 
tcctgtgtgc 
gctttcttga 
aacgttgtat 
attagctatt 
accttcgatt 
tttccccaaa 
ggctttaaat 
gcagtaaatt 
tcacaggtga 
ggagactcct 
caacatcaag 
gagagccacc 
cctggaaggc 
agatggggga 



tacgtggctg 
atcaataaaa 
acggtagtga 
acacgccagg 
gttttgtcca 
gtcaaagcca 
agccgcctga 
cgggttcagg 
cagccacccc 
gaagtcggga 
gaccgcccgg 
aagaaccact 
cgggtcaggc 
agggtgggcc 
tgctcgggcc 
ttcctcacgt 
cgctccttcg 
gagctggata 
aacaacactg 
aagatggact 
gctgtagagg 
cagcagatgg 
gccatgtgga 
taccgggatg 
aagcgctgga 
gcagccgcct 
tcctgctgct 
ctgaagaggg 
cccatcatgc 
tcgttgccaa 
tttaacgaat 
taaaggttta 
ttttaaatta 



tcgtggccca 
aagtcacagt 

ccatttttgg 
cacccaaccc 



cccggccaca 

ctctttcact 

acgggtacag 

tgtcttccgt 

ggtgagcttc 

ctgccaatag 

aattagtcat 

ccattgtact 

tctgtggaca 

tgcttattgc 

tgccagctgc 

ttcctggtgt 

tacaatgtaa 

ataaaatcag 

tgaatctcac 

actggcaaat 

ctgcagttgt 

aacatgttac 

agctacttat 

ttatgctgca 

gtgcttctca 

gaagaaacaa 

agtttcctat 

ttatttggat 

aggccaatat 

aagatgagga 

tcaaagcaaa 

caccggccca 

tgggccttac 

gggagagaag 



ggccccagga 
gcgagcaggc 
tcttccccat 
tgaaggacga 
ctaaaagtgc 
aaatcatcct 
tgtccagcct 
acctgctgga 
tccggggcca 
tcgtgcacac 
ccgagctgag 
acatctatgc 
ctgacgccct 
gtgagcccga 
agaacaaaga 
gccagggcct 
tggcccagcg 
acgcctacga 
agcctgcgta 
tcatccagga 
agcacctcac 
tcagccctgc 
ctggagtgca 
aggaaggggc 
gccgccctcc 
tcacatagct 

ggggggaagg 
aaagaaaata 
tgttagagat 
ctttgcattt 
ccctgcgtgt 
ctcattcttt 
gctttgcctc 
agtgggcaga 
attagaaagc 
tgacaagaac 
gttttttcct 
ggaagaaaac 
agatgctgtg 
catttgccaa 
acctgtgtct 
agatcatctg 
gaacttgaca 
aatgcgtcgt 
cagtagagtg 
cagggaccat 
ttccttagta 
tcagatactg 
agaaccagga 
actccacccc 
aaccagttgc 
gcaacgtgtc 
attttgttta 
cagagtttta 
gcaggtggta 
tgcctgagta 
gagcagaagc 
aaggacaggc 
tcccaatgtg 



1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
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ccacccatgg gatccagcag aaactgggct ctggagtatt gctggcccca gtggactttc 5340 
atccaaggag ttctttggtc ttcactgcca gatgcctgtc cagttctgcc actgtgtcat 5400 
cggccatttg gctgatctgt ttctctatta gcctaatggt gtcctctgag actgtatcct 5460 
tggatttctt cagcttgttc attgagttgg tgcgaacctt ccgtaaagag tctttggcct 5520 
tgttggtgtt ctgtttggcc agtttcacca gcatttctct gtgctctctg gttacttggg 5580 
gaatgggtac ccgaattagc gtcccttcca cttctgggtt cagattcatt ccactttctc 5640 
ttatagcctt gatagctgca gctgtacact tatattagca gatgaggaaa tggaggccca 5700 
gagagtgaag caacttgccc aggtcaaaca gccagttggt ggtagagatg ggaccggatt 5760 
ccaggtactc taagactcct aatccaggcc aattccttcc agttttggaa gcactgtgct 5820 
ccatgcaata ttctgcaatg gtcagtctag tataaaagga cttcctggag ggtctgctcc 5880 
aaatactaat gcagaggtca caaattggtg gccctcaggc cacatttggc ccattaaagt 5940 
attgttttat ttgcttcata gtctctggga agctggccat attcaccaaa atcagctgtg 6000 
gcgacttcat ggagatctgg ctaatctggt ttaaagcaag cttcccgtca gcagttacca 6060 
cagcaatctt gtcaagggat cctggtgagg tccttatatt gagagtctta ttgaaattat 6120 
ccttgagagc ttctatcaca gacttcattt cttcattcac ctcttccaag ttgattatat 6180 
cctcaaccaa ggcagcatta atattcactc tggtttggga ctgtcctttc cctttggctt 6240 
tggctttctt ggtagcaaaa tggcggactg gtacagctga ataggccatg tattgcctat 6300 
ggccatgttg tctttcatgc actgtcttca gtgtaacttc tgaaacgggt ctgatagagg 6360 
ctgcaagata attgcgaaag gtagggtgga ccatgcggaa gcactttaat cccaaggcca 6420 
tgactgaaga caatccttgg aaacatccac taaaaagaat aagacaaaaa gcagatctaa 6480 
gtaaaagatc taagtacaaa gcttgcaact tcaggtaatt cgtaccaatt atcaagcaac 6540 
tcctataaac tgagctaagt actagacaat ttaaatacat tatctctaat ccttttc 6597 

<210> 95 
<211> 4366 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 998756 . 3 : 2002 JAN18 
<400> 95 

ggcggcgggc ccatgaaaga ctgcgagtac agccagatca gcacccacag ctcctccccc 60 
atggagtcgc cccacaagaa gaagaaaatc gcggcccgga ggaaatggga ggtgttcccg 120 
ggaagaaaca agttcttctg taacgggagg atcatgatgg cccggcagac gggcgtcttc 180 
tacctgacgc tcgtcctcat cctggtcact agcggactct tcttcgcctt cgactgtccg 240 
tacctggcgg tgaaaatcac ccctgccatc cctgcagtcg ctggcatcct gttcttcttt 300 
gtgatgggga ccctgctccg caccagcttc agcgaccccg gagtcctccc acgagccacg 360 
cctgatgaag ccgccgatct ggaaaggcaa atagatatcg caaacggcac cagttcaggg 420 
gggtaccgcc cgcctcccag aaccaaagaa gtcatcatca atggccagac cgtgaaactt 480 
aaatactgtt tcacctgcaa gattttccgg ccccctcgcg cctcccattg cagcctttgt 540 
gataactgcg tagaacggtt tgatcaccac tgtccctggg taggcaactg tgtggggaaa 600 
agaaactaca gattttttta tatgtttatt ttatctctgt cttttctgac agtctttata 660 
tttgcattcg ttatcaccca cgtcattctt cgttcacagc aaacaggatt cctaaatgcc 720 
cttaaggaca gtcctgcaag cgtcctggag gctgtggtgt gcttcttctc tgtctggtcc 780 
atcgttggcc tctcaggatt ccacacctac ttgatcagct ccaaccagac aacaaatgag 840 
gacattaaag gatcctggtc aaataaaaga ggtaaagaaa attacaatcc ctacagctac 900 
ggaaatatct ttaccaactg ctgtgttgcc ctgtgtgggc ccatctcacc aagcctgatc 960 
gacagaagag ggtacatcca gcccgacacg ccgcagccag cagcaccctc caatggcatc 1020 
accatgtacg gggccacgca gtcacagagt gacatgtgcg accaagacca gtgcattcag 1080 
agcaccaaat tcgttttgca ggctgcagcc acgcccctgc tgcagagcga gcccagcctc 1140 
accagcgacg agctgcacct gcccgggaag cctggcctgg gcacgccctg cgccagcctc 1200 
acactgggcc cgcccacacc gcccgcctcc atgcccaacc tcgccgaggc cacgctcgcg 1260 
gacgtgatgc cccggaaaga tgagcacatg ggccaccagt tcctgacgcc cgatgaggcg 1320 
ccctcgcccc ccaggctact ggcggcgggc agccccctgg cgcacagccg caccatgcac 1380 
gtgctgggcc tggccagcca ggactccctg catgaggact ctgtgcgcgg cctggtgaag 1440 
ctcagctccg tgtgacccac atggccccag gccgggggac accagaggct cctccatggg 1500 
cagcaggagt gagcggaggg gtgtgtccca cagcgacttt cccagccaat gccacggtgg 1560 
agatgacagc cccaggtctg gggtacagag accacttagg atggcacagg gtggctggcc 1620 
ccggatgctg agagcttggt ttcatttgaa ttttcttccc caacctgagt gctttgacaa 1680 
caatggaaat agagaagtgg ctgctttctt ttggtgaccc tccaggggtg gaatcggagt 1740 
gtgtctgccc gcccttgtga cagacacacg gaaggcttct gacgcttgtg gccagactgc 1800 
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aattgcactt 

ttaaaaaaaa 

ctgccgtctg 

ttttaatttt 

taatggacag 

gggctgcaga 

cgctcgatga 

gtgtgtgatg 

tgcgtacggt 

ttcttgaaat 

gggagatatt 

ttaattatct 

gcaacagttg 

gcgtcttctg 

gtcctagtaa 

catgtaggtc 

tgttcacttt 

cactatgggg 

aaatctaaca 

gaaagacaag 

aaggctatta 

agaaaagcac 

gctgaaaggg 

ctgcatgcac 

aaccacctaa 

cacaaccgca 

tgagcccaaa 

cttgctttct 

gtgctccatg 

gtccattctc 

ctaacatttc 

ctgtgaaaaa 

acttaatatt 

catttatcca 

gagagagatt 

cagagagaag 

atgagcgatg 

gcagtitcacc 

ataaatataa 

gacgttggtg 

aagtaaaata 

cacacactca 

ggaaccacag 



atgtgttatg 

aaaaaatcct 

tgttacagtg 

gtgaattttc 

tgtcatcact 

gggcggctgg 

ggtctcgtgt 

aaacttcccg 

tatccttaat 

gtccctagcg 

tatagaataa 

ctttttgaca 

atcggaagta 

ggcttccttc 

aggtatcaga 

atcatccttc 

cattggtcac 

gcagccacag 

gctaaagcta 

acacattgac 

ctcctgagaa 

acaagtttta 

cctgcagagt 

gtatagaaaa 

ctacttgtac 

cacgctcaca 

gtgacagccc 

tccacctgct 

ggtgaccgcg 

agctcattcc 

ctaactcagt 

ttcccagaag 

tattatcaat 

ataggggact 

aacttgaatg 

cccacagccc 

atgccccctg 

tggcgaggtg 

atacttatgt 

tttctaactt 

aatattttac 

ttctgctgtt 

gcttcccggc 



ctactaatat 

aaagggaaaa 

gtgttgctat 

aagtgctgtt 

cagcttactg 

ggttccgtcg 

tgagatattg 

tggacagcca 

agcataaatg 

aggaatggtc 

tttcttagat 

ccatcttagt 

gggagagggg 

tgtgttaacg 

aaatgaggag 

ctagacactg 

ctagaaggga 

gggacacagc 

ctcaagttca 

caatgataca 

agagttgcca 

tttggaatga 

tcttgcactg 

tggaataggt 

ccacctgcaa 

ggcaccaact 

cacaaaggag 

ccccagaggc 

aatccggctt 

cctggaaagc 

ggttgccgct 

ccaggatcac 

ttccccacct 

gggaattttg 

ggccaatttg 

tgtcctctgt 

gggcgcccac 

atggctctgc 

ttataaatgt 

ctttcagtgt 

catgctatta 

taaaaattca 

acttgaaggc 



ttgaaacaga 
aaccgaccag 
ttccaaggaa 
ttgttggaag 
ggctgaggcg 
tgtcgggtgt 
tgtgccacaa 
ataaaatgac 
aaaacaaagt 
cccagacaac 
aagaggcaag 
ggaatttgct 

aggggacgct 

tgtcactcaa 

gagaaatcgg 

atcagaatga 

acgaactggc 

aactcctctc 

aagccatggc 

agtaacccaa 

ttttatataa 

aggcaattca 

tgatgtcttc 

ccattctatg 

tgtgtaattc 

cacagggatt 

cttccacaac 

cccaggaagg 

agccctcact 

aagatcatgg 

ctcctgtgac 

gactcacttg 

ccaaccctgt 

gtgaagtgaa 

ctagataatt 

ggcttgaaaa 

ttctgtttgt 

atttcccacg 

tgaatggttc 

gttagagatt 

aagcttggac 

tctgcgttcg 

tgaactgagc 



cctgccattc 

gtgtggatct 

gtgctgcttt 

acagtgcaac 

tctgtggaga 

cacttcacct 

cccccacagt 

gtcctctgtt 

catccagatg 

aaaagtcaaa 

ttttccatca 

ctacgtttgc 

cagggagaag 

tcccagaagt 

cttacagtct 

aattaagaaa 

tctggactta 

ctggcttctt 

cttgctcctt 

gtgatttgca 

aagaaaagaa 

caggtcacaa 

gagccatctt 

tagccatttt 

atggggcagt 

ctccttgtcc 

ttcccaaacc 

agttggccct 

ccggtcccac 

tcttcagagg. 

cagcccttct 

tcttcacata 

ccctggcaca 

tcaagg.ctat 

aatgtcttaa 

agaaacccag 

caggagggat 

aacatatatg 

cttctagctg 

gattacatgc 

cattatcaaa 

ttctcccagg 

gtgagg 



catttgttaa 

gcatgccacg 

ctttttcttt 

gaactgagac 

ggtggcaccg 

tctgtttggc 

cttcacctcc 

attttggatc 

gggagagttt 

tctttgaact 

tttattttct 

agtttgccgt 

gttctgtcgg 

gcaacttgag 

aagctgagat 

atgaccactt 

gggagtgtgt 

tccagaccat 

ataaccatat 

tttatggaaa 

gataggaaaa 

aataatfccat 

tattgtcatg 

tgattttctg 

gccctcctta 

acgctacctg 

gtctctgctc 

gatgagaacg 

gtgtggccca 

cctcccgctt 

tcccacctca 

atggatattt 

cacttggcat 

tcagggtcaa 

aaaccaaaac 

catcagagga 

ggtcggaggg 

tgacatgtac 

tggctgagta 

tagctataaa 

cacacacaaa 

agtgctccag 



1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 

4140 

4200 

4260 

4320 

4366 



<210> 96 
<211> 1989 
<212> DNA 

<213> Homo sapiens ^ 
<220> 

<221> misc_feature 
<223> Incyte ID No: 



IiG: 103460 . 28 : 2002 JAN18 



<400> 96 

gggggctggg 

agccgagagg 

ctcagtgcag 

tccagtcggc 

cccctttgga 

atttatttat 

cgatctcagc 

cccgagtaga 

tcctcatcaa 



aatccgggac 
gtggttagaa 
ggagagccca 
cggagccagc 
accagatgaa 
ttttctgaga 
tcactgcagc 
ttatgagctt 
gagactgctg 



tgtgggggca 
tttctatatt 
gcctatgaaa 

gggcgccccc 

atggtctttt 
cggaattttg 
ctccgcctcc 
acagaaagcc 
cagtgcctgt 



agttgacggc 
ttggggtccc 
ccgcctggga 
ggaggttttg 
tgagtttatg 
ctctgaattc 
cgggttcaag 
tggcctacat 
catgtgacag 



tcccagggtc 
tccctccgta 
ggtctgcagg 
tatggtgcct 
ctttattatt 
caggctggag 
cgattcttct 
tttactcttt 
cggcatggac 



gtcggggctg 60 
tggggtaaga 120 
atcaaggctt 180 
tagtagtcgg 240 
attattgttt 3 00 
tgcaatggcg 360 
gcctcagcct 420 
ttggatttct 480 
atatgcccca 540 
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ggctttcctg ctggggtcca tccatgagcc tgcaggtgcc ctcatggagc cccagccctg 600 
ccctggaagc ttggctgaga gcttcctgga ggaggagctt cggctcaatg ctgagctgag 660 
ccagctgcag ttttcggagc ctgtgggcat catctacaat cccgtggagt atgcatggga 720 
gccacatcgc aactacgtga ctcgctactg ccagggcccc aaggaagtac tcttcctggg 780 
catgaaccct ggaccttttg gcatggccca gactggggtg ccctttgggg aagtaagcat 840 
ggtccgggac tggttgggca ttgtggggcc tgtgctgacc cctccccaag agcatcctaa 900 
acgaccagtg ctgggactgg agtgcccaca gtcagaagtg agtggtgccc gattctgggg 960 
ctttttccgg aacctctgtg gacagcctga ggtcttcttc catcactgtt .ttgtccacaa 1020 
tctatgccct ctgcttttcc tggctcccag cgggcgcaac cttactcctg ctgagctgcc 1080 
tgccaagcag cgagaacagc ttcttgggat ctgtgatgca gccctctgcc ggcaggtgca 1140 
gctgctgggg gtgcggctgg tggtgggagt tgggcgactg gcagagcagc gggcacgacg 1200 
ggctctggca ggcctgatgc cagaggtcca ggtggaaggg ctcctgcatc cctctccccg 1260 
taacccacag gccaacaagg gctgggaggc agtggccaag gaaagattga atgagctggg 1320 
gctgctgcca ctgctgttga aatgagtgcc cttggggcct tgcatgggac acattcaaga 1380 
cctcgaagtc attcttggcc aagcagatga caacacatct cctggactgg agcaaaaggt 1440 
ccttctgtgc accctggtcg ctgggaaacg tattctttga tctgttgaac tgtcttccaa 1500 
cctgccatgg cagttttgac actactcctg tttgccctcc tgattcctgc tttctttacc 1560 
ttttaacatt gcccctttca ggggacccca ctttgtaggg aatctgcaga aggtgtgctt 1620 
ttgcacttgc agactgctct acctcagtgt ttccttggga gactttattc agctgagagt 1680 
gccctagaca gtaacttcta aggtcacgtt tactatttca gaggaaatat cttgccagga 1740 
tacctaccca tccttataga acagttgcct ttagctgacc cctttcctca cagggaccaa 1800 
gacaaagcat gggacatgaa attaagagtg aacttcttat gggaggctgc agctggatca 1860 
gaggaaaaat ccagtgtgac agagtgcaag tcagaagacc tggcttttca tcccagcttt 1920 
gaaacttgga actttttgat tgacaaatta ataaacctct ctatgcctca ggctcctcat 1980 
ctgtaaaaa 1989 

<210> 97 

<211> 1104 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: LG : 1501505 .19: 2002 JAN18 
<400> 97 

aaagccttcg catctcagaa 
ggtctcacca acatgttggg 
cggacagccg tgaacgctca 
gtgctggtgc tgctgtctct 
gccctggctg ccgtcatcat 
acgctctggc gtgttaagag 
ttctgggagg tgcagtacgg 
cactctgcag ccaggcctga 
gccagcggcc tgtccttccc 
ctggaaggtg catgggcggg 
cccatgtctg cagcatcgac 
tccagaagca gggcgtcgcc 
tgctgtccgc tgacctgaag 
acctgaggca ggagccaggg 
aaaaggttgc cctgctcaag 
gtgttccgga aggttcttgt 
ggcctggctg agaaaccctg 
gtccacggca gtgggagtgg 
cgctgctgtt cccggcatga 

<210> 98 
<211> 2733 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> miBC_feature 
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taattaccgc atcgatgcca 
ctccctcgtc tcctcctacc 
gtcgggggtg tgcaccccgg 
ggactacctg acctcactgt 
catggccgtg gccccgctgt 
gctggacctg ctgcccctgt 
catcctggcc ggggccctgg 
gaccaaggtg tcagaggggc 
tgccatggag gctctgcggg 
ggtcaagtgt ccccgccacg 
tacactgtgg tgctgggact 
ctggcctttg tgggcctgca 
gggttccagt acttctctac 
acccagccct acaacatcag 
gcataatggg gccacccgtg 
cactgtgatt ggatgctgga 
agcaggtaac ccagggaaga 
ggctcactgg cttcctgtgg 
ccct 



accaggagct gctggccatc 60 
cggtcacagg cagctttgga 120 
cggggggcct ggtgacggga 180 
tctactacat ccccaagtct 240 
tcgacaccaa gatcttcagg 300 
gcgtgacctt cctgctgtgc 360 
tgtctctgct catgctcctg 420 
cggttctggt cctgcagccg 480 
aggagatcct aagccgggcc 540 
ctgcctggtc ctggagtgca 600 
cggcgagctc ctccaggact 660 
ggtccccgtt ctccgtgtcc 720 
cctggaagaa gcagagaagc 780 
agaagactcc afctctggacc 840 
gggcatccac agtttgcagg 900 
tgccgcctga tagacatgct 960 
gaaggaagcc aggcctggag 1020 
gatgacttgg aaaatgacct 1080 

1104 
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<223> Incyte ID No: LG: 233444 . 9 : 2002 JAN18 



<400> 98 

ccgtgcgaaa 

cgcctgccag 

ttgctgttga 

caacctgaac 

gatagttgga 

tgctatgaag 

cggtatccaa 

ttatgttgct 

gtattacagt 

cttggtatat 

aataaacaac 

aaaagaagaa 

ttttgtttct 

tgaaaagcat 

tattatctgt 

accatatgtc 

tgtctcagat 

gggacatccc 

attatcatca 

gggtcactac 

gatatctgat 

cgtggattcc 

tggtatccca 

aaatagctga 

ataattggtc 

tcaaatggta 

gatggacctt 

cagtggcgca 

ctcagcctcc 

tttttcagta 

atccgccgac 

caagaatgga 

tgctccggaa 

gccatataag 

taaataagaa 

aaaaccctta 

aaaaaaaagt 

tgaatggtct 

aaacttttta 

tgtttgacat 

agatgagtat 

ctatctatat 

tccactatta 

atacacacac 

tacaaaatca 

ctaactgaaa 



gaatgaggag 

tgcgggaggt 

ctattcctat 

tacaaaaacc 

tagctttgaa 

cttatgtaat 

atctggtatt 

gtccaccatg 

acacagttgt 

atgacgaagg 

atgtcacagt 

ctgagcccaa 

ttttggcaag 

acgtgggaat 

attgagatgt 

caagaagcag 

attagagatg 

aggaaaaaat 

tcatcacaag 

caagggtttg 

gaaatcctta 

tgaacagtat 

tggattttgt 

aagccaggta 

taaatttcct 

gacaatgacG 

ttttgttttt 

atctcgggtc 

caagtagctg 

gagacagggt 

ctcggcctcc 

cattttttaa 

ttatcagaaa 

cttacctaac 

tttatcattt 

atattttaac 

tctacttttc 

taattactca 

ttacctagga 

tttataatga 

tgtttctcaa 

atatagagag 

taaacatttc 

aaaaaaaatc 

acatacaaaa 

aattaagatg 



atcctggggc 

tggaatacac 

atcactgtgg 

aataataagg 

atatcccgga 

ttacaacttt 

aatccttgaa 

ggctatggga 

cagacctttc 

gaactttagc 

tgtttgccat 

tccaacctgt 

cagtagttat 

ggcaaactgt 

tcctcgctgc 

aagagggctc 

atatttctga 

tgtttcccga 

atgcaatttc 

gacacactgt 

gtgatactat 

ggaaaagcaa 

gcttgggaca 

caactactgc 

agacttagac 

ccaactaaat 

gagacagaca 

actgcaagct 

ggactacagg 

ctcaccatgt 

caaagtgctg 

aaaaacatca 

gcataatgca 

aaacagttat 

attttctgca 

aaaaatttct 

atcagtgcta 

ttaaaccaca 

tggggtttct 

aaataaaaca 

agcctttgct 

agatagtggt 

tattaaaact 

tgtttgttag 

agcattagca 

ccatttatga 



cttacctact 
accaaggctt 
gtgatattgc 
attctttgga 
attgcaatat 
atgggattcc 
gccaaagatc 
gaagtattgc 
accaccatcg 
tttttcaaat 
gtattgtctc 
tggcaaattt 
tgctttgttg 
agaagctgtg 
cattgcfccat 
atgctttgat 
acaagtaagg 
ggatcaagat 
cattgcttct 
gactccccag 
aggagagaaa 
actgtgcaac 
gaccataaat 
atttatatat 
ttgatttctt 
cttcctgatg 
gagtcttgct 
ctgcctccca 
cacctgccac 
tagccaggat 
gaattacagg 
gtacttccta 
gaaatacgaa 
atccctattc 
acttttttat 
tgattagagg 
ttaaaggtgg 
gtcagaaaga 
ctaattgcta 
gaaagtgcca 
ttatgtattt 
tcacagtaat 
aaaactgggc 
aactccagtg 
tttttataca 
taa 



agcggaatcg 
ggtttattgc 
aacacttagt 
tggtacctat 
atgtggatac 
ttaccaatta 
aacagaaaca 
tgtttaggtg 
ttgctttaat 
gcttggactt 
ctgctctttt 
ctttgtgtaa 
gtaaaagttg 
gccaccggac 
cattacacat 
tcctttcttg 
catgttggac 
caaaatgaac 
tctatgccac 
actacaccta 
aaagaacctt 
tactacatta 
gatggaaaat 
gtaagttttg 
aacattaggg 
ttacactgct 
ctgtcaccca 
agttcatgcc 
catgcccagc 
ggtcttgatc 
cgtgagccac 
ccactgctgc 
ttagtggaac 
ctcaactgaa 
gtctcattct 
cacagtgaaa 
cagcaaatgt 
catataggtg 
atcacaaccc 
cagtatgtta 
atacacatac 
catacaaagt 
tctatgtaaa 
aattcagtaa 
taaataatga 



actgaagaga 
tggaatcttt 
gcattataca 
ttacagttta 
ctgcagagaa 
tctaactaac 
tttccctcct 
caaactaggt 
ctgtgagctg 
atttggttat 
ataaagtact 
agctggtggt 
gcgttatttc 
tccaggattt 
tctcatataa 
ccatgtggga 
ggacagtcag 
atacaagttt 
cttcacccat 
ccacagctaa 
cagataaatc 
tatcattacc 
gtcaacacaa 
tatatcaaaa 
tatcgcatac 
ttatcaagag 
ggctggagtg 
attctcctgc 
taattttttt 
tgacctcgtg 
tgcgcctggc 
atgagtataa 
ttaatcatgt 
tgtctttcaa 
ttaaacatta 
aagaagtcaa 
aaatcttggc 
ctatttggga 
cactgggtca 
cagaaagcaa 
tcattcatat 
ctttattcca 
aaccccaaag 
agttgcagaa 
aaataatgac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2733 



<210> 99 

<211> 5954 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feat\ire 

<223> Incyte ID No: LG: 234824 . 7 :2002JAN18 
<400> 99 

cggccgccgg ccgccgagcg cgggagggca ggcaggggca ggagccggag ggcccggggc 60 
gcggcgcggc atgtagctgc gggctcccgc gtcgcgtgag gctgtcggcc cggggccccg 120 
ccatggctgg gatggacagt ggcaacctga agaccgcgag gctgtggcgg gacgccgccc 180 
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tgcgtgccag gaagctgcgg agcaacctgc gccagctcac gcttaccgcc gccggggcct 240 
gccccggggc cggggccgac gcgctcgagt cccccgcctc cccccagctc gtgctgccgg 300 
ccaacctcgg ggacattgag gcactgaacc tggggaacaa cggcctggag gaggtacccg 360 
aggggctggg gtcggcgctg ggcagcctgc gcgtcctggt cctgcgcagg aaccgcttcg 420 
cccggctgcc cccggcggtg gccgagctcg gccaccacct caccgagctg gacgtgagcc 480 
acaaccggct gaccgccctg ggcgcggagg tggtgagtgc tctgagggag ctgcggaagc 540 
tcaacctcag ccacaaccag ctgcccgccc tgcccgccca gctgggcgct ctcgctcacc 600 
tggaggagct ggatgtcagc tttaaccggc tggcgcacct gcctgactcc ctctcctgcc 660 
tctcccgcct gcgcaccctg gacgtggatc acaaccagct cactgccttc ccccggcagc 720 
tgctgcagct ggtggccctg gaggagctgg acgtgtccag caaccggctg cggggcctgc 780 
ctgaggatat cagtgccctg cgtgccctca agatcctctg gctgagtggg gccgagcttg 840 
gcacgctgcc cgccggcttc tgcgagctgg ccagtttgga gagcctcatg ctagacaaca 900 
acgggctgca ggctctgccc gcccagttca gctgcctgca gcggctcaaa atgctcaacc 960 
tgtcctccaa cctcttcgag gagttccctg ccgcgctgct gcccttggct ggtctggagg 1020 
agctctacct tagtcgcaac cagctcacct cggtgccatc cgcttatctc gggcctgggc 1080 
cggctttctc accttgtggc tggataataa ccgcatccgc tacctgccgg actccatcgt 1140 
ggagctgacc ggcctggagg agctcgtgct gcaggggaac cagatcgcgg tgctgcccga 1200 
ccactttggc cagctctccc gggtgggttt gtggaagatc aaagacaacc cactgatcca 1260 
gcccccctac gaggtctgca tgaaggggat cccctacatc gcagcctacc agaaggaact 1320 
ggctcattcc cagccggcgg tgcagccccg gctcaagctg ctcctgatgg ggcataaggc 1380 
tgcaggaaag actttgctgc gccactgcct caccgaggag agagtggagg gatgcccagg 1440 
aggaggggac aaggagaagt gctacccacc gtcacctccc cctgtgagca agggcatcga 1500 
ggtgaccagc tggacggccg atgcctcccg gggcctgcgg ttcatcgtgt atgacttagc 1560 
tggggatgaa agttatgagg tgatccagcc cttcttcctg tccccagggg ccctatacgt 1620 
gctggtggtc aacttggcca cctatgagcc tcgccacttt cctaccaccg tgggctcctt 1680 
cttgcatcgg gtcggggcga gagtgcccca cgcggtggtg tgcatcgtgg gcacccacgc 1740 
agacctgtgc ggagagcgtg agctggagga gaaatgtctg gacattcacc gccagatcgc 1800 
cctgcaggag aagcacgacg cggagggact gagccgcttg gccaaggtgg tggacgaggc 1860 
actggcccgg gacttcgagc tgcgctctgc cagcccccac gcagcctact atggcgtttc 1920 
ggacaagaac cttcgacggc gcaaggccca ttttcaatac ctgctcaacc accggctgca 1980 
gatcctctcc cccgtgttgc ctgttagctg cagggacccg cgccacttac gacgccttcg 2040 
ggacaagttg ctgtcagttg ctgagcaccg agagatcttc cccaacttac acagagtact 2100 
gcctcgatcc tggcaggtgc tggaggaact gcatttccag ccacctcagg cccagcgact 2160 
gtggctaagc tggtgggact cggcgcgctt gggcctgcag gcgggtctga ccgaggaccg 2220 
actgcagagt gccctctcct acctgcatga gagcggcaag ctactctact ttgaggacag 2280 
tccggctctc aaggagcacg tcttccacaa cctcacccgc ctcatcgaca tcctcaatgt 2340 
cttcttccag aggga1::ccct ctttgctgct gcataagctg ctcctaggga ccagtggaga 2400 
gggcaaggcg gagggggaaa gctccccgcc catggcgcgg tccaccccca gccaggaact 2460 
gctccgggcc acccagctcc atcagtatgt ggagggcttt ctgttgcatg ggctcttgcc 2520 
agctcatgtc attcggttgc tgcttaagcc tcatgtccag gcccagcagg acttgcagct 2580 
gttgctggag ctgctggaga agatgggact ctgttactgc ctcaataaac ccaagggcaa 2640 
gcctttgaat gggtccacag cttggtacaa gttcccatgc tatgtgcaga acgaggtgcc 2700 
ccatgcagaa gcctggatta atgggaccaa cctagctggg cagtcttttg tggctgagca 2760 
gttgcagatt gaatatagct ttccttttac ttttccacct gggttgtttg cacgctacag 2820 
tgtccagatc aacagccatg tggtgcacag gtcggatggt aaatttcaga tctttgccta 2880 
tagagggaaa gttcctgtgg ttgtgagtta cagacctgcc aggggagtcc tgcagccaga 2940 
caccctgtcc attgctagcc atgcatcatt accaaatata tggaccgcat ggcaagccat 3000 
aacccccttg gtggaggaac tgaatgtcct acttcaggaa tggcctggac tgcactacac 3060 
cgtgcacatt ctctgttcta agtgccttaa gagaggatcg cccaatccac atgcttttcc 3120 
aggggagttg ctgagtcagc ccagaccgga aggagtggca gagatcattt gccccaagaa 3180 
cggcagcgag cgagtaaatg ttgccttggt ttacccaccc acgccaactg tgatcagccc 3240 
ctgttccaag aagaatgttg gtgaaaagca cagaaaccag tgacgtttgt ggctgtggaa 3300 
tttccatgga gaaaagagag catctgaaca cctggaccat cttttgcacc tggcagaccc 3360 
tctgcactca ccccagcgtg ttctgtgaac ttgagtgaca acgcgtgctt gcagggtgct 3420 
ttttggatga ctggggaaga ggtggggagg gggtggtggg gggaagcatg gacgagaaca 3480 
tggagcaaat gttttacaac ctgaacctca gaactgtgat cctccaagga gcgcgctact 3540 
tgaagaaaag aaaaaaaaaa aaaaaagtcg aatggcttct cagggatttt gttttccgtg 3600 
cacatataag ccatagttac agtacaggtg gcagtattta gagcactcag atttcagttc 3660 
tgttaaatgt gaaagaggga tcgactgacg ttcattgctg ttccataact agtgtaaaat 3720 
atgtatatgt ttatctttat ttttataata tgcaaataca tttaaattta tacagtttga 3780 
agcttctagc gttagttcac actgggtgca atattctgca tgagaactgt gccaagatgg 3840 
ggctgatttc ttattttagt ataagacttt tttgtttttt ctttattctt taatcctctt 3900 
cacattaaaa aaaaaaaatc tctctgttag cccatggatt aagtgttggt tcatagagat 3960 
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tgccaataat cagaaagaac cttaaatgtg catttaagac agtgtccctt cccttctttt 4020 
caatgaaggt ccctgcctat ataaatcatc tggcacgctg gtgggaaatc ctttgctctt 4080 
ccaacgtgtt attagtgctg ggcagagatg gggcacactc aggggccaaa gaggacaaaa 4140 
agtccatgca aaacttgagt cttttaatgg cttaagataa tcaggagtca gttctgaatc 4200 
ttacaaagtg ctctgcttaa taagtacctt acttagcaga gcactttgca aacatattac 4260 
ttattagcag agctctttgt agaccttcca catctggctg tcagatctta aggttgtgaa 4320 
tttaggctcc agttacattc actggagagc ataatcccac acgggttatt tataaataca 43 80 
gagcctctga ttggacggtc tcctgccaag aactagtaat acccttgttt taaaatcttc 4440 
acaaggtaaa acttaaaaag ccaaccaaac aaattgctct ccattctact tttaattggg 4500 
ccaaacagca tatgctacag tagtaacatg tttttcggag agtgtaaaaa actctgttta 4560 
catttgcctc ctccgtgggt tgatcgaaaa tgtataaaac tgactgcttc tcgccagcct 4620 
cagacaagaa gagtgagttg ctggtactcg ctactctttt acttcttttg taaagtattg 4680 
actcttggaa ggctacagta tacaaagtct caacatgttt tttaaaagaa ataaggagca 4740 
agcgactgcc ctgctagaaa tcacaaaccg atttttgtag aatattttgt gccccaggca 4800 
ttaatttcac tgactccaga acctgcagtt cagagaatga tttcttatga tgataaaaat 4860 
cgaatgggat cagacgatgt ttgcattttt ttaatacttg aataggacac ctcaagtttg 4920 
agatttcatt ttcttttaga acacagtcac aagattaatc tggtgaatcc ttttgtcaca 4980 
gttctcgtgt gtgtgtgcgc gtctccgtgt gtgtgtgtgt gcatgtgtgt aaaactgaat 5040 
ggtcacattt aattgctttt tggaccattg aatagttggg aagtaagaat tttttaattg 5100 
gcatgagacg gttcctcaac tgttaaatta accaactttg acctgtcttt agaaaaaggc 5160 
ttatttgtat gattttgggc taactccccg gggaccatat taaatgacaa aaatgctcct 5220 
ttgggtgaca caccctacaa agtatttgct gttacgaaca taaacgccca cattcttaat 5280 
atctaatatt tttgaccagt gatgttttat gctgtcatct gaaccctaga gaagcagtgt 5340 
cagaggaaac cttggtgtca catgtgtctt agcaaaaggg ttaccatgat cgagggtcat 5400 
gtgaccaaaa gatgctccag agaagcttga gaatttgttt caagttggga ggagggttgg 5460 
agatacaaaa atcactctgc tctacaggac tcttcagctg tctatgcaag aaattccgtt 5520 
ttctctttca gcacctggaa agacacagca gcccaccgag gcgataggtg attcactaag 5580 
cacaagagga atgttttcta agcaaggcgt cccttgcctc tcaaacaaat gccctccaag 5640 
tttgttaggg tttctattcc tgcaacttgt agtatcaaaa ccacttcctg gaattgtcaa 5700 
agcactgcca aaataaatgt ttttccccct tctaagaaaa aaaaaatgac .agtgctcata 5760 
tttgacactt gtgtattgga ctctcttttg aatgaataaa aaggaaaagg ggtttggtgt 5820 
aattcctgat ggggtgcgtg ttgtttttca tgccatggtt tgtgaatttt aattgtggtt 5880 
tcccatttcg ttgttgtaac tgggcagaaa ttaaaaaaga aaaatcaata aaaatacaaa 5940 
gaaatggtfca aaaa 5954 

<2i0> 100 

<211> 3812 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1X3:235708.23 :2002JAN18 
<400> 100 

cgggggcacc tggcatgagg tgggcactgg gtcccctggg gcccagcggt ggggcccaac 60 
aaggcaggcc tggcgtccgg ctgggctagg ggccccgccc aagacaggta cccacttctt 120 
ctccacaagg acctcggtgc ctgccaaggc cgggggcctg gacctcccct cacaggacac 180 
ggctgggtgt ccgcagcggc tacctctatg tgaccctcat ctacaacgcc tccgtcagcc 240 
tcgccctcta cgccctgttc ctcttctact tcaccaccag ggagctcctg cggcccttcc 300 
agcccgtcct caagttcctc accatcaaag ccgtcatctt cctgtcgttc tggcaagggc 360 
tgctgctggc catcctggag cggtgcgggg tcatcccgga ggtggagacc agcggcggga 420 
acaagctggg ggctggcacg ctggccgccg gctaccagaa cttcatcatc tgcgtggaga 480 
tgctgttcgc ctccgtggcc ctgcgttatg ccttcccctg ccaggtgtac gcagagaaga 540 
aggagaattc accagccccc ccggcaccca tgcagagcat ctccagcggc atcagggaga 600 
cagtgagccc ccaggacatc gtgcaggacg ccatccacaa cttctccccc gcctaccagc 660 
actacacgca gcaggccacg cacgaggcgc ccaggcccgg cacccacccc ggcggcggcg 720 
gctccggcgg gagcaggaag agccggagcc tggagaagcg gatgctgatc ccctcggagg 780 
acctgtaggg gggcctgggc tgccagtgct gtagggaccc aggctgccca ggcctctggg 840 
gaagaacagg gtccccccac ccaccaactc ctgccaaagg tggggcctct cctgagagcc 900 
cacctgtgag gccctcggag cccacttccc atcctccctc cagccagggg gtcagggcac 960 
ctgatggccc tggcaggcac ccaggtgggc ccgccaccgc aggagagggc acctgagcca 1020 
atcggaagag cctggggacc ccctgggatc acccagccat cagccccagg agccactgtg 1080 
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gggcggagag tgagtgtggc tgcggggcct tggctgcacg gaccccatgg gagctgcgag 1140 
tgggtcagac tccctggttc aggagacaga cagcggacgg atcccaggct gggcagctgg 1200 
agggaggggc gccggggcgc tgggcagccg ggctctgaca cagtcagcag ctccgggcgc 12 60 
cgcaggccgg cggggtccac acaggctggc cggggctggg cctccttgga gcctgctacg 1320 
gccctcgtgg gcacgtggag aagggcccac gtgtctccac acgccagcca caggggagcc 1380 
ctggccaggc gcccagccag gggagcgtgt gcctgggatg ggtcacagaa ccagcgggca 1440 
cctgtgaggc tggccagcac cgtggggctg tgggaatcgc tcttatttat atttaaacac 1500 
cttggatttt ctaccgggtc ttggcttctg ttcccgcagg gcatgagcct gaggagcagg 1560 
acgcggtggg ggtcacagga ggctgctgct cagagtctgc atgcgggaaa ggggtcccac 1620 
ctgtctgggg tgggcagcct cgtggtccag ggcagtgcag ggcagagcct gggctgtgcg 1680 
atcacagcca ctgcctttct cctgggagcc tccacttcac atccaaaaac agggccttgt 1740 
gccagcccca cccgcggcga gcggacaagg ccacgaaggc agggccctga gtacctgggc 1800 
gggggggaca ctcccagggg gcacagaggg ggctcccacc tgggcacctg cctcctgccc 1860 
ttctcttctt cctccacgtg ccaggtgggg ccctgggttt gaggagcctc ggacgcgtgc 1920 
cctgcccgca ggaagctgga ggcgtgcaag tggcctcgga aatcgcggcc gcaagaacag 1980 
tagccgccca gggactaagg gggcttctgg gaggacacac ggctggccca gggcgagggg 2040 
tgtcactgca gggcgccccc caggcccagg gcccgtcagg ggacagtacg gtgacccggc 2100 
ctgcaggtgg cagtcagttic tgtgtgtctg gggcccgcag cacaggttgg gtgggggctg 2160 
gggcaggggc agcagaagtg ggcaaggcct ggggggctca ggcactgggc gtggagagca 2220 
gacaggaagc tccagtgggc accaccccgg gaccgcggct cccacccgtg ctgcccccca 2280 
cccatggcca cggtcaccag gaacagcggg acctggggtc tccgagggac tcagcagggc 2340 
gggcacagac cagtggagtc cgggctagag agggccagct cccagcctct tgcttcctgg 2400 
gctgaggaca tggggatcca aggccagtgg gtctgcaggg cccagcccgg ctgcctgata 2460 
agataggctg agctcctccc tgcacggctg caaagacgcc cacctgtctt attggatccc 2520 
cacaggaata gacccaccag gcggcccccg tgtctcactc tgtcagcagg tccccaggga 2580 
cctgctgccg aggggcagtt tctggaggct gggggcactg gctgggctct aggcctgctc 2640 
tgcccttgcc gtggggaagg ccaccccgat aggggtcaag ttgctcaaat ctgcgtttgg 27 00 
agggtgtgtg gccgagggct ccctttctgg agacccagac accgcctggg ctccgggcgg 2760 
cagaggctga ggtgtcaggg gctgagcccc tatgtcagca acacctcagg cctgcacttt 2820 
aggacagggg agaagtcagt ttccgccaaa tgccccctca gaccagccga ggactgtgcc 2880 
aggaaactga catgctcaac gctcaagcca gctgggacag cgaccgagcc cagagagacg 2940 
gagcaagttg cctgaggtca cagagcaggg acttggacac caggcagccg gctccacaga 3 000 
ggccctctct cctccctgcc tcctgaccct cagacgcctc cgccccacgg gtgaggctgc 3060 
t'tctgcttct ttccaacacg actcgaagga aagccctgag ggccgagccc cgctctgcgt 3120 
ggacggaagg cagcgtgggg cggtccaggc cggggctcaa cctgcctcga gggggagcgt 3180 
gggcgcatgt gagcgggagg gacggagact agcgtggttc cagtgtcgtc atcgctgcta 3240 
aaaaaggggt ttcccggtga caggccccga cagaggagca ggccatgagg caggcaggag 3300 
ccacgtatct gggcccagcg cacccgccaa gctctctagc ctctcctggc ctcagtatcc 3360 
ttctctggga gatggtccag ctgaaaatcc ccagcatcca caagaaaggg tggaagccct 3420 
gggggccctg gcctggccca ggtgcaggct gcatggccgg gcggggcggt gtctcctttc 3480 
acagcttccc cgtctgtccg cagcctccag gagccccaca cagggctggg gctctgtgcc 3540 
cccaactcac acccgtcggc tcccccagga ggagcaggct gggcccagag ccgcagggtg 3600 
ggctgcaggg aggtctgact tagctgggga aagtgccatc cctgccattg ctagtgacaa 3660 
gctcgggctg ctgtggcccc agcacagatt caacactcac tgcgctatgt gccagctgtt 3720 
gcacactcac ctccacaccc aactcacagg aagcaaggct gggaaggagg gaactggccc 3780 
caggccacac agatgctgcg agttgggatt at 3812 

<210> 101 

<211> 1812 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG:236649. 14: 2002JAN18 
<400> 101 

tagctttcat tcgtaaaaga gataaaagag tgcaggcgca tcgaaaactt gtggaagaac 60 
agaatgcaga gaaggcgagg aaagccgaag agatgaggcg gcagcagaag ctaaagcagg 120 
ccaagtgcgt agcgtgcgtg gggccctctt ctcagtatcg gtgggggtca gaggcagcac 180 
cagagactgg tggagcagta cagagaacag agctggatga ctatggccaa tttggagaaa 240 
gagctccagg agatggaggc acggtacgag aaggagtttg gagatggatc ggatgaaaat 300 
gaaatggaag aacatgaact caaagatgag gaggatggta aagacagtga tgaggccgag 360 
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gacgctgagc tctatgatga cctttactgc 
aaggccatga agaatcacga gaagtcaaag 
caacagctgg aggaggaaga agaaaatttt 
gatgacaatt ctgaggaaga aatggaagat 
aagaaaaaga aacagaaacc agcacagaat 
ggagaaggag taaaggttga tccagaagat 
ttggaagata gtccccagga aaatgtcagt 
ccaaaaagtg aagctaaaag tgttcctaaa 
aaacctgtca gagtacctgc tgaaccacaa 
tgccatagtg aatttccatc tcggaataaa 
gcaagagcac cttcatcatc gtctttaaac 
aaacgtaaaa acagatagag attctgcctg 
aaccaaaaaa ctgaactgaa atcatctaaa 
tacattgtgg aagattattt tttatcttgt 
ttaaaacatt tcactagtga ttgaattcta 
taaaacaggt aaatactgta aagtgtgtat 
aatgtacagg gagaattaca ttattttaac 
ctgaatttca cattactttt acttaatgct 
gaaaaactcg gatcttttaa aaagcatcat 
attttaaaaa ttatttttaa ataaccgatt 
agtgataggt agaaactaat tgaacatttg 
gttttacttg atttaatttg atattttact 
tttgctccga tttgaattgt ggaggtggaa 
aggcacagtg acagctgtaa agtatgacgg 
ctatttaaga ag 



ccagcatgtg acaaatcgtt caagacagaa 420 
aagcatcggg aaatggtggc cttgctaaaa 480 
tcaagacctc aaattgatga aaatccatta 540 
gcaccaaaac aaaagctttc taaaaaacag 600 
tatgatgaca atttcaatgt aaatggacct 660 
actaacttaa atcaagacag tgccaaagaa 720 
gtcacagaga tcattaaacc atgtgatgat 780 
cccaaaggaa agaaaaccaa agatatgaaa 840 
acaatgagtg ttcttatcag ctgtacaacc 900 
ctttttgacc atctaaaggc cacaggtcat 960 
agcgcaacaa gtagtcaaag caagaaagag 1020 
tgcttttgtt tgactgtctc tagattttga 1080 
gagttaaaat ttcagtgatc tgcaattaat 1140 
aaaaacactt ttttggttta atatatattt 1200 
cttttgccat ctgaattgac ttgaatgtct 1260 
tcttgatgtt tattggctca tgtggacaga 1320 
acacagaagt gcaactttct gctttatttt 1380 
tttgtgtttt gttaatactt cataatatgt 1440 
agatcatttt tccatatgac actggttccg 1500 
attgattact gtattttttt tctcaagaac 1560 
gtagtctttc aagaatagtg tctcttcaag 1620 
ggtttaccag taaggtgtat tgttcagttt 1680 
gcaaattagt ttacatggca tgtcctccct 1740 
aacaaggtag cagatggtac agaatttata 1800* 

1812 



<210> 102 
<211> 963 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 332474 . 7 : 2002aAN18 



<400> 102 

gcgactgaca cctcagacac gcgttgtggg 
agcgcgagcg ttggccggca cccacttgct 
ergSfcggctcc tccagacgtc tctgcgggtt 
gctacaggta gtgggtccgg agcagcggct 
cccaccgtcc tctggaagct tgtgcagggc 
acctgctttc ccacaacagc aaggaagaac 
gtggctgtgg gcttcacccg gaaagagtgg 
gtaccaggat gtaatgctgg agaactacag 
cttgcttgga aggcccagct ggctcagcac 
tgtcaagtca gcaaaccagc tgtgatctcc 
gaggaggaag agataaggac gtggagcttc 
ctcgttcgtt gatcgatgct acatattcag 
tgaaatcccg cccaccaggg ccgacccaca 
aactccactc cacaaccagc ttttgaaaag 
actggtccaa atgcctgagc ataaccaaaa 
tgtttaattt ggttgctggt gatcatattt 
gcg 

<210> 103 

<211> 1133 

<212> DNA 

<213> Homo sapiens 



gggcggcgct ctggctccgg ggctgtgccc 60 
gcagagccgg cactgcactg gggtccttgg 120 
gtcgggtgct gccgagttgg gttgggggac 180 
ggcccctcat ctcactgccc ttcctcggac 240 
acctgccact gtgaccacct ggacgcagat 300 
catggcccag ggtcactgtc attcggggac 360 
ctagcagctg gacctggagc agaggaccct 420 
ccacctgctc tctgtgggct gaactgtctg 480 
aaatccttta accgtttctc cccaagaggg 540 
agtttggagc aggggaagga gccatggatg 600 
ccagaaagct gacttcatga gaccgaggat 660 
catgttagat aatgaggttg gtgagattga 720 
aagagccact ttatgaagaa catgctcctg 780 
aaaaatctga aaaaatttga cctcagttaa 840 
tctttcctca ttcactcttc acgtggaccg 900 
gttttagtaa aggctgtcac tctatcttgg 960 

963 



<220> 

<221> misc_feature 

<223> Incyte ID No: IjG:335727 . 8 :2002aAN18 
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ipl iiil ~£ Si= iiiii I 

iii iSi iSiii iS Sill 
SH"S Eii i~i iiiS iisi 

agaaggagca cctgaaattg ^gacrggcag | « « caaggagaaa acaagagaga 600 

s=? i^^^ ™ ssssss? r.i 

fafgSSS S^rcSS |.tg ca aja -^^^^ g.a.gaataa .80 
gttagtagcc acatc^ctgg -ggaaagt. -atgttttt S-atgagaa ^^^^J^^^^^ 
aaccaaaggt tttgcctctg "tcagaaaa 9| ggcgccggcg gccttcacct 960 

acacctgccg cagaacaggg agctctttct S^^^S^^S^!^ aaattacctg tgggtgtaaa 1020 
ctggaagtag taagtctgcc agtgcacact ^ctcctttta -J^tacctg ^^JJ^J^^^^ ^,3^ 

Sfttaal ftScSgt g™a^ ttUtlta agjcattttg tat 

<210> 104 

<211> 6815 

<212> DNA 

<213> Homo sapiens 

<220> 

?2lll ztl^l^m. I.3:481983.1:2002JMa8 
taattaatgc tttttgagtt ggagatgaaa tgagagtaat ^tcatcaagc 

p^^l iiii i i HEc = "-iss^ - 

ccctattaac tactaatcat tccttttttt tctcccacct ^^^^ tctcagttca 540 

ttcactacta ttacatcctg gagctgtcgt tttattggtc "tgatgttc | ggo ' 

ctgatatcaa aagaaaggac tttggcatta tgttcctgca ^caccttgta t^^attttct 
tSttacctt ttcatatgtc aacaatatgg cccgagtagg aacgctggtc ctttgtcccc oou 
i?gat?c:gc tSJgctLt ctggaggctg ccaaaatggc jaattatgcc -gtttcaga 720 

^SSS iiifi ™i HiiS = « ijs 
isr.^ bf,?-i iiSH Eiii iiiS is 

ggactcagaa cctccgggaa agaatcccca caccgcgat,^ ^^^^ ^ ?naaaactac 1140 

?LcaacSgg tatctcctga ctggctcotg ctc^^tggat J^ttaattac tcaaaactac 114^ 
aagtcccaag caaagtgaac tatttgttcc tggjagtatt tj|taagttg -JJ^^J^^ ^^g^ 
tcctttcata atatctcagc accagaaaca aaaattaaga ^tatcaaagc « 3^330 

gtgcactgcc atgtgtcctg tctgtgaatg aagaagaatt J°°Jttctct J^ttgtaggc ^^^^ 
atgctgtatg taattgacac aagggaacag tatttgcatt t^^actgtct ^agaa 
tttatttttt tgtatttgta aatctgtgga caaaagaggg "tcctcact °^^ttt 
actgggctca tgacagtgaa sgagatgctc catctgcttc tccccctttc tcttgctg^^ ^^^^ 
gtccaatgtg ctatgagcat cagcttactt tgtcacttag ^gca y ^^^tttgaaa 1620 
agagtctcgt tcagctctaa ataggtttgc tttcttttag ttacagtgcc ^^tt a 
t?g?ctatac agtcttagtg accatttaaa ccggacgaac taggtgttta Jtjttcactc 
ttcatgttca attagcagtt caaattaaag aagatggtta ttggagaact tttttg g ^^^^ 
gttttgtatt aaattgcttt gaaatagatt toatttcttg tgcacacagc °aagat 
?caatgggtg tgagctagtt gagggttaac cttgtaggtt 3«gagt^a ttgj^tgtt l| 
tgtttgtttt tctctgtgat gaggtcagtg ctctgatttt gaaggaggat attcaccgaa 
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gctcatagtt 
aataacataa 
agtcttatgt 
gttgataaag 
gccctatcta 
agaaagacta 
actaaacact 
atggggctgt 
gaaaattact 
gataagaaaa 
aaaaagggat 
acaaaaatgc 
aacaagcgtg 
caattcttgg 
aaaagaatgt 
acaaaataat 
ctgcttgttt 
ttcacaaaac 
atcataaaag 
taatagcata 
catatttagc 
agatccatgt 
aggtcatctt 
tcattagcaa 
actgggaaca 
atccagagat 
tggggtttgc 
gtagcctgat 
ggccatagct 
tcgttaatta 
cagagtacaa 
ttaatagctt 
tcaggtcaat 
ccaaaaagtg 
. acccactcac 
• ccccacacac 
ctaagcacag 
ccaaatttgg 
caagtgtatg 
tacttctgct 
cagaaaggtt 
aacctccaca 
aatttgagca 
attcaaacct 
agttcgcttt 
tcttcatgat 
gttgcctgaa 
caaaggtatt 
ttcaagaaat 
cttcaggttc 
taaataataa 
tcagcctgct 
gcaatgagcc 
agttcagttg 
attgcagtcc 
aagtaccccg 
aataggccac 
agggggcact 
aaatacttag 
ttaaaacatc 
tttccaggta 
tgaccacatg 
gatagtacat 



ataaacaagg 
agagagcaac 
tataaaagaa 
attacctgtg 
gtacttgatg 
ttttaccctt 
gagcagcatt 
ttctggaaaa 
gaagaataag 
ccatatgtca 
tataaaaccc 
cataatataa 
cagaaacacc 
aaaaaattaa 
tcccaaccaa 
atgtttctgt 
attgagaaaa 
aggcatatgt 
gacttgttag 
ttacagctga 
ttgctttagt 
gttcaggttt 
gtaaattaaa 
aggcaaatct 
cttggggtct 
ttttatttca 
aggcttttta 
aaggctgaga 
ttgaagtgta 
acttagcctg 
aggggtatgt 
ttctggatct 
aaatgatata 
ataaaaccaa 
caggtacaat 
ctgaaggtgg 
gtcataagag 
tcctatggat 
tggtaaaaat 
gggctgcatc 
aggcaagaag 
tgtccagttc 
aactaaatgc 
cattgttatt 
aaagagcttt 
gttgcattaa 
cattgggcgg 
aaaagattgt 
cctttggaaa 
tgattagctt 
tagccctgag 
ggaaaagtga 
cagttactgc 
tcacaagccg 
ccagagccag 
tagtgatgag 
aaaagggctc 
cagtagctgc 
aggtagtgta 
acgaatattt 
tttccaactt 
ctgagacccc 
ggtgtctcca 



aaatcactgt 
tgatttcagc 
agaagttaac 
cagtgcagag 
ttgatgtttt 
tgcttttctc 
acactacaat 
atgaaaaatt 
tttccataag 
gccaaagatt 
ttcataaatc 
atgtgtgaat 
agagagtgcg 
agctttttgc 
aaaattctta 
tatggtcctt 
cgatgcaaat 
ctaggagtgt 
tctccagaac 
aaattttgag 
gtctggggca 
agatcatatg 
ggtttagaag 
aagcaatcat 
ctctaactga 
ttttacattt 
tggtgaagaa 
gagaaaaata 
ttttgtaaat 
tgttgatatc 
agaaaggatt 
cttagtaggg 
aaaacatgtg 
aatatcactg 
agaaacttcc 
tagaatcttt 
cacctaaggc 
gttgagcata 
gcagatgatt 
attatataat 
tgagataaaa 
tgttgccaaa 
cttcatctta 
tggcctaagt 
tcaaagagag 
tagttgtttt 
ttttcttaat 
ttaacagtat 
taaaaagtta 
acttttttcc 
atgtttctaa 
tcacatggca 
acttgccact 
cccttgaaga 
tgaaggtttc 
cactgactgg 
tgtggtttgc 
tgagaaggcc 
tctgatgctt 
ttaataggat 
gagttcaacc 
atggggtcta 
caaaactagg 



taagaatggg 
caggttttgc 
tatatttggg 
cactttaatg 
tattttgctg 
cttaaacgta 
gcttctttgg 
ctattggaca 
tctcctacat 
ttatctcttc 
aagaaggcca 
cagggctgtg 
tatcctgctc 
ccacaatttg 
ccgtaatatt 
agtaataatt 
aattctgctt 
aatttgtgga 
atctgctaaa 
aaggtaaaag 
agtcctctca 
acactcgagc 
aattgcataa 
ttttcccccc 
tggcattcac 
tagggcacag 
taatatatct 
tgtgcagtat 
tcaactatag 
tcctccttcc 
ccagaagaag 
ggaaagtaga 
ttctatttat 
actcatccct 
ctccttgttt 
tcagcctctt 
cagcatataa 
gggaagcaac 
gctgctttac 
gccacaggca 
tcagatcacc 
ctttccattc 
ggtagaaagg 
aaaaagtcag 
ctttatagac 
tgtccctttc 
ttgaagtata 
gtgtggtgat 
aatgtttaca 
tttgtctttg 
catttaaata 
gttgcagtaa 
accatgctgt 
aaacgcagca 
ttttggtaaa 
ttcactggcc 
ctccatgtgc 
tgtccacgag 
gttttcgtgg 
ccgcagacac 
caaagccttt 
acacgggacc 
cattctggag 



aatttgtcct 
cactacccta 



gacaaaaaaa 
caaccagctt 
agcaaaataa 
atccagatga 
tttccaggaa 
atggcaatat 
agcagtgtta 
ttctaacttt 
tcacttagaa 
aagacaacag 
agaaccattc 
caatctgtgg 
atatcttgcc 
gaagaggctt 
ttagagcctt 
tggttgagtt 
atgcaagtat 
tttcttaatt 
atggctaaaa 
acagaagaat 
aacgtagtaa 
agaagttact 
ttcacacagt 
ttctttgggg 
ctgtctatag 
ctcatcctcc 
gttagtcaga 
tggtcacatt. 
taatacttta 
aaatcgagta 
gtatatatat 
acccatattc 
gtcagcctcc 
agccagtgag 
gccaactaca 
tctcagtatt 
cccagggttt 
tctagtcaag 
tttgatcaaa 
agagtatttg 
gcctgaatct 
atttcatttc 
acccacaatt 
ttggaaatgt 
aaaattataa 
gtcattatct 
tttcatgtgg 
gctgatttct 
agaaaaaaat 
cttgtatgga 
ccatggaagg 
aaatatttta 
atgaaattgt 
acattttagt 
actggcccct 
gctgttggaa 
agaaaattgt 
ccaaaggaga 
gaaaggaatg 
taagaaagtc 
attgcccaga 



gtgttctggg 
taattagtgc 
tatttcaaga 
tcaagaaaaa 
agccaatggg 
ctttcctgtt 
tttttttcaa 
caacaatgag 
tttatgtaca 
tagtaagagg 
cgaaccccaa 
cagaaatgct 
acatttaatt 
gttaatagtt 
ctacttattt 
agaaatacat 
gttattttat 
tgtaagaaca 
atgtataagg 
aaaatatgaa 
ttaactttag 
aatttcaagg 
atggggtctg 
tagaaggaga 
cgtctatgtt 
ctaattaaaa 
ctttcccatg 
ccctgtacca 
atgctgtttt 
• caaaccttcc 
ttctctaatg 
gaatttggcc 
gtatgtttct 
ttttcataaa 
tgttcatgtt 
ctaaatatgg 
gttcaccttt 
ttggattatt 
attagcatcc 
gtaaagaagc 
atggttggtg 
gtggagtttg 
tccattttat 
catttacctg 
gtccccaatc 
taatgccaaa 
agagtaattc 
ccagagaggc 
tatttcaggt 
gctttgtaga 
caaatcgaag 
aagagaaaat 
aataatcagc 
aaatgaagat 
gccattgtca 
tcttcataat 
ccccacccct 
cccctccaat 
attggagaac 
agcttggtct 
cattaccaca 
tctgcagcca 
aagggatgtg 



1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
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aggggaccgt taagatctgt cttgcttatc tcatgcactc acattccttc agcctcctgg 5760 
agttcctgat aaaaggaagc cagggtgttg acatttttta gctattgatt tcccaatagc 5820 
ttgtggatca gttgtacacc cacacttcct tctctgccta attccgtttt tctggaaaaa 5880 
gtagtatgcc catgtatgtg tgtttttctt aacacaggtc catgaaagtt tggcttcctg 5940 
gtttgatgtc tgttgcgtgg cctggaaacc agggagcagc aactattgag atggtttctg 6000 
tgttcagtga aaaattctat ttcattgaga caattttttc tttatccaca gtaatttttt 6060 
gacactgtca tcatgaaact acccttagga aaataagatt acctgcaaaa aaaaaaaaga 6120 
aatgagttat ggaataggaa cagttatgtg atgattctga aactttaact tagagcttca 6180 
ttactttaag aatggaaaac aacctctgag tttgatttcc caaagtttca taaagcccct 6240 
aagctcatga ttttcatcaa ctctttgccc acatagtcat ttacctccac . agccgtttgt 6300 
tgtcatagaa ggggtggtgg tgtttggatt tgattttttt caacttgcag tgagaaatag 6360 
gataggtgac aaaaccttac ttgttttctt aagacaattc agtgcttgag catctctgtc 6420 
agaaatggaa tgaaatactg ttagccaatt agaattattt tatgtattgt tattgtgttt 6480 
tgctgatttt tatatgaaaa tataattatt cattcttgat ctctggaagc aatcattatt 6540 
atgaggatca ttttactttg gaaacacttt cataataaag ataagtatta agagtgcagt 6600 
gtaagtgccc tttactgtaa atgctaacca gctcgtgtgg gtaaaacatc acatctcacc 6660 
tgatgaggtt aataaaggct cacatcatcc cagtagattg ttacaagcct cgtcaactcc 6720 
cagtatcatt gtgatcattg agaaagtaat gttacgttaa cttggataga ctgtagtatc 6780 
tctttgaaaa ttaagattaa aacctcaatg ctaaa 6815 

<210> 105 
<211> 168 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mis cofeature 

<223> Incyte ID No: LG: 1447398 . 9 -orf 2 : 2002JAN18 
<400> 105 



Gly 


Gly 


Gly 


Gly 


Gly 


Glu Ser Gin 


Ser 


Phe 


Arg 


Ala 


Gin 


Asp 


Gly 


1 








5 






10 










15 


Thr 


Arg 


Thr 


Pro 


Ala 


Thr Asp Cys 


Leu 


Met 


Tyr 


Leu 


Gin 


Gly 


Pro 










20 






25 










30 


Arg 


Lys 


Leu 


Met 


Thr 


Gin Gly Gly 


Tyr 


Asp 


Met 


Val 


Gin 


Lys 


Leu 










35 






40 










45 


Phe 


Leu 


Asp 


Phe 


Phe 


Arg Arg Arg 


Leu 


Ser 


Gin 


Arg 


Pro 


Thr 


Ala 










50 






55 










60 


Glu 


Glu 


Leu 


Glu 


Gin 


Arg Asn lie 


Leu 


Lys 


Pro 


Arg 


Asn 


Glu 


Gin 










65 






70 










75 


Glu 


Glu 


Gin 


Glu 


Glu 


Lys Arg Glu 


He 


Lys 


Arg 


Arg 


Leu 


Thr 


Arg 










80 






85 










90 


Lys 


Leu 


Ser 


Gin 


Arg 


Pro Thr Val 


Glu 


Glu 


Leu 


Arg 


Glu 


Arg 


Lys 










95 






100 










105 


lie 


Leu 


lie 


Arg 


Phe 


Ser Asp Tyr 


Val 


Glu 


Val 


Ala Asp Ala 


Gin 










110 






115 










120 


Asp 


Tyr 


Asp 


Arg 


Arg 


Ala Asp Lys 


Pro 


Trp 


Thr 


Arg 


Leu 


Thr 


Ala 










125 






130 










135 


Ala 


Asp 


Lys 


Ala 


Ala 


lie Arg Lys 


Glu 


Leu 


Asn 


Glu 


Phe 


Lys 


Ser 










140 






145 










150 


Thr 


Glu 


Met 


Glu 


Val 


His Glu Leu 


Ser 


Arg 


His 


Leu 


Thr 


Arg 


Phe 



155 160 165 

His Arg Pro 



<210> 106 
<211> 224 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> inisc_feature 

<223> Incyte ID No: LG:201488-3 .orf3 :2002JAN18 
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<400> 106 


























XlBLL 


Glu 


Arg 


Ala 


Leu 


Glu 


Ala Arg 


Thr 


Ala Arg Asp 


Tyr 


1 
















10 








15 


Phe 




XX6 


Cys 


He 


Lys 


Cys 


Gly Leu Gly 


He 


Tyr Gly Ala 


Gin 










9 n 








25 








30 


Gin 


AT a 




m n 


aXO. 




Vjxy 


Ser 


Leu Tyr 


His 


Thr Asp 


Cys 


Phe 


Thr 
















40 








45 






Ser 






aX y 


Arg 


Leu Arg 
55 


vaxy 


Lys Ala 


Phe 


Tyr 
60 




Vdx 


vaXy 


m n 

\3X LL 


Lys 

DO 


VOX 


Tyr 


Cys 


Gin Glu 
70 


Asp 


Phe Leu 


Tyr 


Ser 
75 






r«l r-k 


m n 

OXli. 


Thr 


Ala 


Asp 


Lys 


Cys Ser 


vaJL 


Cys Gly His 


Leu 


Tl o 
X J.6 








80 








85 








90 




CvxU 




He 


Leu 


vsxn 


Ala 


Leu Gly 


Lys 


Ser Tyr 


His 


Pro 










95 








100 








105 


Cys 


Jriie 


Arg 


Cys 


Ser 


vax 


Cys 


Asn Glu 


Cys 


Leu Asp 


Gly Val 










110 








115 






120 


Pjto 


File 


Tnr 


Vo-X 


Asp Val 


QtXU 


Asn 


Asn He 


Tyr 


Cys Val 


Arg Asp 










125 








130 








135 




iixS 


Thr 


Val 


Phe 


Ala 


Pro 


Lys 


Cys Ala 


Ser 


Cys Ala 


Arg 


Pro 










140 








145 




150 




Leu. 


Pro 


aXq 


Gin Gly 


Cys 


Glu 


Thr Thr 


He 


Arg Val 


Val 


Ser 










155 








160 








165 




Asp 


Arg 


Asp 


Tyr 


His 


Val 


Ala 


Cys Tyr 


His 


Cys Glu 


Asp 


Cys 










170 








175 






180 


Gly 


Leu 


Gin 


Leu 


Ser 
185 


Gly 


Glu 


Glu 


Gly Arg 
190 


Arg 


Cys Tyr 


Pro 


Leu 
195 


Ala 


Gly 


His 


Leu 


Leu 


Cys 


Arg Arg 


Cys His 


Leu 


Arg Arg 


Leu 


Gin 










200 








205 






210 


Pro 


Gly 


Pro 


Leu 


Pro 
215 


Ser 


Pro 


Thr 


Val His 
220 


Val 


Thr Glu 


Leu 





<210> 107 
<211> 173 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: LG:288410 . 6 -orf2 : 2002JAIsri8 
<400> 107 



Asn 


Leu Arg 


Thr 


Tyr 


Ser 


Ser 


Val 


Thr 


Trp 


Glu 


Ser 


Ser 


Asn Trp 


1 






5 










10 








15 


Leu 


He Cys 


Gly Leu Ala Arg Ala Lys 


Ser 


He 


Pro 


Ser 


Gin Thr 








20 










25 








30 


Tyr 


Ser Ser 


Glu 


Val 


Val 


Thr 


Leu 


Trp 


Tyr 


Arg 


Pro 


Pro Asp Ala 








35 










40 








45 


Leu 


Leu Gly 


Ala 


Thr 


Glu 


Tyr 


Ser 


Ser 


Glu 


Leu 


Asp 


He 


Trp Gly 








50 










55 








60 


Ala 


Gly Cys 


He 


Phe 


He 


Glu 


Met 


Phe 


Gin 


Gly 


Gin 


Pro 


Leu Phe 








65 










70 








75 


Pro 


Gly Val 


Ser 


Asn 


He 


Leu 


Glu 


Gin 


Leu 


Glu 


Lys 


He 


Trp Glu 








80 










85 






90 


Val 


Leu Gly 


Val 


Pro 


Thr 


Glu 


Asp 


Thr 


Trp 


Pro 


Gly Val 


Ser Lys 








95 










100 








105 


Leu 


Pro Asn 


Tyr Asn 


Pro 


Glu 


Trp 


Phe 


Pro 


Leu 


Pro 


Thr 


Pro Arg 








110 










115 








120 


Ser 


Leu His 


Val 


Val 


Trp Asn Arg 


Leu 


Gly 


Arg 


Val 


Pro 


Glu Ala 








125 










130 








135 


Glu 


Asp Leu 


Ala 


Ser 


Gin 


Met 


Leu 


Lys 


Gly 


Phe 


Pro 


Arg Asp Arg 


Val 






140 










145 








150 


Ser Ala 


Gin 


Glu 


Ala 


Leu 


Val 


His 


Asp 


Tyr 


Phe 


Ser 


Ala Leu 
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155 160 165 

Pro Ser Gin Leu Tyr Gin Thr Ser 
170 

<210> 108 
<211> 168 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 7682817 . 1 .orf 3 :2002JAN18 
<400> 108 



Leu 


Gly 


Ala 


Leu 


Ser 


Arg 


Met Arg 


Phe 


Glu 


Asp 


Tyr 


Ala 


Asn 


Ala 


1 








5 








10 










15 


Glu 


Ala 


His 


Val 


His 


Gin 


Pro Ala 


His 


Gin 


Val 


Gin 


Gly 


He 


Cys 










20 








25 










30 


Cys 


Leu 


Gin 


Gly 


Leu 


Glu 


Arg Ser 


Arg 


Leu 


Val 


Trp 


Val 


Leu 


Ser 










35 








40 










45 


Val 


Pro 


Arg 


Arg 


Cys Arg Pro Arg Gly 


His 


His 


Ser 


Gly Gin Ala 










50 








55 










60 


Phe 


His 


Cys 


Ser 


Arg 


Ala 


Gin Arg 


Leu 


Leu 


Gly 


Glu 


Gin Asp 


Gin 










65 








70 










75 


Gin 


Ala 


Pro 


His 


His 


Pro 


Leu Gin 


Gly 


Asp 


Arg 


Pro 


Leu 


Gin 


Leu 










80 








85 










90 


Cys 


Ala 


Cys 


Ala 


Pro 


His 


Pro Cys 


Ala 


Gin 


Gly 


His 


Trp 


Cys 


His 










95 








100 










105 


Leu 


Gly 


Pro 


Arg 


Tyr 


Ser 


Leu Glu 


Cys 


Cys 


Cys 


Leu 


Val 


Ala Gly 










110 








115 










120 


He 


Asp 


Asp 


Cys 


Tyr 


Thr 


Ser Ala 


Arg 


Ser 


Cys 


Thr 


Ala 


Thr 


Leu 










125 








130 










135 


Gly 


Asn 


Phe 


Ala 


Lys 


Thr 


Thr Phe 


Asp 


Ala 


He 


Ser 


He 


Asp 


Leu 










140 








145 










150 


Gin 


Leu 


Pro 


Asp 


Pro 


Arg 


Pro Leu 


Glu 


Glu 


Asp 


Cys 


Val 


His 


Gin 










155 








160 










165 


Val 


Ser 


Leu 

























<210> 109 
<211> 187 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 7685059 . 6 . orf 2 : 2002 JAN18 



<400> 109 


















Gly 


Pro Leu 


Ser Pro Gly 


Pro 


Tyr 


Gin 


Cys 


Arg 


Pro 


Ser Leu Pro 


1 




5 








10 






15 


Ala 


Gin Leu 


Tyr Pro Gin 


Ser 


Leu 


Met 


Ala 


Ala 


Ala 


Thr Leu Arg 






20 








25 






30 


Thr 


Pro Thr 


Gin Gly Thr 


Val 


Thr 


Phe 


Glu 


Asp Val 


Ala Val His 






35 








40 






45 


Phe 


Ser Trp 


Glu Glu Trp 


Gly Leu Leu 


Asp 


Glu 


Ala 


Gin Arg Cys 






50 








55 






60 


Leu 


Tyr Arg 


Asp Val Met 


Leu 


Glu 


Asn 


Leu 


Ala 


Leu 


Leu Thr Ser 






65 








70 






75 


Leu 


Asp Val 


His His Gin 


Lys 


Gin 


His 


Leu 


Gly 


Glu 


Lys His Phe 






80 








85 






90 


Arg 


Ser Asn 


Val Gly Arg 


Ala 


Leu 


Phe 


Val 


Lys 


Thr 


Cys Thr Phe 






95 








100 






105 
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His Val 


Seir 


Gly Glu 


Pro 


Ser 


inr 


Cys Arg 


Glu Val 


Gly Lys Asp 


Phe Leu 






110 








115 




120 


Ala 


Lys 


Leu 


Gly Phe 


Xjeu 


His Gin 


Gin Ala 


Ala His Thr 


Gly Glu 






125 








130 




135 


Gin 


Ser 


Asn 


Ser 


Lys 


Ser 


Asp Val 


Gly Ala 


He Ser His 


Arg Gly 






140 








145 




150 


Lys 


Thr 


His 


Cys 


Asn 


Cys 


Gly Glu 


His Thr 


Lys Ala Phe 


Ser Gly 






155 








160 




165 


Lys 


His 


Thr 


Leu 


Val 


Gin 


Gin Gin Arg Thr Leu Thr Thr 


Glu Arg 






170 








175 




180 


Cys 


Tyr 


He 
185 


Arg 


Ser 









<210> 110 
<211> 73 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> inisc_f eature 

<223> Incyte ID No: LG: 7689671. 1 . orf 2 : 2002 JAN18 
<400> 110 

Arg Glu Ser Glu Gly Lys Glu Asp Gly Gin Cys Glu Glu He Phe 
^1 5 10 15 

Ser Leu Val Pro Asn Gly He Val Lys Thr Thr Phe Thr Gly Val 

20 25 30 

Lys Ser Cys Glu Ser Ser Val Cys Glu Glu Gly Asn Met Asp His 

35 40 45 

Ser Ser Leu Asn Cys Cys He Arg Ala Asp Thr Gly His Lys Ser 

50 55 60 

Asp Glu Cys Gin Gin His Arg Ser His He Ser Ser Val 

65 70 

<210> 111 
<211> 182 
<212> PRT 

<213^ Homo sapiens 
<220> 

<221> mis cofeature 

<223> Incyte ID No: LG: 7689684. 1 .orf 2 :2002JAN18 
<400> 111 



Pro 


Lys 


Gin Gly 


He Arg Val 


Trp 


Ser 


Pro 


Arg 


His 


Pro 


Glu 


Asn 


1 








5 










10 










15 


Phe 


Leu Gly He 


Glu 


Ser 


Arg 


Pro 


Pro 


Val 


Leu 


Ser 


Leu 


Ser 


Pro 


He 








20 










25 










30 


Leu 


Leu 


Tyr 


Thr 


Cys 


Glu 


Met 


Phe 


Gin Asp 


Pro 


Val 


Ala 


Phe 










35 










40 










45 


Asp 


Asp 


Val 


Ala 


Val 


Asn 


Phe 


Thr 


Gin 


Glu 


Glu 


Trp 


Ala 


Leu 


Leu 


Asp 


He 






50 










55 








60 


Ser 


Gin 


Arg 


Lys 


Leu 


Tyr 


Lys 


Glu 


Val 


Met 


Leu 


Glu 


Thr 


Phe 








65 










70 










75 


Arg Asn 


Leu 


Thr 


Ser 


Val 


Gly Lys 


Ser 


Trp 


Lys 


Asp 


Gin 


Asn 


He 


Glu 






80 










85 








90 


Tyr 


Glu 


Tyr 


Gin 


Asn 


Pro 


Arg 


Arg 


Asn 


Phe 


Arg 


Ser 


Leu 


He 


Glu 






95 










100 








105 


Lys 


Lys 


Val 


Asn 


Glu 


He 


Lys 


Asp 


Asp 


Ser 


His 


Cys 


Gly 


Glu 


Thr 






110 










115 








120 


Phe 


Thr 


Gin 


Val 


Pro 


Asp 


Asp 


Arg 


Leu 


Asn 


Phe 


Gin 


Glu 


Lys 








125 










130 










135 


Lys 


Ala 


Ser 


Pro 


Glu 


He 


Lys 


Ser 


Cys 


Asp 


Ser 


Phe 


Val 


Cys 
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140 145 150 

Gly Glu Val Gly Leu Gly Asn Ser Ser Phe Asn Met Asn lie Arg 

155 160 165 

Gly Asp lie Gly His Lys Ala Tyr Glu Tyr Gin Glu Tyr Gly Pro 

170 175 180 

Lys Pro 



<210> 112 
<211> 108 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG : 7762 669 . 1 .orfl : 2002 JAN18 

<400> 112 



Val 


Ser 


Thr 


Phe 


Leu 


Phe 


Trp 


Thr 


Tyr 


Gly 


Met 


Phe Gin Asp Ser 


1 








5 










10 




15 


Val 


Ala 


Phe 


Glu 


Asp 


Val 


Ala 


Val 


Asn 


Phe 


Thr 


His Glu Glu Trp 










20 










25 




30 


Ala 


Leu 


Leu 


Gly 


Pro 


Ser 


Gin 


Lys 


Asn 


Leu 


Tyr 


Arg Asp Val Met 








.35 










40 




45 


Leu 


Glu 


Asn 


Phe 


Gin 


Asn 


Leu 


Ala 


Ser 


Leu 


Gly 


Tyr Pro Leu His 










50 










55 




60 


Thr 


Pro 


His 


Leu 


lie 


Ser 


Gin 


Trp 


Glu 


Gin 


Glu 


Glu Asp Leu Gin 










65 










70 




75 


Thr 


Val 


Lys 


Arg 


Glu 


Leu 


lie 


Gin Gly 


lie 


Phe 


Met Gly Glu His 






80 










85 




90 


Arg 


Glu 


Gly 


Lys 


Asn 


Pro 


Trp 


Glu 


Lys 


Leu 


Phe 


Trp Leu Gly Glu 








95 










100 




105 


Lys 


lie 


Asn 





















<210> 113 
<211> 240 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 965822. l.orfl:2002JAN18 



<400> 113 
















Pro 


Arg Ser Ser Arg Arg 


Val Tan? Ala 


Ala 


Tyr 


Thr 


Glu Gly Lys 


1 




5 






10 






15 


Lys 


Lys Pro Ser 


Phe 


Leu 


Gly Lys Cys 


Arg 


Lys 


Pro Ala Ser Gly 


20 






25 






30 


Arg 


Ser Leu Arg 


Ser 


Pro 


Gin Gly Gly 


Ala 


Leu 


Ala 


Ala Gin Arg 




35 






40 






45 


Ala 


Arg Phe Pro 


Ala 


Gly 


Glu Pro Arg 


Asn 


Gly 


Gly Ala Gly Gly 






50 






55 






60 


Gly 


Asp Ser Glu 


Asp 


Pro 


Arg Leu Gly 


Phe 


Pro 


Thr 


Trp lie Arg 




65 






70 






75 


Ser 


Ala Trp Gly 


Phe 


Asp 


Pro His Pro 


Gly 


Ala 


Ala 


Pro Arg Arg 




80 






85 






90 


Ser 


Trp Ala Ala 


Arg 


Ala 


Phe Gly Leu 


Arg 


His 


Arg 


Gin Arg His 




95 




100 






105 


Leu 


Glu Ala Gly Ala 


Ser 


Gly Arg Leu 


Cys 


Leu 


Thr 


Cys Leu Leu 






110 






115 






120 


Glu 


Gly Asn Thr 


Gly Lys 


Pro Gly Leu 


Ala 


Val 


Thr 


Leu val Thr 




125 






130 






135 
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Asn 


Met 


Ser 


Gin Asr) 


Ser 


Val 






Asp 


vax AXai vax 


Asn 








140 














ten 


Phe 


Thr 


Lys 


Glu Glri 

V3JL U. V7.LU. 






Leu 


T.Ani TV gj r V 


Pro. 


Ala Gin Arg 


Asn 








IBS 








xou 




1d5 


Leu 


Tvx 


Aarcr 


As"D Va 1 


Met 




ox u 


noil 06X^ 


Arg 


ASH IjbU ri,Xa 


Til— _ 

fne 


lie 














X /O 




1 o rv 
180 


ASTD 




Ala Thr 


Pro 


Cys 


Lys 


Thr Lys 


Asp 


Ala Thr Pro 


vjXn 








185 








190 








Pro 


Asp 


lie 


Leu Pro 


Lys 


Arg 


Thr 


Phe Pro 


Glu 


Ala Asn Arg 


Val 








200 








205 




210 


Cys 


Leu 


Thr 


Ser lie 


Arg 


Phe 


Pro 


Ala Leu 


His 


lie Lys Arg 


Arg 








215 








220 






225 


Leu 


Glu 


Met 


Pro Gin Asn Arg 


Gly Thr Thr 


Gin 


Ala Gly Gly 


Glu 








230 








235 




240 



<210> 114 
<211> 319 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 006394 . 31 . orf 2 : 2002 JAN18 



<400> 114 






















m XT 
v»xy 


Xiys Arg 




Leu 


Phe 


Ala 


Glu 


Gly 


Leu 


Gin 


Ala Met Pro 


Val 


X 






5 










10 






15 


\jxy 


Ser Ala 


Fne 


Arg Val 


Pro 


Cys 


Pro 


He 


Leu 


Glu Gly Pro 


Ala 








20 










25 




30 


Ala 


VJ J- i3C?.L 


Arg 


Pro 


Arg 


Leu 


. Ser 


Glu 


Ala 


Met 


Gly He Gin 


Ser 








35 
















45 


Ala 


Glu Leu 


Pro 


Pro 


Glu 


Glu 


Ser 


Asp 


Ser 


Ser 


Arg Val Asp 


Phe 


Gly 






50 










55 




60 


Ser Ser 


Glu 


Arg 


Leu 


Gly 


Ser 


Trp 


Gin 


Glu 


Lys Glu Glu 


Asp 


Ala 






65 










70 






75 


Arg Pro 


Asn 


Ala 


Ala 


Ala 


Pro 


Ala 


Leu 


Gly 


Pro Val Gly 


Leu 


Glu 






80 










85 




90 


Ser Asp 


Leu 


Ser 


Lys 


Val 


Arg 


His 


Lys 


Leu 


Arg Lys Phe 


Leu 








95 










100 




105 


Gin 


Arg Arg 


Pro 


Thr 


Leu 


Gin 


Ser 


Leu 


Arg 


Glu 


Lys Gly Tyr 


He 








110 










115 




120 


Lys 


Asp Gin 


Val 


Phe Gly Cys 


Ala 


Leu 


Ala 


Ala 


Leu Cys Glu 


Arg 








125 










130 




135 


Glu 


Arg Ser 


Arg 


Val 


Pro 


Arg 


Phe 


Val 


Gin 


Gin 


Cys He Arg 


Ala 








140 










145 




150 


Val 


Glu Ala 


Arg 


Gly Leu Asp 


He 


Asp 


Gly 


Leu 


Tyr Arg He 


Ser 








155 










160 






165 


Gly 


Asn Leu 


Ala 


Thr 


lie 


Gin 


Lys 


Leu 


Arg 


Tyr 


Lys Val Asp 


His 








170 










175 




180 


Asp 


Glu Arg 


Leu 


Asp 


Leu 


Asp 


Asp 


Gly 


Arg 


Trp 


Glu Asp Val 


His 








185 










190 




195 


Val 


lie Thr 


Gly 


Ala 


Leu 


Lys 


Leu 


Phe 


Phe 


Arg 


Glu Leu Pro 


Glu 








200 










205 






210 


Pro 


Leu Phe 


Pro 


Phe 


Ser 


His 


Phe 


Arg 


Gin 


Phe 


He Ala Ala 


He 








215 










220 






225 


Lys 


Leu Gin 


Asp 


Gin Ala Arg 


Arg 


Ser 


Arg 


Cys 


Val Arg Asp 


Leu 


Val 






230 










235 




240 


Arg Ser 


Leu 


Pro 


Ala 


Pro 


Asn 


His 


Asp 


Thr 


Leu Arg Met 


Leu 








245 










250 




255 


Phe 


Gin His 


Leu 


Cys 


Arg Val 


He 


Glu 


His 


Gly 


Glu Gin Asn 


Arg 








260 










265 






270 


Met 


Ser Val 


Gin 


Ser 


Val 


Ala 


He 


Val 


Phe 


Gly 


Pro Thr Leu 


Leu 
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280 



^ P„ 01. V.1 g" Slu Thr Ser ».t Pro Met Thr «et V.l Ph, 

Oln .s„ V.X vfl «lu ..u lie .eu Gin Gin cys «a asp lie 

305 ^-^^ 

Phe Pro Pro His 



<210> 115 
<211> 263 
<212> PRT 

<213> Homo sapiens 
<220> 

SSjI'S":: I^ = 01825S.l.or£2:2002a»n8 

SrSy^'i-P Val «u om Tn. Met Tyr Phe I^u Tnr Pro lie 

val «a lie l^u eye V.1 val val T.P He Phe .y. Asn 
^ ser .lu Gly Pxo Th. «| 

«a Olu Ala val Asp Glu Leu Ws asp ser Ser 

^ .e„ His Gl» Glu Glu «P Ala A.P Glu Trp Gin Glu Ser 
Glu Glu Asn val Glu Hie He Pro Phe Ser Hie Asn His Tyr Pro 

m« rill PHe Tvx Glu Leu Leu 
Glu Ws Glu Met Val Lys Arg Ser Gin Glu Phe Tyr ^ 

^ .ys AT. Ar, sir Val Ar, Phe lie ser Asn Glu Gin Val Pro 
Met Glu val lie '^1 Asn val He Ara Thr Ala Gly Thr Ala Pro 
S,r Gly Ala His SI Glu Pro Trp Thr Phe val val Val .y= ASP 
pro ASP V.1 Lys ^= I-ys lie Ara .ys lie He Glu Glu Glu Glu 
Glu lie Asn Tyr I.ys Ar, Met Gly Hi. Ar» TrP Val Thr ASP 

^ .ys I-u «r Asn Trp lie .y. Glu Tyx «u ASP Thr 

.la pro lie He x^u He Phe .ys Gin Val His Gly Phe Ala 
Ala Asn Gly .ys £S .ys Val Hi. Tyr Tyr Asn Glu He Ser Val 
ser He Ala Cys IS His Pro Ala Ser |ys Pro Ala Glu Cys Ser 
^ val Thr val Asn AB. Pro Leu Asn Val Ala Ser Asp Glu 

245 

Gly cys pro Trp Ala Ala Arg Thr 
^ 260 

<210> 116 
<211> 449 
<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc__feat:ure ^^^^n S orf3 :2002JAN18 

<223> Incyte ID No: LG: 027320 - 5 -orx^J .^suu^ 
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<400> 116 
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Gly Glu Ala Gly Arg Ala Pro Asp Ser Asp Gly Gly Ser Asp Ala 
ASP ser Glu Val Gly Pro Gly Ser Pro ^Jr Arg Thr Ala Glu A^a 
Ala Glu Glu Glu Met Ala Gly Pro Asn Gin X.eu Cys He Arg A^g 
Txp Thr Thr I,ys His Val Ala Val Trp lJu Lys Asp Glu Gly P^^ 
Phe Glu Tyr Val Asp He i.eu Cys Asn Lys His Arg l,eu Asp Gl'y 
He Thr Leu Leu Thr Leu Thr Glu Tyr A^p Leu Arg Ser Pro pJo 
Leu Glu lie Lys Val Leu Gly Asp He Lys Arg Leu Met Leu sir 
val Arg Lys Leu Gin Lys lie His He ^ Val Leu Glu Glu Jet 
Gly Tyr Asn Ser Asp Ser Pro Met Gly Ser Met TOor Pro Phe He 
ser Ala Leu Gin Ser Thr Asp Trp Leu Cys Asn Gly Glu Leu Ser 
His ASP cys ASP Gly Pro He Thr Asp Jeu Asn Ser Asp Gin 
Gin -ryr Met Asn Gly Lys Asn Lys His Ser Val Arg Arg Leu L'p 
Pro Glu TVr Trp Lys Thr He Leu Ser gs He Tyr Val Phe He 
val Phe Gly Phe Thr Ser Phe He Met HI xie Val His Glu 
val Pro ASP Met Gin Thr Tyr Pro Pro Leu Pro Asp He Phe llu 
ASP ser val Pro Arg He Pro Trp Ala Phe Ala Met Thr Glu HI 

cys Gly Met He Leu Cys Tyr He Trp Leu Leu Val Leu Leu lIu 

ot^n 



His Lys His Arg Ser He Leu Leu Arg Ar2 Leu Cys Ser Leu Met 
Gly Thr val Phe Leu Leu Arg Cys Phe ?S Met Phe Val Thr III 
Leu ser Val Pro Gly Gin His Leu Gin Thr Gly Lys Xle 



Gly ser Val Trp Glu Lys Leu His Arg fll Phe Ala He Trp SeJ 
Gly Phe Gly Met Thr Leu Thr Gly Val His Thr Cys Gly Asp 
Met Phe ser Gly His Thr Val Val Leu Met Leu Asn Phe Phe 
val T..r Glu Tyr Thr Pro Arg Ser Trp L'n Phe Leu His Th. 
ser Trp Val Leu Asn Leu Phe Gly He Phe Phe He Leu Ala 1?° 
His Glu His Tyr Ser He Asp Val Phe III Ala Phe Tyr He ?S 
Thr Arg Leu Phe Leu Tyr 0^ His Thr Leu Ala Asn Thr Arg 1?° 
■ryr Gin Gin Ser Arg Arg Ala Arg He Z Phe Pro Met Phe ler 
Phe Phe Glu cys Asn Val Asn Gly -n^ HI Pro Asn Glu Tyr gs 
Trp Pro Phe Ser Lys Pro Ala He Met tys Arg Leu He Gly 
<210> 117 
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<211> 601 
<212> PRT 
<213> Homo sapiens 

<220> 



<221> misc_feature gg i .orf 1 :2002JAN18 

<223> Incyte ID No: LG:0t)/4y» -J-."^^-^ 

<400> 111 Pro Gin Met Leu Gin Gin Gin 

Gin Gin His Pro Arg Gin Ala Ala Pro txn 

p/o pro Arg Leu III Ser Val Gin Thr Ha, Gin Arg Gly Asn Met 
^n cys Gly Ala Phe Gin Ala His Gin Met Arg Leu Ala Gin Asn 
^a Ala Arg He Pro Gly He Pro Arg His Ser Gly Pro Gin Tyr 
ser Met Met Gin PrS His Leu Gin Arg Gin His Ser Asn Pro Gly 
His Ala Gly pro pS Pro Val Val Ser Val His Asn ^ Xle 
.sn pro .hr Ser Pr^o ^ ^r Ala ^ Met Ala Asn Ala Asn Arg 
Gly pro Thr Ser Pro Ser Val Thr Ala lie Glu Leu He Pro Ser 
val Thr Asn Pro Glu Asn Leu Pro Ser Leu Pro Asp He Pro Pro 
Xle Gin Ala Asn Val Val Pro Met Met His Ser Trp Tyr Glu Phe 
Oly Ala Arg Glu 1% Thr Gin Asp Gin Asn Val Leu Glu Asp Ala 
Gly ser Ser Ser "eu Asp Asn Leu Leu Ser Arg Tyr He Ser Gly 
ser His X.u Pro Pr^o Gin Pro Thr Ser Thr Met Asn Pro Ser Pro 
Gly pro ser Ala III Ser Pro Gly Ser Ser Gly Leu Ser Asn Ser 
His Thr pro val Z Pro Pro Ser Thr Ser Ser Thr Gly Ser Arg 
Gly ser Cys Gly fer Ser Gly Arg Thr Ala Glu Lys Thr Ser Leu 
ser Phe Lys Ser Tsp Gin Val Lys Val Lys Gin Glu Pro Gly Thr 
Glu ASP Glu He 'cjs Ser Phe Ser Gly Gly Val Lys Gin Glu Lys 
^ Glu ASP Gly i^g Arg Ser Ala Cys Met Leu Ser Ser Pro Glu 
ser ser Leu Thr III Pro Leu Ser Thr Asn Leu His Leu Glu Ser 



Glu Leu ASP Ala Leu Ala Ser Leu Glu Asn His Val Lys He Glu 

Glu Ser Cys Lys 

320 



pro Ala ASP Met JSn Glu Ser Cys Lys Gin Ser Gly Leu Ser Ser 
X,eu val Asn Gly lH Ser Pro He Arg Ser Leu Met His Arg Ser 
Ala Arg He Gly HI Asp Gly Asn Asn Lys Asp Asp Asp Pro Asn 
Glu ASP Trp cys Ma Val Cys Gin Asn Gly Gly Asp Leu Leu Cys 
cys Glu Lys Cys Pro Lys Val Phe His Leu Thr Cys His Val Pro 
.hr Leu Leu Ser Phe Pro Ser Gly Asp Trp He Cys Thr Phe Cys 



395 

114/218 
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Arg ASP lie Oly ^ys Pro Glu Val clu Tyr Asp Cys Asp Asn l,eu 

Gin His ser x,ys Jys Gly Lys Thr Ala Gl^n Gly x,eu Ser Pro vli 

ASP Gin AT. .,3 cys Glu Arg .eu .eu S ^ .eu ^ Cys 

Glu .eu ser He Glu Phe Gin Glu Pro Val Pro Ala Ser He PrS 

Asn ryr -Tyr x.ys lie He .ys Lys Pro '.I'. Asp Leu Ser Thr ill 

Lys Lys Lys Leu Gin Lys Lys His Ser- u- m. , 

485 ^•'■^ His Tyr Gin He Pro 

ASP Ph. val ^1. »3p V.1 ^ rd Phe Lys Cys ill 
Ara Phe A,„ Glu H« H.t Lys V.1 v,l III v,l Ty. Asp 
Gin Glu lie ^ Leu Lys Ala ser III v.l Ala Gl„ ^, =f= 
Lys Ala v.1 Leu ovr Ph. Olu Aap SI Leu Thr clu He 
ser ASP AT, Thr Phe .1. Pro Leu Pro III Ph, oiu Glu Olu ^l'^ 
ASP ASP Oly Glu v.1 Thr Glu Asp Ser tS. Glu Asp Phe He 11^ 
Pro Ar, Ar, Lys Arg Leu Ly, Ser Asp III ^ ^al His III 



PCT/US03/01363 



<210> 118 
<211> 170 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> inisc_feature 

<223> incyte ID No: LG: 065935.21 .orf2 :2002JAN18 
<400> 118 

Pl» Leu His Tyr His Pro Pro Pro Thr Gl. Gly Trp Trp Trp Ars 
-ys «et Ala Al, Ala Trp Gly Ser Ser L^ Thr Ala Ala Thr oil 
A«, Ala val Thr Pro Trp Pro Ar, Gly ^ Leu Leu Thr Al. s^? 
^ Oly pro Gin Ala Ar^ Ar. Glu Ala s'^ Ser Ser Ser Pro £ 
Ala Gly Glu Gly Glj He Ar, Leu Thr aI= Ser Cys val Gin ^l 
^ ^ Glu Zle Thr Glu Gly Ser Glu .11 Leu Ar^ Leu Gin v2 
Clu Gly Gly Gly Cys Ser Gly Phe Gin Lys Phe Ser Leu ^ 
Thr v.1 He As„ Pro ASP A=p AT, Val Z Glu Gin Gly Gly ^1°= 
Arg val Val Val Asp ser Asp Ser Leu '^l ^ val Lys Gly If ° 
Gin val ASP Phe Ser Gin Glu L«u XI. ser Ser Phe Gin HI 
AS„ As= Pro Gin Ala Gin Gin Gly JJI ser Cys Gly s.r s" 
Phe Ser lie Lys Leu 165 
170 
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<210> 119 
<211> 106 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> niisc_f eature 

<223> Incyte ID No: LG ; 071860 . 12 . orf 3 : 2002 JAN18 
<400> 119 



Val 


Cys 


Arg 


Asn 


Ser 


Tyr 


Phe 


Tyr 


Leu 


Pro 


Ser 


Leu 


Ser Glu 


Ser 


1 






5 










10 








15 


Lys 


His 


Cys 


lieu 


Arg 


He 


Gin 


His 


Thr 


Phe 


Cys 


Phe 


Leu Thr 


Cys 








20 










25 








30 


Val 


Gin 


Ala 


Tyr 


Val 


His 


Lys 


Ser 


Val 


Met 


Glu 


Glu 


Leu Lys 


Arg 










35 










40 








45 


lie 


lie 


Asp 


Asp 


Ser 


Glu 


He 


Thr 


Lys 


Glu 


Asp 


Asp 


Ala Leu 


Trp 










50 










55 








60 


Pro 


Pro 


Pro 


Asp Arg Val 


Gly Arg Gin 


Glu 


Leu 


Glu 


He Val 


He 










65 










70 








75 


Gly 


Asp 


Glu 


His 


He 


Ser 


Phe 


Thr 


Thr 


Ser 


Lys 


He 


Gly Ser 


Leu 






80 










85 








90 


lie 


Asp 


Val 


Asn 


Gin 


Ser 


Iiys 


^sp 


Pro 


Glu 


Gly 


Leu Arg Val 


Phe 








95 










100 








105 



Tyr 



<210> 120 
<211> 334 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 087383 . 29 . orf 2 : 2002JAN18 
<400> 120 



Val 


Tyr 


Phe 


Ala 


Ala 


Pro 


Ser 


Ala 


Phe 


Glu 


Lys 


Met 


Ser Val 


Thr 


1 






5 










10 








15 


Tyr 


Asp 


Asp 


Ser 


Val 


Gly Val 


Glu 


Val 


Ser 


Ser 


Asp 


Ser Phe 


Trp 










20 










25 








30 


Glu 


Val 


Gly 


Asn 


Tyr 


Lys 


Arg 


Thr 


Val 


Lys 


Arg 


He 


Asp Asp 


Gly 










35 










40 








45 


His 


Arg 


Leu 


Cys 


Ser 


Asp 


Leu 


Met 


Asn 


Cys 


Leu 


His 


Glu Arg Ala 










50 










55 








60 


Arg 


He 


Glu 


Lys 


Ala 


Tyr Ala 


Gin 


Gin 


Leu 


Thr 


Glu 


Trp Ala 


Arg 








65 










70 








75 


Arg 


Tarp 


Arg 


Gin 


Leu 


Val 


Glu 


Lys 


Gly 


Pro 


Gin Tyr 


Gly Thr Val 










80 










85 








90 


Glu 


Lys 


Ala 


Trp Met 


Ala 


Phe 


Met 


Ser 


Glu 


Ala 


Glu 


Arg Val 


Ser 








95 










100 








105 


Glu 


Leu 


His 


Leu 


Glu 


Val 


Lys 


Ala 


Ser 


Leu 


Met 


Asn 


Asp Asp 


Phe 










110 










115 








120 


Glu 


Lys 


He 


Lys 


Asn 


Trp 


Gin 


Lys 


Glu 


Ala 


Phe 


His 


Lys Gin 


Met 










125 










130 








135 


Met 


Gly Gly 


Phe 


Lys 


Glu 


Thr 


Lys 


Glu 


Ala 


Glu 


Asp 


Gly Phe 


Arg 










140 










145 








150 


Lys 


Ala 


Gin 


Lys 


Pro 


Trp 


Ala 


Lys 


Lys 


Leu 


Lys 


Glu 


Val Glu 


Ala 








155 










160 








165 


Ala 


Lys 


Lys 


Ala 


His 


His 


Ala 


Ala 


Cys 


Lys 


Glu 


Glu 


Lys Leu 


Ala 










170 










175 








180 


He 


Ser 


Arg 


Glu 


Ala 


Asn 


Ser 


Lys 


Ala 


Asp 


Pro 


Ser 


Leu Asn 


Pro 








185 










190 








195 
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Glu 


Gin 


Leu 


Lys 


Lys 

o n r\ 
ZUU 


Leu 


Gin 


Asp Lys lie 
one; 


Glu 


Lys 


Cys 


Lys 


Gin 

Z±U 


Asp 


Val 


Leu 


Lys 


Thr 


Lys 


Glu 


Lys Tyr Glu 


Lys 


Ser 


Leu 


Lys 


Glu 

ZZ D 


Leu 


Asp 


Gin 


Gly 


Thr 

O O A 


Pro 


Gin 


Tyr Met Glu 


Asn 


Met 


Glu 


Gin 


Val 

0 yi n 


Fxxe 


^sXU 


V7±n 


Cys 


vaXn 

o >l c 


r«n T-i 
ijjXn 


irne 


V3J.U vj±u jjys 
0 n 


Arg 


Leu 


Arg 


Phe 


Phe 

255 


Arg 


Glu 


Val 


Leu 


Leu 
2o0 


Glu 


Val 


Gin Lys His 

0 c c 


Leu 


Asp 


Leu 


Ser 


Asn 
270 


Val 


Ala 


Gly 


Tyr 


Lys 

275 


Ala 


lie 


Tyr His Asp 

0 Q n 


Leu 


Glu 


Gin 


Ser 


lie 
285 








Asp 


A J. a. 


VCLd. 


V7XU. 


/^Sp Xj6U xixg 


xrp 




Arg Ala Asn 










290 






295 










300 


His 


Gly 


Pro 


Gly 


Met 
305 


Ala 


Met 


Asn Trp Pro 
310 


Gin 


Phe 


Glu 


Val 


Arg 
315 


Gly 


Gly 


Cys 


Ala 


His 
320 


Glu 


Leu 


Val Ser Leu 
325 


Glu 


Glu 


Asp 


Leu 


Gly 
330 


Pro 


Gin 


Ser 


Cys 





















<210> 121 
<211> 109 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc„f eature 

<223> Incyte ID No: LG: 098580 . 3 . orf 2 : 2002JAN18 
<400> 121 



Gin 


Trp 


Lys 


Lys 


Pro Val Gin 


lie 


Leu 


Met 


Val 


Gly 


Ser 


Cys 


Lys 


1 








5 






10 










15 


Val 


Thr 


Ser 


Val 


Met Met Leu 


Leu 


Gin Arg 


Leu 


Met 


Trp 


Glu 


Lys 










20 






25 










30 


Asp 


Phe 


lie 


Ala 


Phe Lys Ser 


Ser 


Thr 


Pro 


His 


Asn 


Val 


Ser 


Trp 










35 






40 










45 


Arg 


His 


Glu 


Thr 


Asn Gly Ser 


Val 


Phe 


He 


Ser 


Gin 


He 


He 


Tyr 










50 






55 










60 


Tyr 


Phe 


Arg 


Glu 


Tyr Ser Trp 


Ser 


His 


His 


Leu 


Glu 


Glu 


He 


Phe 










65 






70 










75 


Gin 


Lys 


Val 


Gin 


His Ser Phe 


Glu 


Thr 


Pro 


Asn 


He 


Leu 


Thr 


Gin 










80 






85 










90 


Leu 


Pro 


Thr 


lie 


Glu Arg Leu 


Ser 


Met 


Thr 


Arg 


Tyr 


Phe 


Tyr 


Leu 










95 






100 










105 


Phe 


Pro 


Gly 


Asn 





















<210> 122 
<211> 519 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eattire 

<223> Incyte ID No: LG: 1001879 . 1 . orf 1 : 2002 JAN18 
<400> 122 

Arg Ala Ala Val Leu Gly Arg Val Arg Gly Gly Leu Ala Ala Glu 
15 10 15 

Ala Pro Arg Arg Gly Ala Asn Gly Ala Asn Ala Ala Arg Ser Pro 
20 25 30 

Pro Ala Arg Arg Cys Ala Gly Gly Trp Trp Arg Gly Pro Arg Pro 

117/218 



BNSDOCID: <WO. 03062379A2_I_> 



wo 03/062379 



PCT/US03/01363 



Thr Leu Arg 
Leu Leu Leu 
Ala Arg Cys 
Arg Arg Arg 
Arg Leu Leu 
Gly Asp Leu 
Glu Asn Ala 
Pro Arg Leu 
lie Pro Pro 
Asp Leu Ser 
Gin Asp Leu 
Leu Val Phe 
Glu Glu Leu 
Glu Ser Leu 
His Leu Ala 
Pro Gly Leu 
Arg Gin Val 
Leu Ser Val 
Leu Arg His 
Pro lie Ser 
Leu Arg Glu 
Pro Gin Ala 
Ser Asn Asn 
Val Asn Thr 
Cys Asp Cys 
Asn Phe Asp 
Arg Gly Asp 
Tyr Phe Val 
Arg Val Thr 
Ala Glu Gly 
His Arg Pro 



35 

Thr Met Thr 
50 

Leu Pro Ala 
65 

Glu Cys Thr 
89 

Leu Thr Ala 
95 

Glu Leu Ser 

110 
Ala Ala Leu 

125 
lie Ala His 

140 
Arg Val Leu 

155 
Gly Val iPhe 

170 
Glu Asn Lys 

185 
His Ser Leu 

200 
Val Ser Arg 

215 
Thr Leu Glu 

230 
Gly His Leu 

245 
lie Ala Ser 

260 
Leu His Leu 

275 
Ala Ala Gly 

290 
Thr His Thr 

305 
Gin Ala His 

320 
Thr Val Pro 

335 
Leu His Leu 

350 
Phe Leu Gly 

365 
Leu Leu Ser 

380 
Leu Glu Thr 

395 
Arg Leu Leu 

410 
Gly Arg Leu 

425 

Ala Leu Arg 

440 
Cys Arg Lys 

455 
Ala Thr Ala 

470 
Glu Pro Ala 

485 

Val Thr Ala 
500 



Cys Trp Leu 
Ala Pro Pro 
Val Gin Thr 
Val Pro Asp 
Arg Asn Arg 
Pro Ala Leu 
Val Glu Pro 
Arg Leu Arg 
Thr Arg Leu 
Leu Val lie 
Arg Arg Leu 
Arg Ala Phe 
Arg Cys Asn 
Arg Ser Leu 
Leu Glu Asp 
Glu lie Ala 
Ser Leu Arg 
Asn lie Thr 
Leu Thr Cys 
Arg Gly Ser 
Ala Gly Ala 
Leu Arg Gin 
Thr Leu Glu 
Leu Arg Val 
Trp lie Val 
Pro Ala Cys 
Asn Leu Pro 
Pro Lys lie 
Gly Glu Asp 
Pro Thr Val 
Thr Ser Ala 



40 






Cys 


va± 


Leu 








Pro 


A±a 


VaXy 


70 






Arg 


Ala 


Vai 


80 






Gly 


He 


Pro 


100 






lie 


Arg 


Cys 


115 






Glu 


Glu 


Leu 


130 






Gly Ala 


Pile 


145 






Gly Asn 


Gin 


160 






Asp 


Asn 


Leu 


175 






Leu 


Leu 


Asp 


190 






Glu 


Val 


Gly 


205 






Ala 


Gly 


Leu 


220 






Leu 


Thr 


Ala 


235 






Gly Ala Leu 


250 






Gin 


Asn 


Phe 


265 






Gin 


Leu 


Ala 


280 






Gly 


Leu 


Asn 


295 






Ala 


Val 


Pro 


310 






LeU 


Asn 


Leu 


325 






Phe 


Arg 


Asp 


340 






Leu 


Leu 


Ala 


355 






He 


Arg 


Leu 


370 






Glu 


Ser 


Thr 


385 






Asp Gly Asn 


400 






Gin 


Arg 


Arg 


415 






Ala 


Thr 


Pro 


430 






Asp 


Ser 


Val 


445 






Arg 


Glu 


Arg 


460 






Val 


Arg 


Phe 


475 






Ala 


Trp 


Val 


490 






Gly Arg Ala 


505 













Ser 


Leu 


Pro 






ou 


Gly Cys 


Pro 






1 D 


TV 1 «!» 

AX a 


Cys 


xnr 






y u 


Ala 


Glu 


Thr 






J.UD 


Leu 


Asn 


Pro 








Asp 


Leu 


Ser 






1 ^ c 
13d 


Ala 


Asn 


Leu 






1 c rv 
150 


Leu 


Lys 


Leu 






165 


Thr 


Leu 


Leu 






180 


Tyr 


Thr 


Phe 






195 


Asp Asn Asp 






210 


Leu 


Ala 


Leu 






225 


Leu 


Ser 


Gly 






240 


Arg 


Leu 


Arg 






255 


Arg Arg 


Leu 






270 


Ala 


Ala 


Gly 






285 


Leu 


Thr 


Ser 






300 


Ala 


Ala 


Ala 






315 


Ser 


His 


Asn 






330 


Leu 


Val 


Arg 






345 


Val 


Val 


Glu 






360 


Leu 


Asn 


Leu 






375 


Phe 


His 


Ser 






390 


Pro 


Leu 


Ala 






405 


Lys 


Thr 


Leu 






420 


Ala 


Glu 


Val 






435 


Leu 


Phe 


Glu 






450 


Arg 


Leu 


Gin 






465 


Leu Cys 


Arg 






480 


Thr 


Pro 


Gin 






495 


Arg Val 


Leu 






510 
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Pro Gly Gly Thr Leu Glu He Gin Asp 
515 

<210> 123 
<211> 132 
<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 1079456 . 4 .orf 3 : 2002aAN18 
<400> 123 

Gly Asp Pro' Pro Arg Pro Gly Phe Cys Pro Ala Arg Ala Asp Ser 

* . ^ 10 15 

Arg Lys Ser Gly Ser Gly Ser Arg Gly Val Thr Val Thr Pro Arg 
20 25 30 

Arg He Asn Ser Gin Arg Leu Met Leu His Glu Lys Ala Thr Lys 

rr^ 40 45 

Lys Thr Lys Glu Lys Glu Thr Arg Met Ala Leu Pro Gin Gly Cys 

50 55 
Leu Thr Phe Lys Asp Val Ala He Glu Phe Ser Leu Glu Glu Trp 

70 75 
Lys Cys Leu Asn Pro Ala Gin Arg Ala Leu Tyr Arg Ala Val Met 
^0 85 90 

Leu Glu Asn Tyr Arg Asn Leu Glu Ser Val Gly Leu Thr Ser Lys 

100 105 
Asp Ser Trp Tyr Met Arg Lys Lys Pro Gly Arg Gly Arg Gly Lys 
110 115 120 

Gin Arg Arg Gin Glu Trp Phe Phe Leu Arg Val Tvr 
125 130 

<210> 124 
<211> 524 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID Wo: LG: 1080598 . 9 . orf 2 : 2002 JAN18 
<400> 124 

Pro Cys Thr Lys Arg Asn Gly Asp Cys Leu Tyr Pro Pro Arg Phe 
15 10 15 

He Ser Trp Pro Glu Val He Leu Ala Ser Arg Lys Gly Cys Thr 
20 25 30 

Ser Ser His His Gin Leu Gin Arg Met Ala Ala He Tyr Leu Ser 
35 40 45 

Arg Gly Phe Phe Ser Arg Glu Pro He Cys Pro Phe Glu Glu Lys 
50 55 gQ 

Thr Lys Val Glu Arg Met Val Glu Asp Tyr Leu Ala Ser Gly Tyr 
65 70 75 

Gin Asp Ser Val Thr Phe Asp Asp Val Ala Val Asp Phe Thr Pro 
SO 85 90 

Glu Glu Trp Ala Leu Leu Asp Thr Thr Glu Lys Tyr Leu Tyr Arg 
^5 100 105 

Asp Val Met Leu Glu Asn Tyr Met Asn Leu Ala Ser Val Glu Trp 
110 115 ^20 

Glu He Gin Pro Arg Thr Lys Arg Ser Ser Leu Gin Gin Gly Phe 
125 130 135 

Leu Lys Asn Gin He Phe Ser Gly He Gin Met Thr Arg Gly Tyr 

o /.-I n, 145 150 

Ser Gly Trp Lys Leu Cys Asp Cys Lys Asn Cys Gly Glu Val Phe 
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160 






165 


Arg Glu 


Gin 


Phe 


Cys 


Leu Lys Thr 


His 


Met Arg Val 


Gin Asn 


Glv 








170 






175 






180 




Thr 


Ser 


Glu 


Gly Asn Cys 


Tyr 


Gly Lys 


Asp 




Ser 








185 






190 






195 


VaJ. 11X5 


Lys 


Glu 


Ala 


Ser Thr Gly Gin Glu Leu 


Ser 


Lvs Phe 


Asn 






200 






205 








r 

JrjTO L.yS 


Gly Lys Val 


Pne inr iieu 


inr 


Pro Gly Leu 


Ala Val 


His 






215 






220 






225 




Val 


Leu 


Asn 


A±a Arg L»±n 


Pro 


Tyr Lys 


Cys 


Lys Glu 


Cys 








230 






235 






240 


Gly Lys 


Gly 


Phe 


Lys 


Tyr Phe Ala 


Ser 


Leu Asp 


Asn 


His Met 


Gly 








245 






250 






255 


X±e H3.S 


Thr 


Asp 


Glu 


Lys Leu Cys 


vaxU 


Phe Gin Glu Tyr Gly Arg 








260 






265 






270 


Ala Val 


Thr 


Ala 


Ser 


Ser His Leu 


Lys 


Gin Cys 


Val 


Ala Val 


His 








275 






280 






285 


Thx Gly 


Lys 


Lys 


Ser 


Lys Lys Thr 


Lys 


Lys Cys 


Gly Lys Ser 


Phe 








290 






295 






300 


Ttur Asxi 


Phe 


Ser 


Gin 


Leu Tyr Ala 


Pro 


Val Lys 


Thr 


His Lys 


Gly 








305 






310 






315 


Glu Lys 


Ser 


Phe 


Glu 


cys liys vsxu 


Cys 


Gly Arg 


Ser 


Phe Arg Asn 






320 






325 






330 


Ser Ser 


Cys 


Leu 


Asn 


Asp His lie 


Gin 


lie His 


Thr 


Gly He 


Lys 








335 






340 






345 


Pro His 


Lys 


Cys 


Thr 


Tyr Cys Gly 


Lys 


Ala Phe 


Thr 


Arg Ser 


Thr 








350 






355 






360 


GlZl Ii6U 


Thr 


Glu 


His 


Val Arg Thr 


His 


Thr Gly 


He 


Lys Pro 


Tyr 








365 






370 






375 


CarJLu L.yS 


Lys 


Glu 


Cys 


Gly Gin Ala 


Phe 


Ala Gin 


Tyr 


Ser Gly Leu 




380 






385 






390 




His 


lie 


Arg 


Ser His Ser 


Gly Lys Lys 


Pro 


Tyr Gin 


Cys 








395 






400 






405 


Lys Glu 


Cys 


Gly 


Lys 


Ala Phe Thr 


Thr 


Ser Thr 


Ser 


Leu He 


Gin 








410 






415 






420 


tt4 — mVf^ 


Arg 


lie 


His 


Thr Gly Glu Lys 


Pro Tyr Glu Cys Val 


Glu 








425 






430 






435 


cys \aiy 


Lys 


Thr 


Phe 


lie Thr Ser 


Ser 


Arg Arg 


Ser 


Lys His 


Leu 








440 






445 






450 


Lys Tnir 


His 


Ser 


Gly Glu Lys Pro 


Phe 


Val Cys 


Lys 


He Cys 


Gly 








455 






460 






465 


Lys Al a 


Phe 


Leu 


Tyr 


Ser Ser Arg 


Leu 


Asn Val 


His 


Leu Arg 


Thr 








470 






475 






480 


His Thr 


Gly Glu 


Lys 


Pro Phe Val 


Cys 


Lys Glu 


Cys 


Gly Lys Ala 








485 






490 






495 


Phe Ala 


Val 


Ser 


Ser 


Arg Leu Ser Arg 


His Glu 


Arg 


He His 


Thr 








500 






505 






510 


Gly Glu 


Lys 


Pro 


Tyr 


Glu Cys Lys 


Asp 


Met Ser 


Val 


Thr He 










515 






520 









<210> 125 
<211> 309 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> ltd. s cofeature 

<223> Incyte ID No: LG: 1090358 - 10 .orfl :2002JAN18 
<400> 125 

Asn Ser Tyr Leu Leu Leu Arg His Ser Phe Asn Cys Gly Leu Phe 
15 10 15 

Val Val Val Val Phe Gin Gly Arg Ser Pro Arg Lys He Asp Gin 
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25 30 
Phe Cys Asn Ser Ser Asn Met Val His Gly Ser Val Thr Phe Arg 
35 40 45 

Asp Val Ala lie Asp Phe Ser Gin Glu Glu Trp Glu Cys Leu Gin 
50 55 60 

Pro Asp Gin Arg Thr Leu Tyr Arg Asp Val Met Leu Glu Asn Tyr 
65 70 75 

Ser His Leu He Ser Leu Gly Ser Ser He Ser Lys Pro Asp Val 
80 85 90 

He Thr Leu Leu Glu Gin Glu Lys Glu Pro Trp Met Val Val Arg 
95 100 105 

Lys Glu Thr Ser Arg Arg Tyr Pro Asp Leu Glu Leu Lys Tyr Gly 

115 120 
Pro Glu Lys Val Ser Pro Glu Asn Asp Thr Ser Glu Val Asn Leu 
125 130 135 

Pro Lys Gin Val He Lys Gin He Ser Thr Thr Leu Gly He Glu 
140 145 250 

Ala Phe Tyr Phe Arg Asn Asp Ser Glu Tyr Arg Gin Phe Glu Gly 
155 160 165 

Leu Gin Gly Tyr Gin Glu Gly Asn He Asn Gin Lys Met He Ser 
_ , 170 175 180 

Tyr Glu Lys Leu Pro Thr His Thr Pro His Ala Ser Leu He Cys 
185 190 195 

Asn Thr His Lys Pro Tyr Glu Cys Lys Glu Cys Gly Lys Tyr Phe 
200 205 210 

Ser Arg Ser Ala Asn Leu' He Gin His Gin Ser He His Thr Gly 

220 225 
Glu Lys Pro Phe Glu Cys Lys Glu Cys Gly Lys Ala Phe Arg Leu 
230 235 240 

His He Gin Phe Thr Arg His Gin Lys Phe His Thr Gly Glu Lys 
245 250 255 

Pro Leu Asn Val Thr Asn Val Glu Arg. Pro Leu Val Phe Leu Pro 
260 265 270 

Cys Leu He Ala He Arg Thr Phe Thr Gin Val Arg Asn Cys Leu 
275 280 285 

Asn Val Arg Asn Val Gly Ser Pro Leu He Val Ala Gin Thr Leu 

r.v. ^ . 295 300 

Phe ^sn He Arg Val Phe He Leu Val 

305 

<210> 126 
<211> 339 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 1097492 .2 .orf2 :2002JAN18 
<400> 126 

le Pro Gly Ser Thr Gly Tyr He Trp Pro Lys Ser Asp 

10 15 
Va.1 Asn Cys Pro Leu Leu 
25 30 
Pro Gin Gly Tyr Leu Trp 
40 45 
Sly Gin Val Glu He Phe 
55 60 
/al Lys Ser Phe Pro Leu 
70 75 
tie Pro Glu Leu Glu Glu 
85 90 



Ala 
1 


Arg 


Phe 


Pro 


Gly Ser Thr 
5 


Gly 


Tyr 


Ser 


Leu 


Gly 


Ala 


Leu Val His 


Ser 


Pro 










20 






Gly 


Phe 


Ser 


Ala 


Val Ser Thr 


Ser 


Leu 










35 






Val 


Gly Gly 


Gly 


Gin Glu Gly 


Ala 


Gly 










50 




Ser 


Leu 


Asn 


Arg 


Pro Ser Pro 


Arg 


Thr 










65 




Ala 


Ala 


Pro 


Val 


Leu Cys Met 


Glu 


Tyr 










80 




Glu 


Ala 


Glu 


Ser 


Arg Asp Glu 


Ser 


Pro 
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105 

^. ... V.X Hi. Xle C.S ^ |y - S5 

Ue .e. - se. V.1 ^ Civ T>. ol» I^u V.1 

se. Cs S« fr^ OX. .eu «o .4 - - ^ ?|S 

„o ..e Hi. ^ - - - - g 

. « ilr Ser Gly Gly Val Leu Trp Asp Leu Glu Ser 
Ala Tvr Pro Arg Tnr ser t,j.y "-^jr 180 

^ V.1 ilS.- Va. ..o v.. ^ 

.eu se. Clu S Ma V.X ..P ^ - P« 

, , Glu l?° Tta Tbrl^u Gin pro Gin sin ser Phe Gl^ 
Thr val Leu Glu Ala rni iz:> 

.la HIS Gin .sp IS .1. Val Ser val Tnr Hie «e. Val .ys Jla 
ser Gl. val fr^ H-^ - ^0 f, 

^u Pne Hie - - - - 5S °" r g 

.la Gin l«e H.e 

val ser .eu Zl He eve Gin Gl. ^ - val Glv ^ 

290 ^ f,;^ p„ Arg Leu Glu Gly 

Gin Gly val lie val Leu Leu pro val pro Arg ^ 

Xle pro Lys Xle |l Gin .rp Ala Leu .rp Ala Cys Gly Leu Pro _ 

Gly cys Gly Tyr Gin His Pro Gly Pro 

<210> 127 
<211> 163 
<212> PRT 

<213> Homo sapiens 
<220> 

:223> ?nSi'e'lD"So: 1^:1099945 .26 .orf2 :2002aANl8 

<400> 127 ser His Tlir Leu Thr His Leu 

Glu Ala Arg Pro He Leu Ser Leu & 15 

«i eye TTP val Th, ser 1.,= ASP T^r Pro xle Cys 
P„ xrp .eu Ma ^2 Ma Pro Thr His Pro Cys Pro Pro Pro Ma 
Gin Ma Pro Asp p" x.ye Glu Glu Val Glu Gly Ma Cy. Pro Pro 
^ ser Ma «et <Z His ^ Le» Glu M. Ma Gin Ser ^ x«u 
^ ser val Pro nfe Leu Ser sis ^ Met Gin X.ys Me. Thr Ser 
^s Ma Tyr His Z Gin .ys Ser THr C^^ Gly .ys Cys Gly ^ 
„o M. x,y. Lys Tyr .s„ Trp ser Ma x,ys Ma gs 

.r« Asn Thr ^ Gly Thr Gly .r. Me. His X.U X.ys Xle 

Z^^^^ - - - - "^^^ ^ ^ 
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Lys Pro I,ys Arg jla Ala Val Ala Ala s2 Ser Ser Ser 

<210> 128 
<211> 352 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> incyte ID No: LG: 110016. l.orfl : 2002 JAN18 

<400> 128 

«^ ser A„ ser ^ 3,, ^ 

AT. Thr Trp Trp P„ Cys c.. Thr Cys Thr Hi. CX. ^| 
ser ^ xrp .^t Arj ,f = Cys S„ P.o A„ 

^ Ala se. ^, s„ ^ 3er s,r .'^ ser cys P„ s'^ 

Cys Arg Ser AXa Cys Al. Ser Pro Ita Ala Txo q o 

65 ^-"-^ Ser Ser Val 

Ser Ala Ser Cys Ser Thr Ala Arci vai r, 75 

80 ^9 Val Ser Pro Trp Leu Pro Ala 

Thr Ser Ser Ala Leu Thr Ser Arg Trp Tr^ Ar« at r,y, ^° 
95 ^ Arg Ala Thr Leu Thr 



ser ser Aep ser AT, AT, AT. Ala n.s Z Hi. Hi. ^ 1^= 
AT, Ala .e„ ^ ,rp AT. Ar= AT, ser JJ^ Val Phe «1„ ai, HI 
«et Ar, Trp Ala oly Ser .ly A.p Al. Ala .!„ Al. clu ^ 
Oln Ar. Ala ^ Pro ^ val Phe .!„ val Ar. cy. Ar, 
^ Ar« Ala Phe ^ Cl„ ser Ar. ^ 1° .i„ at. Hie Pro 
val AT, Ala Cl„ P^ «i, ^„ 1,0 

Asp Ala His Glu Gly Arg He Thr- Th,- t , 

200 i'^^ ^3 Lys Lys Lys Lys 

Oly .ys ASP Gly Ala Gly Ala Lys Glu |f Asp Lys Gly Thr 
^ys Ala Lys Ala Glu Glu Asp Glu Glu Sa" Glu Arg Xle Leu III 
Oly Xle Leu Asn Asp Thr Leu Arg Phe |J Met Phe Leu Gin 

Leu He Phe Met He Ser Glu Glu Gly Ala Val ai» ^ . 

260 ^ ^ 

Ala Ala Asn Glu Cys Tyr Cys Ala <?«t- t 270 

yx uys Ala Ser Leu Ser Ser Gin Val Pro 

Lys Asn His Val Ser Leu Val Thr r,v« ri . , 285 
290 Gin Val Phe Val 

Ala Gly Gly Leu Phe .^r Asn Glu Asp III Lys Glu Asp Pro ill 
ser Ala ^ Phe Leu Gin Phe Asp His val Gly Gly Gin 1^1 
ASP Gin Gly Arg ^g .Xa Leu Pro Gly III oly His Val Leu 1^ 
Gin Ala Val He Gin Met Gly 3*5 



350 
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<210> 129 
<211> 138 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: LG: 1137613 . 10 . orf 2 : 2002 JAN18 
<220> 

<221> imsure 

<222> (1) (138) 

<223> imknovTn or other 

<400> 129 



Arg 


Thr 


His 


Gin 


Leu 


Asn 


Asn 


He Pro 


His 


Val 


Ala 


Asp Thr Asn 


1 








5 








10 






15 


Lys 


Ala 


Ala 


Val 


Ser 


Ser 


Phe 


Ser Lys 


Pro 


Leu 


Lys 


Gly Ser Ala 








20 








25 






30 


Gly 


Gly 


Arg 


Arg 


Asn 


Ser 


Lys 


Gly Gly 


Pro 


Arg 


Gin 


Gly Ala He 








35 








40 






45 


Gly 


Leu 


Gly 


Leu 


Arg 


Glu 


Pro 


Glu Thr 


Ala 


Ala 


Ala 


Ala Ala Ala 








50 








55 






60 


Ala 


Ala 


Ala 


Gly 


Gly Ala 


Gin 


Gly Thr 


Pro 


Xaa 


Leu 


Pro Val Leu 










65 








70 






75 


Cys 


Leu 


Gly 


Pro 


Ser 


Leu 


Leu 


Pro Arg 


Ala 


Gin 


Cys 


Gly Leu Ala 








80 








85 






90 


Ser 


Val 


Lys 


Glu 


Phe 


Asp 


Lys 


Lys Tyr 


Asn 


Pro 


Thr 


Tarp His Cys 










95 








100 






105 


He 


Val 


Gly 


Arg 


Asn 


Phe 


Gly 


Ser Tyr 


Val 


Thr 


His 


Glu Thr Lys 








110 








115 






120 


His 


Phe 


He 


Tyr 


Phe 


Tyr 


Leu 


Gly Gin Val 


Ala 


He 


Leu Leu Phe 










125 








130 






135 


Lys 


Ser 


Gly 





















<210> 130 
<211> 608 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: LG: 118836 .26 .orf 2 : 2002 JAN18 
<400> 130 



Gly 


Arg 


Leu Ser 


Ser 


Gin 


Pro 


Trp Met 


Phe 


Ser 


Ser 


Cys Gly Arg 


1 






5 










10 






15 


Pro 


Ala 


Ser Lys 


Ser 


Thr 


Thr 


Ser 


Ser 


Thr 


Pro 


Arg 


Thr Arg Gin 








20 










25 






30 


Leu 


His 


Ala Trp 


Ser 


Arg 


Cys 


Trp 


Asn 


Gly 


Ala 


Phe 


Thr Pro Cys 








35 










40 






45 


Arg 


Leu 


Ser Ala 


Ser 


Pro 


Ala 


Thr 


Asn 


Ala 


Thr 


Arg 


Trp Gly Met 






50 










55 






60 


Ala 


Ala 


Pro Arg 


Cys 


Trp 


Ser 


Arg 


Pro 


Cys 


Arg 


Glu 


Thr Leu Ser 








65 










70 






75 


Trp 


Ser 


Trp Arg Ala Ala 


Pro 


Trp 


Pro 


Leu 


Ser 


Pro 


Thr Gly Thr 






80 










85 






90 


Ala 


Ser 


Trp Lys 


Pro 


Val 


Cys 


Leu 


Phe 


Pro 


Arg 


Pro 


Pro Gly Lys 








95 










100 






105 


Thr 


Ala 


Pro Ala 


Arg 


Ala 


Val 


Pro 


Ser 


Arg 


Met 


Cys 


Ser Arg Pro 








110 










115 






120 


Thr 


Met 


Gin Pro 


Ser 


Lys 


Ser 


Met 


Ala 


Pro 


Pro 


Pro 


Arg Arg Ala 
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130 












Pro Leu Pro 


va± 


Val Ala 


Ser Ala 


Glu 


Pro 


Val 


Arg Ser 


Ala 












145 










Sex 


Pro Ala Arg 


Cys 


Gin Ala Trp Leu Arg Ala Thr Arg His 


Pro 












160 








JL O D 


Ala 


Ser Pro Arg 


Ser 


Leu Gin 


Ser Gly 


Gly Ala 


Arg 


oer \3±y 














175 








1 on 


mVi -V- 


inr Jrro cys 


inr 


Ala Leu 


Thr Pro 


Ser 


Thr 


Ala 


Phe Pro 


±m. 






1 Q 
±OD 






190 








1 Qc; 


V3.X 


i\j.a ijeu irro 


xij.5 


Leu Phe 


His Ala 


Ser 


Tyr 


Trp 


Glu Ser 


TVrr- 
XllX 






o r\ A 






205 








01 ft 


Asp 


vax va± oer 


Fne 


Leu Leu 


Arg Gin 


Val 


Met 


Arg 


His Asp 


Asn 












220 










Ser 


Ser He Leu 


Glu 


Leu Asp Gly Lys 


Glu 


Val 


Ser 


Val Phe 


inr 






230 






235 








O yl n 


Pro 


Ser Lys Pro 


Arg 


Glu Lys 


Trp Gin 


Arg 


Lys 


Arg 


Thr His 


vax 






245 






250 








o c; c 


Lys 


Leu Arg Asn 


Val 


Thr Ala 


Asn His 


Arg 


He Asn Asp Ala 


Leu 






260 






265 








Z /U 


Ala Asn Glu Asp Gly 


Pro Gin Val Leu Thr Gly Arg 


Phe Met 


Tyr 






275 






280 








O Q R 


Gly 


Pro Leu Asp 


Met 


Val Thr 


Leu Thr Gly Glu 


Lys 


Val Asp 


vax 






290 






295 








"inn 


His 


He Met Thr 


Gin 


Pro Pro 


Ser Gly 


Glu 


Trp 


Leu 


Tyr Leu 


Asp 






305 






310 








QIC 


Thr 


Leu Val Thr 


Asn 


Asn Ser 


Gly Arg Val 


Ser 


Tyr 


Thr He 


Pro 






320 






325 








"3 n 


Glu 


Ser His Arg 


Leu 


Gly Val 


Gly Val 


Tyr 


Pro 


He 


Lys Met 


vax 






335 






340 








"3 >1 


Val 


Arg Gly Asp 


His 


Thr Phe 


Ala Asp 


Ser 


Tyr 


He 


Thr Val 


Leu 






350 






355 








360 


Pro 


Lys Gly Thr 


Glu 


Phe Val 


Val Phe 


Ser 


He 


Asp 


Gly Ser 


Phe 






365 






370 








375 


Ala 


Ala Ser Val 


Ser 


He Met 


Gly Ser 


Asp 


Pro 


Lys 


Val Arg 


Ala 






380 






385 








390 


Gly Ala Val Asp 


Val 


Val Arg 


His Trp 


Gin 


Asp 


Leu 


Gly Tyr Leu 






395 






400 








405 


He 


He Tyr Val 


Thr 


Gly Arg 


Pro Asp 


Met 


Gin 


Lys 


Gin Arg Val 






410 






415 








420 


Val 


Ala Trp Leu 


Ala 


Gin His 


Asn Phe 


Pro 


His 


Gly Val Val 


Ser 






425 






430 








435 


Phe 


Cys Asp Gly 


Leu 


Val His 


Asp Pro 


Leu 


Arg 


His 


Lys Ala 


Asn 






440 






445 








450 


Phe 


Leu Lys Leu 


Leu 


He Ser 


Glu Leu 


His 


Leu Arg Val His 


Ala 






455 






460 








465 


Ala Tyr Gly Ser Thr Lys Asp Val Ala Val 


Tyr 


Ser 


Ala He 


Ser 






470 






475 








480 


I»eu 


Ser Pro Met 


Gin 


He Tyr 


He Val 


Gly Arg 


Pro 


Thr Lys 


Lys 






485 






490 








495 


Leu 


Gin Gin Gin 


Cys 


Gin Phe 


He Thr Asp Gly Tyr Ala Ala 


His 






500 






505 








510 


Leu 


Ala Gin Leu 


Lys 


Tyr Ser His Arg Ala Arg Pro Ala Arg Asn 






515 






520 








525 


Thr Ala Thr Arg Met Ala Leu Arg Lys 


Gly 


Ser 


Phe Gly Leu 


Pro 






530 






535 








540 


Gly 


Gin Gly Asp 


Phe 


Leu Arg 


Ser Arg 


Asn 


His 


Leu 


Leu Arg 


Thr 






545 






550 








555 


He 


Ser Ala Gin 


Pro 


Ser Gly 


Pro Ser 


His 


Arg 


His 


Glu Arg 


Thr 






560 






565 








570 


Gin 


Ser Gin Ala Asp Gly Glu Gin Arg Gly Gin Arg 


Ser Met 


Ser 






575 






580 








585 


Val 


Ala Ala Gly Cys 


Trp Gly Arg Ala Met 


Thr Gly Arg Leu Glu 






590 






595 








600 
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Pro Gly Ala Ala Ala Gly Pro Lys 
605 

<210> 131 
<211> 694 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eatiire 

<223> Incyte ID No: LG: 1330261 . 32 .orfl : 2002 JAN18 



<400> 131 



Asp Gly Ala Leu Pro Ser Phe Deu 


His 


Pro 


Gin 


Tyr 


Phe 


Lys 


Tyr 


■ 1 5 




10 










15 


Glu Phe Pro Glu Gly Val Asp Ser 


Val 


He 


Val 


Lys 


Val 


Thr 


Ser 


20 




25 










30 


Asn Lys Ala Phe Pro Cys Ser Val 


He 


Ser 


He 


Gin 


Asp 


Val 


Leu 


35 




40 










45 


Cys Pro Val Tyr Asp Leu Asp Asn 


Asn 


Val 


Ala 


Phe 


He 


Gly Met 


50 




55 










60 


Tyr Gin Thr Met Thr Lys Lys Ala 


Ala 


He 


Thr 


Val 


Gin 


Arg 


Lys 


65 




70 










75 


Asp Phe Pro Ser Asn Ser Phe Tyr 


Val 


Val 


Val 


Val 


Val 


Lys 


Thr 


•80 




85 










90 


Glu Asp Gin Ala Cys Gly Gly Ser 


Leu 


Pi^o 


Phe 


Tyr 


Pro 


Phe 


Ala 


95 




100 










105 


Glu Asp Glu Pro Val Asp Gin Gly His Arg 


Gin 


Lys 


Thr 


Leu 


Ser 


110 




115 










120 


Val Leu Val Ser Gin Ala Val Thr 


Ser 


Glu Ala Tyr Val 


Ser 


Gly 


125 




130 










135 


Met Leu Phe Cys Leu Gly He Phe 


Leu 


Ser 


Phe 


Tyr 


Leu 


Leu 


Thr 


140 




145 










150 


Val Leu Leu Ala Cys Trp Glu Asn 


Trp 


Arg 


Gin 


Lys 


Lys 


Lys 


Thr 


155 




160 










165 


Leu Leu Val Ala He Asp Arg Ala 


Cys 


Pro 


Glu 


Ser Gly His 


Pro 


170 




175 










180 


Arg Val Leu Ala Asp Ser Phe Pro 


Gly 


Ser 


Ser 


Pro 


Tyr 


Glu 


Gly 


185 




190 










195 


Tyr Asn Tyr Gly Ser Phe Glu Asn 


Val 


Ser 


Gly 


Ser Thr Asp Gly 


200 




205 










210 


Leu Val Asp Ser Ala Gly Thr Gly Asp 


Leu 


Ser 


Tyr 


Gly 


Tyr 


Gin 


215 




220 










225 


Gly His Asp Gin Phe Lys Arg Arg 


Leu 


Pro 


Ser Gly Gin 


Met 


Arg 


230 




235 










240 


Gin Leu Cys He Ala Met Gly Arg 


Ser 


Phe 


Glu 


Pro 


Val 


Gly Thr 


245 




250 










255 


Arg Pro Arg Val Asp Ser Met Ser 


Ser 


Val 


Glu 


Glu Asp Asp Tyr 


260 




265 










270 


Asp Thr Leu Thr Asp He Asp Ser 


Asp 


Lys 


Asn 


Val 


He 


Arg 


Thr 


275 




280 










285 


Lys Gin Tyr Leu Tyr Val Ala Asp 


Leu 


Ala 


Arg 


Lys 


Asp 


Lys 


Arg 


290 




295 










300 


Val Leu Arg Lys Lys Tyr Gin He 


Tyr 


Phe 


Trp 


Asn 


He 


Ala 


Thr 


305 




310 










315 


, He Ala Val Phe Tyr Ala Leu Pro 


Val 


Val 


Gin 


Leu 


Val 


He 


Thr 


320 




325 










330 


Tyr Gin Thr Val Val Asn Val Thr 


Gly Asn Gin Asp 


He 


Cys 


Tyr 


335 




340 










345 


Tyr Asn Phe Leu Cys Ala His Pro 


Leu 


Gly Asn 


Leu 


Ser 


Ala 


Phe 


350 




355 










360 


Asn Asn He Leu Ser Asn Leu Gly 


Tyr 


He 


Leu 


Leu Gly Leu 


Leu 


365 




370 










375 
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Phe 


Leu 


Leu 


lie 


He 


Leu 


Gin 






Tl e» 

Xxe 


Asn 


His 


Asn Arg 


Ax a 










Rn 

■3 O v 










"2 Q C 






390 


Leu 


Leu 


Arg 


Asn, 




XJCSU 


Ovc 


Al a 


Leu 


ur±U 


Cys 


Gly 


He Pro 


Lys 


His 








J D 










>i nn 






405 


Phe 


Glv 


Leu 


PH^ 


±yi 


Al a 

AXd 


Met 


Gly 


inr 


TV 1 ^ 

Axa 


Leu 


Met Met 


Glu 


Gly 








Tfc X u 


















420 


Leu 


Leu 


Ser 


Ala 


Cys 


Tyr 


His 


Val 


Cys 


Pro 


Asn Tyr Thr 


Asn 




























435 


Phe 


Gin 


Phe 




X XIX 


ocsx 


PHa 
It lis 


Met 


Tyr 


tut A*" 

nec 


Tl A 

xxe 


Ala 


Gly Leu 


Cys 




















A A C 

445 






450 


Met 


Leu 


Lys 


Leu 


Tyr 


Gin 


Lys 


Arg His 


Pro 


Asp 


He 


Asn Ala 


Ser 


Ala 


























465 


Tvr 


Ser 


Ala 


xyx 


AT a 




Leu 


Ala 


xi.e 

A ''7 C 
4 /D 


vax 


He 


Phe Phe 


Ser 
480 


Val 


Leu 


Gly 


V CIX 


V ClX 


Jr lie 


v^xy 


Lys 


Gly 


Asn 


Thr 


Ala 


Phe Trp 


-I- T 

He 










*JeOD 










490 






495 


Val 


Phe 


OCX. 


X Xtr 


xxe 
c: nn 


rixs 


Xxe 


He 


Ala 


Thr 
505 


Leu 


Leu 


Leu Ser 


Thr 
510 


Gin 


Leu 


Tyr 


Tyr 


Met 


Gly 


Arg 


T2rp 


Lys 


Leu 


Asp 


Ser Gly He 


Phe 




















520 








525 






Tl «a 

X. JLC 


Leu 


XlxS 


vajL 


Leu 


Tyr 


Thr 


Asp 


Cys 


He Arg Gin 


Cys 










R*5 n 
DO U 










535 








540 


Se3r 


Glv 






lyr 


\7al 


Asp 


Arg Met 


vax 


Leu 


Leu 


Val Met 


Gly 




















550 








555 


Ash 


Val 




A en 


Trp 

D O U 


Ser 


Leu 


Ala 


Ala 


Tyr 
565 


Gly 


Leu 


He Met 


Arg 
570 


Pzro 


Asn 




Pino 




Ser 


Tyr 


Leu 


Leu 


Ala 


He 


Gly He Cys 


Asn 










D i D 










con 
DOO 








585 


Leu 


Leu 


Leu 


Tyr 


Phe 


Ala 


Phe 


Tyr 


He 


He 


Met 


Lys 


Leu Arg 


Ser 










R Qn 

3 7 U 










c n c 






600 


Glv 


Glu 


AT*rr 
AX y 


XXv? 


Lys 


Leu 


Tl o 

xxe 


Pro 


Leu 


jueu 


Cys 


He 


Val Cys 


Thr 










DUO 










610 






615 


Ser 


Val 


Val 


Trp 


Gly 


Phe 


Ala 


Leu 


Phe 


Phe 


Phe 


Phe 


Gin Gly 


Leu 










o n 










625 






630 


Ser 


Thr 




f5l n 


Lys 


Txir 


Pro 


Ala 


Glu 


Ser 
640 


Arg 


Glu 


His Asn 


Arg 
645 




v_ jr »3 


Tl <a 


Leu 


Leu 


Asp 


irne 


Phe 


Asp 


Asp 


His 


Asp 


He Trp 


His 


Phe 








650 










655 






660 


Leu 


Ser 


Ser 


He 
665 


Ala 


Met 


Phe 


Gly 


Ser 
670 


Phe 


Leu 


Val Ser 


Gly 
675 


Pro 


Pro 


Gly 


Arg 


Ala 


Gly 


Trp 


Val 


Arg 


Glu 


Gly 


Ser 


Ser Cys 


Leu 










680 










685 






690 


Leu 


Leu 


Cys 


Gly 























<210> 132 
<211> 401 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 1347461 .28 .orf 3 :2002JAN18 
<400> 132 



Phe 


He Trp His 


Lys 


Ser He 


Leu 


Ser Arg Met 


Ala 


Glu 


Ala 


Val 


1 




5 






10 








15 


Leu 


He Asp Leu 


Phe 


Gly Leu 


Lys 


Leu Asn Ser 


Gin 


Lys 


Asn 


Cys 


His 




20 






25 






30 


Gin Thr Leu 


Leu 


Lys Thr 


Leu 


Asn Ala Val 


Gin 


Tyr 


His 


His 




Ala Lys Ala 


35 






40 






45 


Ala 


Lys 


Phe Leu 


Cys 


He Met Cys 


Cys 


Ser 


Asn 


He 






50 






55 






60 
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Ser Tyr 


Glu 


Arg 


Asp 
65 


G±y 


vjXU 


VjJLn 


Asp 


Asn 

*7 n 

/ U 


Cys 


VjXU 


He Glu 


Thr 
75 


Ser Asn 


Gly Leu 


Ser 


Ala 


Leu 


Leu 


Glu 


Glu 


Phe 


Glu 


He Val 


Ser 








O A 










o3 








90 


Cys Pro 


Ser 


Met 


Ala 


TV n 

A±a 


Tnr 


Leu 


Tyr 


inr 


j.±e 


Lys 


Gin Lys 


He 
















JLUU 








105 


Asp Glu 


Lys 


Asn 


Leu 


Ser 


Ser 


lj.e 


Lys 


va± 


xxe 


vax 


Pro Arg His 






110 


















120 


Arg Lys 


Thr 


Leu 


Met 
125 


Lys 


Ala 


Phe 


He 


Asp 

L6\j 


Gin 


Leu 


Phe Thr 


Asp 
135 


Val Tyr Asn 


Phe 


Glu 


Phe 


Glu 


Asp 


Leu 


\j±n 


vax 


xnr 


Phe Arg Gly 








140 










^ >l c 

145 








150 


Gly Leu 


Phe 


Lys 


Gin 


Ser 


He 


Glu 


He 


Asn 


vax 


xxe 


Thr Ala 


Gin 




155 










±bU 








165 


Glu Leu 


Arg 


Gly 


He 
170 


Gin 


Asn 


Glu 


He 


Glu 

175 


Thr 


Pne 


Leu Arg 


Ser 
180 


Leu Pro 


Ala 


Leu 


Arg 


Gly Lys 


Leu 


Thr 


x±e 


He 


Thr 


Ser Ser 


Leu 








185 










ion 








195 


lie Pro 


Asp 


He 


Phe 


He 


His 


Gly 


Piie 


Thr 


Thr 


Arg 


Thr Gly Gly 






200 










205 








210 


lie Ser 


Tyr 


He 


Pro 


Thr 


Leu 


Ser 


Ser 


Phe 


Asn 


Leu 


Phe Ser 


Ser 






215 










220 








225 


Ser Lys 


Arg 


Arg 


Asp 


Pro 


Lys 


Val 


Val 


Val 


Gin Gly 


He Lys -Thr 








230 










235 








240 


His His 


Ser 


Asn 


Asp 


He 


Trp 


He 


Met 


Gly Arg 


Lys 


Glu Pro 


Asp 








245 










250 








255 


Ser Tyr 


Asp 


Gly 


He Thr Thr Asn Gin Arg Gly Val 


Thr He 


Ala 




260 










265 








270 


Ala Leu 


Gly Ala 


Asp 


Cys 


He 


Pro 


He 


Val 


Phe 


Ala 


Asp Pro 


Val 








275 










280 








285 


Lys Lys 


Ala 


Cys 


Gly Val 


Ala 


His 


Ala Gly Trp 


Lys 


Gly Thr 


Leu 








290 










295 








300 


Leu Gly Val 


Ala 


Met 


Ala 


Thr 


Val 


Asn 


Ala 


Met 


He 


Ala Glu 


Tyr 








305 










310 








315 


Gly Cys 


Ser 


Leu 


Glu 


Asp 


He 


Val 


Val 


Val 


Leu 


Gly 


Pro Ser 


Val 






320 










325 








330 


Gly Pro 


Cys 


Cys 


Phe 
335 


Thr 


Leu 


Pro 


Arg 


Glu 
340 


Ser 


Ala 


Glu Ala 


Phe 
345 


His Asn 


Leu 


His 


Pro Ala Cys Val 


Gin 


Leu 


Phe Asp 


Ser Pro 


Asn 








350 










355 








360 


Pro Cys 


He 


Asp 


He 


Arg Lys 


Ala 


Thr 


Ser 


Phe 


Pro 


Lys Asp 


Ser 








365 










370 








375 


Ser Arg 


Thr 


Gly Arg Asn 


Ser 


Ser 


Thr 


Glu 


Tyr 


Ser Gly Pro 


Glu 








380 










385 








390 


Pro Arg 


Ser 


Gin 


Pro 
395 


Leu 


Tyr 


He 


Leu 


Pro 
400 


Ser 









<210> 133 
<211> 141 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 1383494 . 16 . orf 3 : 2002 JAN18 

<400> 133 

Ser Gin His Phe Pro Arg Pro Ser Val Glu Thr Glu Val Gly Asp 
15 10 15 

Tyr Met Phe Cys Phe Asp Asn Thr Phe Ser Thr He Ser Glu Lys 

20 25 30 

Val He Phe Phe Glu Leu He Leu Asp Asn Met Gly Glu Gin Ala 

35 40 45 
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vjXU ASp 


Trp 


Lys 


T ^ m 

Lys 


Tyr 


He 


Thr 


Gly 


Thr 


Asp 


He 














55 










60 


jLieu Asp jKiec 


Lys Leu 


Glu 


Asp 


He 


Leu 


Glu 


Ser 


He 


Asn 


Ser 


He 




oo 










70 










75 


Ijy^ OCX iUT^ 


Leu Ser 


Lys 


oer 


taly 


HXS 


He 


Gin 


Thr 


Leu 


Leu Arg 




oU 










85 










90 


A.±aL File G±u 


Ala Arg 


Asp 


Arg 


Asn 


He 


Gin 


Glu 


Ser 


Asn 


Phe 


Asp 




95 










100 










105 


Arg Val Asn 


Phe Trp 


Ser 


Met 


Val 


Asn 


Leu 


Val 


Val 


Met 


Val 


Val 




110 










115 










120 


val Ser Ala 


lie Gin 


Val 


Tyr 


Met 


Leu 


Lys 


Ser 


Leu 


Phe Glu Asp 




125 










130 










135 


Lys Arg Lys 


Ser Arg 


Thr 






















140 






















<210> 134 
























<211> 340 
























<212> PRT 
























<213> Homo sapiens 






















<220> 
























<221> misc_f eatxire 






















<223> Incyte ID No: 


LG : 1400155 . 1 . orf 2 : 2002 JAN18 








<400> 134 
























Ala Trp Ala 


Ala Val 


He 


Thr 


Pro 




Asn 


Phe 


Pro 


Ser 


Ala 


Met 


1 


5 










1 0 










15 


He Thr Arg 


Lys Val 


Glv 


Ala 


Ala 


Leu 


Ala 


Ala 


Gly 


Cys 


Thr 


Val 




20 


















30 


Val Val Lys 


Pro Ala 


Glu 


Asp 


Thr 


Pro 


Phe 


Ser 


Ala 


Leu 


Ala 


Leu 




35 










AO 










45 


Ala Glu Leu 


Ala Ser 


Gin 


Ala 


Glv 


He 


Pro 


Ser 


Gly 


Val 


Tyr 


Asn 




50 










55 










60 


Val He Pro 


Cys Ser 


Arg 


Lys 


Asn 


Ala 


Lys 


Glu 


Val 


Gly Glu Ala 




65 










70 










75 


He Cys Thr 


Asp Pro 


Leu 


Val 


Ser 


Lys 


He 


Ser 


Phe 


Thr 


Gly Ser 




80 










85 










90 


Thr Thr Thr 


Gly Lys 


He 


Leu 


Leu 


His 


His 


Ala 


Ala 


Asn 


Ser 


Val 




95 










100 










105 


Lys Arg Val 


Ser Met 


Glu 


Leu 


Gly 


Gly 


Leu 


Ala 


Pro 


Phe 


He 


Val 




110 










115 










120 


Phe Asp Ser 


Ala Asn 


Val 


Asp 


Gin 


Ala 


Val 


Ala 


Gly 


Ala 


Met 


Ala 




125 










130 










135 


Ser Lys Phe 


Arg Asn 


Thr 


Gly 


Gin 


Thr 


Cys 


Val 


Cys 


Ser 


Asn 


Gin 




140 










145 










150 


Phe Leu Val 


Gin Arg 


Gly 


He 


His 


Asp 


Ala 


Phe 


Val 


Lys 


Ala 


Phe 




155 










160 








165 


Ala Glu Ala 


Met Lys 


Lys 


Asn 


Leu 


Arg 


Val 


Gly Asn 


Gly Phe 


Glu 




170 










175 










180 


Glu Gly Thr 


Thr Gin 


Gly 


Pr:o 


Leu 


He 


Asn 


Glu 


Lys 


Ala 


Val 


Glu 




185 










190 










195 


Lys Val Glu 


Lys Gin 


Val 


Asn 


Asp 


Ala 


Val 


Ser 


Lys 


Gly Ala 


Thr 




200 










205 










210 


Val Val Thr 


Gly Gly 


Lys 


Arg 


His 


Gin 


Leu 


Gly Lys 


Asn 


Phe 


Phe 




215 










220 










225 


Glu Pro Thr 


Leu Leu 


Cys 


Asn 


Val 


Thr 


Gin 


Asp 


Met 


Leu 


Cys 


Thr 




230 










235 








240 


His Glu Glu 


Thr Phe 


Gly 


Pro 


Leu 


Ala 


Pro 


Val 


He 


Lys 


Phe 


Asp 




245 










250 










255 


Thr Glu Glu 


Glu Ala 


He 


Ala 


He 


Ala 


Asn 


Ala 


Ala 


Asp Val 


Gly 




260 










265 










270 


Leu Ala Gly 


Tyr Phe 


Tyr 


Ser 


Gin 


Asp 


Pro 


Ala 


Gin 


He 


Tarp Arg 




275 










280 










285 
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Val Ala Glu Gin I.eu Glu Val Gly Met Val Gly Val Asn Glu Gly 
Leu lie Ser Ser III Glu Cys Pro Phe Gly Gly Val I^ys Gin Ser 

Gly Leu Gly Arg III Gly Ser Lys Tyr Gly He Asp Glu Tyr Leu 

320 , 
Glu Leu Lys Tyr Val Cys Tyr Gly Gly Leu 

335 

<210> 135 • 
<211> 229 
<212> PRT 

<213> Homo sapiens 
<220> 

SStfS'S:: LG:1446621.1-orf3:2002aANl8 

Tyr Ar. Arg Glu Pro Pro Ara Pro Val Tyr Val Leu 

Tri Xle cys Glu Tyr Ser ^ Ser Val Leu Phe He Asn Thr Tyr 

ASP Leu Thr Gin lJs Val Lys Val Asn Thr Leu Trp Gly Gly Pro 

val ser Val Gin oll Gly Ser Pro Ala Arg Lys Gly Cys Ser Leu 

Arg cys His Ser sIr Phe Ser Pro Ala Ser Asp His Xle Cys His 

ser Gly Pro Glu gS Ala Gly Gly Pro Ser Asn Gin Ala Arg Ser 

O^rp ser Arg Gin oly Gly Phe Arg Gly Phe Gly Ala Ala Phe Val 

ser Arg C^s Arg Gin Lys Leu Gin Phe Ser Ser Val Cys Phe Val 

ser ser Ala Arg i^g Ser Pro Ala Cys Val Ala Leu Arg Pro Ala 

Gly He Gly Arg s" Thr Ala Lys Thr Pro Gly Pro Pro Gly Ser 

Leu Glu net Gly HI Leu Thr Phe Arg Asp Val Ala He Glu Phe 

ser Leu Glu Glu S Gin Cys Leu Asp Thr Glu Gin Gin Asn Leu 

Tyr Arg Asn Val MeS Leu Asp Asn Tyr Arg Asn Leu Val Phe Leu 

Oly He Ala Val Ser Lys Pro Asp Leu lie Thr Cys Leu Glu Gin 

Glu Lys Glu pro Asn Leu Lys Thr His Asp Met Val Ala Lys 
215 

Pro Pro Gly Arg 

<210> 136 
<211> 407 
<212> PRT 
<213> Homo sapiens 

<220> 

^r^i'Lu «p Glu Ala Gin Leu Leu Tyr Ar, A.P v.l Met 
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1 5 10 

I-eu Glu Asn Phe ja. Leu Met Ala Ser Leu Gly Cys Trp His aly 

Met Glu ASP Glu Glu He Pro Phe Glu G^n Ser Phe Ser He GlJ 

Met ser Gin He Arg He Pro Lys Gly Gly Pro Ser Thr Gin I,^s 

Ala ^r Pro Cys Gly Thr Cys Gly Leu Val Leu Lys Asp He dn 



70 

His Leu Ala Glu His Gin Glu Thr His Pro Gly Gin Lys Pro tJ^ 
Met cys val Leu Cys Gly Lys Gin Phe Trp Phe Ser Ala Asn LeS 



ASP Lys Ser Arg Pro Phe Leu Leu Asn III Cys Ala Val Gin Ser 



His Gin His Gin Lys Gin His Ser Gly Glu Lys Pro Phe Arg Ser 

Pro 
1.25 

Leu Glu Met Ser Phe Val Thr Gly Glu HI Cys Lys Asp Phe 



Ala ser Ser Ser lie Phe Glu His His 111 Pro His Asn Glu T^ 



Lys Pro His ser Asn -nn: Lys Cys Glu G^u Ala Ser His Cys gS 



170 



Lys Arg His 1^ Lys Cys Ser Glu Cys cly Lys Thr Phe Ser ^Jg 
185 

Gin His Gin Arg Val His Thr Gly Glu 
205 

Glu Cys Gly Lys Thr Phe Ser Arg Lys 
He Leu Ala Gin His Gin Arg He His Tte Gly Glu Met Pro ^ 



Lys ASP ser Leu Vai Gin His Gin Arg Vai His Thr Gly Glu i?§ 



Pro Tyr Glu Cys Gly Glu Cys Gly Lys Thr Phe Ser Arg Lys llo 



Glu cys Gly He C^s Gly Lys Val Phe Asn His Ser Ser Asn Itu 



245 



He val His Gin A^g Val His Thr Gly Sa Arg Pro Tyr Lys gs 



260 



ser Glu Cys Gly Lys Ala Tyr Ser His lyl Ser Thr Leu Val G^n 



275 



His Glu ser He His Thr Gly Glu Arg Pro T^r Glu Cys Ser III 
cys Gly Lys Tyr Phe Gly His Lys Tyr l^g Leu He Lys His 
ser val His Thr Gly Ala Arg Pro Tyr Gl'u Cys He Ala Cys Gl'y 
Lys Phe Phe Ser Gin Ser Ser Asp Leu He Ala His Gin Arg vll 



His Asn Gly Glu Lys Pro Tyr Val Cys Iti Glu Cys Gly Lys IJI 



350 



Phe ser His Lys HiJ Val Leu Val Gin III His Arg He His ^ 



365 



Gly Glu Arg Pro T^r Lys Cys Ser Glu ^s Gly Lys Ala Phe 2g 



380 



Gin Arg Ala Ser Leu He Arg His Trp JJ^ He His Thr Gly GlS 



395 



Arg Pro 405 



<210> 137 
<211> 529 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
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<223> Incyte ID No: LG: 1452619 . 1 . orf 2 : 2002 JAN18 
<400> 137 

Arg Gin Gin Leu Arg Gin Arg Gin Ala Gin Val Gin Pro Leu Ala 
15 10 15 

Glu His Asn Phe Phe Phe Ser Lys Phe Pro Gly Cys Gly Glu Leu 

20 25 30 

Ser Leu Gly Glu Val Lys Ser Leu Ser Ser Lys Lys Met Asn Gly 

35 40 45 

Thr Leu Asp His Pro Asp- Gin Pro Asp Leu Asp Ala lie Lys Met 

50 55 60 

Phe Val Gly Gin Val Pro Arg Thr Trp Ser Glu Lys Asp Leu Arg 
65 70 75 

Glu Leu Phe Glu Gin Tyr Gly Ala Val Tyr Glu lie Asn Val Leu 
80 85 90 

Arg Asp Arg Ser Gin Asn Pro Pro Gin Ser Lys Gly Cys Cys Phe 
95 100 105 

Val Thr Phe Tyr Thr Arg Lys Ala Ala Leu Glu Ala Gin Asn Ala 

110 115 120 

Leu His Asn Met Lys Val Leu Pro Gly Met His His Pro He Gin 

125 130 135 

Met Lys Pro Ala Asp Ser Glu Lys Asn Asn Ala Val Glu Asp Arg 

140 145 150 

Lys Leu Phe He Gly Met He Ser Lys Lys Cys Thr Glu Asn Asp 

155 160 165 

He Arg Val Met Phe Ser Ser Phe Gly Gin He Glu Glu Cys Arg 

170 175 180 

He Leu Arg Gly Pro Asp Gly Leu Ser Arg Gly Cys Ala Phe Val 

185 190 195 

Thr Phe Thr Thr Arg Ala Met Ala Gin Thr Ala He Lys Ala Met 

200 205 210 

His Gin Ala Gin Thr Met Glu Gly Cys Ser Ser Pro Met Val Val 

215 220 225 

Lys Phe Ala Asp Thr Gin Lys Asp Lys Glu Gin Lys Arg Met Ala 

230 235 240 

Gin Gin Leu Gin Gin Gin Met Gin Gin He Ser Ala Ala Ser Val 

245 250 255 

Trp eiy Asn Leu Ala Gly Leu Asn Thr Leu Gly Pro Gin Tyr Leu 

260 265 270 

Ala Leu Tyr Leu Gin Leu Leu Gin Gin Thr Ala Ser Ser Gly Asn 

275 280 285 

Leu Asn Thr Leu Ser Ser Leu His Pro Met Gly Gly Leu Asn Ala 

290 295 300 

Met Gin Leu Gin Asn Leu Ala Ala Leu Ala Ala Ala Ala Ser Ala 

305 310 315 

Ala Gin Asn Thr Pro Ser Gly Thr Asn Ala Leu Thr Thr Ser Ser 

320 325 330 

Ser Pro Leu Ser Val Leu Thr Ser Ser Ala Gly Ser Ser Pro Ser 

335 340 345 

Ser Ser Ser Ser Asn Ser Val Asn Pro He Ala Ser Leu Gly Ala 

350 355 360 

Leu Gin Thr Leu Ala Gly Ala Thr Ala Gly Leu Asn Val Gly Ser 

365 370 375 

Leu Ala Gly Met Ala Ala Leu Asn Gly Gly Leu Gly Ser Ser Gly 

380 385 390 

Leu Ser Asn Gly Thr Gly Ser Thr Met Glu Ala Leu Thr Gin Ala 

395 400 405 

Tyr Ser Gly He Gin Gin Tyr Ala Ala Ala Ala Leu Pro Thr . Leu 

410 415 420 

Tyr Asn Gin Asn Leu Leu Thr Gin Gin Ser He Gly Ala Ala Gly 

425 430 435 

Ser Gin Lys Glu Gly Pro Glu Gly Ala Asn Leu Phe He Tyr His 

440 445 450 
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IjcLL iroTO 


Gin Glu 


Phe 






455 




GXy Asn 


Val 






470 






Lys 






485 


Val Ser 


Ala Gin 


Ala 






500 


Gly Met 


Lys Arg 


Leu 






515 


Ser Lys 


Pro Tyr 





460 465 

Val Phe lie Asp Lys Gin 

475 480 

Val Ser Tyr Asp Asn Pro 

490 495 

Met Asn Gly Phe Gin He 

505 510 

Lys Arg Ser Lys Asn Asp 

520 525 



<210> 138 

<211> 2245 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_featiire 

<223> Incyte ID No: LG: 1453417 . 6 .orfl : 2002 JAN18 
<400> 138 

Ala Ala Val Cys Val Gly Cys Tyr Arg Leu Arg Trp His Ser Ala 
1 5 10 15 

Gly His Gly Thr Asp Cys Gly Glu Cys His Arg Arg His Thr His 
20 25 30 

Arg Pro Val Phe Gin Ser Ser His Tyr Thr Val Asn Val Asn Glu 
35 40 45 

Asp Arg Pro Ala Gly Thr Thr Val Val Leu He Ser Ala Thr Asp 
50 55 60 

Glu Asp Thr Gly Glu Asn Ala Arg He Thr Tyr Phe Met Glu Asp 
65 70 75 

Ser He Pro Gin Phe Arg He Asp Ala Asp Thr Gly Ala Val Thr 
80 85 90 

Thr Gin Ala Glu Leu Asp Tyr Glu Asp Gin Val Ser Tyr Thr Leu 
95 100 105 

Ala He Thr Ala Arg Asp Asn Gly He Pro Gin Lys Ser Asp Thr 
110 115 120 

Thr Tyr Leu Glu He Leu Val Asn Asp Val Asn Asp Asn Ala Pro 
125 130 135 

Gin Phe Leu Arg Asp Ser Tyr Gin Gly Ser Val Tyr Glu Asp Val 
140 145 150 

Pro Pro Phe Thr Ser Val Leu Gin He Ser Ala Thr Asp Arg Asp 
155 160 165 

Ser Gly Leu Asn Gly Arg Val Phe Tyr Thr Phe Gin Gly Gly Asp 
170 175 180 

Asp Gly Asp Gly Asp Phe He Val Glu Ser Thr Ser Gly He Val 
185 190 195 

Arg Thr Leu Arg Arg Leu Asp Arg Glu Asn Val Ala Gin Tyr Val 
200 205 210 

Leu Arg Ala Tyr Ala Val Asp Lys Gly Met Pro Pro Ala Arg Thr 
215 220 225 

Pro Met Glu Val Thr Val Thr Val Leu Asp Val Asn Asp Asn Pro 
230 235 240 

Pro Val Phe Glu Gin Asp Glu Phe Asp Val Phe Val Glu Glu Asn 
245 250 255 

Ser Pro He Gly Leu Ala Val Ala Arg Val Thr Ala Thr Asp Pro 
260 265 270 

Asp Glu Gly Thr Asn Ala Gin He Met Tyr Gin He Val Glu Gly 
275 280 285 

Asn He Pro Glu Val Phe Gin Leu Asp He Phe Ser Gly Glu Leu 
290 295 300 
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Thr Ala Leu Val Asp I»eu Asp Tyr 
305 

Lieu Val lie Gin Ala Thr Ser Ala 
320 

Val His Val Arg Leu Leu Asp Arg 
335 

Gly Asn Phe Glu lie Leu Phe Asn 
350 

Ser Ser Phe Pro Gly Gly Ala He 
365 

Pro Asp He Ser Asp Ser Leu Thr 
380 

Glu Leu Ser Leu Val Leu Leu Asn 
395 

Leu Ser Arg Ala Leu Asp Asn Asn 
410 

Ser Val Leu Val Ser Asp Gly Val 
425 

Ala Leu Arg Val Thr He He Thr 
440 

He Thr Leu Arg Leu Glu Asp Met 
455 

Pro Leu Leu Gly Leu Phe He Gin 
470 

Thr Pro Pro Asp His Val Val Val 
485 

Asp Ala Pro Gly Gly. His He Leu 
500 

Gin Pro Pro Gly Pro Gly Gly Gly 
. 515 

Asp Leu Gin Glu Arg Leu Tyr Leu 
530 

He Ser Ala Gin Arg Val Leu Pro 
545 

Arg Glu Pro Cys Glu Asn Tyr Met 
560 

Phe Asp Ser Ser Ala Pro Phe He 
575 

Arg Pro He His Pro Val Gly Gly 
590 

Gly Phe Thr Gly Asp Tyr Cys Glu 
605 

Ser Arg Pro Cys Gly Pro His Gly 
620 

Gly Tyr Thr Cys Leu Cys Arg Asp 
635 

Glu Val Ser Ala Arg Ser Gly Arg 
650 

Asn Gly Gly Thr Cys Val Asn Leu 
665 

Asp Cys Pro Ser Gly Asp Phe Glu 
680 

Thr Arg Ser Phe Pro Ala His Ser 
695 

Arg Gin Arg Phe His Phe Thr Leu 
710 

Glu Arg Asp Gly Leu Leu Leu Tyr 
725 

His Asp Phe Val Ala Leu Glu Val 
740 

Thr Phe Ser Ala Gly Glu Ser Thr 
755 

Pro Gly Gly Val Ser Asp Gly Gin 





Arg 


iriO kaJ-U. Ij^i 


V ClJL 








O X ^ 


Pro Leu 


Val 


C/av A vrr AT 54 




325 








Asn Asp 


Asn 


Pro Pro Val 


Leu 


340. 






345 


Asn Tyr 


Val 


Thr Asn Arg 


Ser 


355 






360 


Gly Arg Val 


Pro Ala His 


Asp 


370 






375 


Tyr Ser 


Phe 


Glu Arg Gly Asn 


385 






390 


Ala Ser Thr Gly Glu Leu 


Lys 


400 






405 


Arg Pro 


Leu 


Glu Ala He 


Met 


415 






420 


His Ser 


Val 


Thr Ala Gin 


Cys 


430 






435 


Asp Glu 


Met 


Leu Thr His 


Ser 


445 






450 


Ser Pro 


Glu 


Arg Phe Leu 


Ser 


460 






4o5 


Ala Val 


Ala 


Ala Thr Leu 


Ala 


475 






480 


Phe Asn 


Val 


Gin Arg Asp 


Thr 


490 








Asn Val 


Ser 


Leu Ser Val 


Gly 


505 








Pro Pro 


Phe 


Leu Pro Ser 


Glu 


520 






c o c 

525 


Asn Arg 


Ser 


Leu Leu Thr 


Ala 


535 






540 


Phe Asp 


Asp 


Asn He Cys 


Leu 


550 






c c c 
ODD 


Arg Cys 


Val 


Ser Val Leu 


Arg 


565 






570 


Ala Ser 


Ser 


Ser Val Leu 


Phe 


580 






585 


Leu Arg 


Cys 


Arg Cys Pro 


Pro 


595 






600 


Thr Glu 


Val 


Asp Leu Cys 


Tyr 


610 






615 


Arg Cys 


Arg 


Ser Arg Glu 


Gly 


625 






630 


Gly Tyr Thr Gly Glu His 
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CVS ASP oys PTC Thr Gly Se. Leujer v.l cys «P^^J 

«P GXy Cl„'"° - ^ 
cys «P cys'S .sn Pro Phe «a Clu V.1 T>» .»^aly 
.y, OXU V.X - Cys Ma na Clu Ma^Gly 

Xle Trp T„ Pro'^^ Thr Phe 01y^L» Pro Ala «a Al.^Pro 
cys pro ws OXy"s" Phe Oly Thr .la Jal His cys «P^=lu 
HIS Cly .rp'"- P- - - ^= ^ =^lf=0 

«„ P,>e sar 01»"S .ys 31y P- 

Gl» Sar ..ly .eu'S Ser aly =ar^al» Gl» l^u Ma «u^^ 

^^'^^ . rr^T- TvTo riv Tvr PhB Gly Ser Asp 

Tv^« Ala Tlvr Gin His Thr Ala Gly iy:»^ ^ 
I,eu Arg Asn Ala inr v^i" « ^^^^ I3y:> 

val .y= val M.'^ Gin Leu Ala 

S« T« Gin .r,^"lJ P-^' ^ "'"^5 

^^■^^ ,T«T mv qer Ala Leu Leu Asp Thr 

Phe Thr Glu Mn Leu Lau Ms Val Gly Sar Ala ^^^^ 

.la Aan .ya Ar^^Sa .rp Gin .en lie «n Gin cln Gly «y 

.la Trp LenTeS Gin His Tyr Gin M, Tyr Ala Ser Ala^I^ 

Gin Asn ^'"il His ^ ^ - -J ^ 
pro Asn Xla"ll He Ser val val Ar| «» Aap .ys Gly^Asn 
Phe Ala Gly Ala'^^ "n Pro Ar, Tyr^Gln Ala .en Ar, Gly «n 
cm pro pro Asp'^ Gin ^ Thr val^xl. x-n Pro Gin Sa,^v,l 
Phe AT. Gin Thr'^S Pro Val Val Ar^^Pro Ala Gly Pro Gly^Gln 
.1. Gin Gin pro"" Gin x^ Ala Ar, Gin Ar, Ar, His Jro 
Glu ^ sar Gln"!y Gin Ala Val Ala Jer val lie lie Tyr «| 



Thr Len Ala Gly"en x.n Pro His Asn^Tyr AaP Pro Aap x.ys 
ser .en Ar. Val"« X^ Arg Pro IXe^xle Asn Thr Pro Val J.1 
.er Xle Ser V.l'Ss ASP Asp Gin Gln^.en x,.n Pro Ax, Ala^«J 
^p .ys pro Val'Sr Val Gin Phe Ar,^.en .en Gl. Thr Gl.^Gln 
Thr .ys profile Cys Val Phe Trp Asn His Ser XI. Len^val 
ser Gly Thr Gly'l" Trp Ser Al, Ar. Gly Cys Glu Val Val^Phe 
^ .an Gin Ser"!! val ser cys Gin «s Asn His Met Thr Jer 
Phe Ala val x^'S°t Aap val ser Arg A« Gin Asn Gly Glnjle 
^ pro .en X,y='5£ x^ Thr Tyr val Ala .an Gly val Thr^«J 
»Xa Al, X- .en".^ Thr Ph. Phe Ph. Leu Thr X.U x.n Ar, xle 
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.eu Arg Ser Asn^oln His Gly xie Ar^'S Asn Leu Thr Ala'2f 
Leu Oly Leu Ala^Gln Leu Val Phe Leu'Zeu Gly He Asn Gln'2° 
ASP Leu Pro Phe^Ala Cys Thr Val lle'Ifa He Leu Leu His'phe 
I.eu ryr Leu Cys^Thr Phe Ser Trp Ala'Zeu Leu Glu Ala Leu'Ss 
I.eu Tyr Arg Ala^Leu Thr Glu Val Arg'Hp Val Asn Thr Gly'pro 
Met Arg Phe Tyr^Tyr Ket Leu Gly Trp'Jg Val Pro Ala Phe'??^ 
Thr Gly Leu Ala^Val Gly Leu Asp Pro'^l'S Gly .^r Gly ^snlll 
ASP Phe cys Txp^Leu Ser He 0^ Asp'?£ Leu He Trp Ser'?^^ 
Ala Gly Pro Val^Ala K.e Ala Val Ser'^^? Ser Val Phe Leu'JJ? 
Xle Leu Ala Ala^Arg Ala Ser Cys Alalia Gin Arg Gin Gly'l?° 
Glu Lys Lys Gly^Pro Val Ser Gly Leu'^IS Pro Ser Phe Ala'^If 
X-eu Leu Leu Leujer Ala T^ Trp Leu^L^u Ala Leu Leu Ser'vaJ 
r Leu 

1910 1915 



PCT/US03/<»1363 



Asn ser Asp Thr'Leu Leu Phe His ryr^,^ Phe Ala Thr Cys'L^n 
cys He Gin Gly^Pro Phe He Phe Leu^er ryr Val Val Leuier 



Lys Glu val Arg-Lys Ala Leu Lys Leu'lJ^ Cys Ser Arg Lys'p^^ 
ser Pro Asp Pro Ala Leu Thr Thr Lys'ser Thr Leu T^ Serier 
Tyr As„ Oys .ro^s^ ^ ^./"^ 

IVr Oly ASP s„ Oly Ser Leu His'K' Tte Ser A., ser"S 
^ys ser Oln Preiser ^ xle Pro ^^^i ^ ,,„i» 
»Xa .eu ^,^01. al„ ^y Pro Pro JS .eu c.. p^^"? 
ser Phe Leu^alu Gly Gin «p Gln'SS Hi. Pro ^/Sl 
ASP ser ASP ser^j^ Leu Ser Leu Glu'Sp Asp Gl„ Ser Gl/se? 

^ ^.f^o ^ -u^«J 

Glu Glu Glu Glu^Ale Al. Ph. Pro Gly'Su Gl„ Oly Trp Asp'^I? 
Leu L.U Gly Pro^Gly Al. Glu Ar, Leu'?rS Leu His Ser Thr^ro 
Ly, ASP Gly Gly^Pro Gly pro Gly Lys «f Pro Trp Pro oly'L^p 
Phe Gly ^^^^ ^ 3„ ^^/JJO ^ ^j,,^, 

Glu Arg Leu Arg Glu Asn civ ao« »t ^t^^ „ 2130 
2135 ^3 '^^'^ Gly Ser 

Leu Gly Pro Leu^Pro Gly Ser Ser Al«'^^° Pro His Lys ol/ltl 
W Lys Lys Lys^c^ Leu Pro Tta lle^^S Glu Lys Ser Ser^JIS 
Leu Ar, Leu Pro L|u Glu Gl» Cys ^^^ ^ ser Ser Ar. Gly^^^? 

2185 2190 



137/218 



BNSDOCID: <WO 03062379A2 I > 



wo 03/062379 



PCT/US03/01363 



Ser Ala Ser Glu Gly Ser Arg Gly Gly Pro Pro Pro Arg Pro Pro 

2195 2200 2205 

Pro Arg Gin Ser Leu Gin Glu Gin Leu Asn Gly Val Met Pro He 

2210 2215 2220 

Ala Met Ser He Lys Ala Gly Thr Val Asp Glu Asp Ser Ser Gly 

2225 2230 2235 

Ser Glu Phe Leu Phe Phe Asn Phe Leu His 

2240 2245 

<210> 139 
<211> 490 
<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG : 148485 . 8 . orfl : 2002JAN18 
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He Gin Met 
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Arg 


Phe 


Tyr 


Leu 


Leu 


Lys 


Glu 


His 


Leu 


Lys 


Thr Tyr 


Thr 






110 










115 








120 


Glu Glu 


Gin 


Val 


Phe 


Val 


Cys 


Lys 


Asp 


Cys 


Gly Lys 


Ser Phe 


Lys 








125 










130 








135 


Asn Ser 


Ser 


Cys 


Leu 


Asn 


His 


His 


Thr 


Gin 


lie 


His 


Thr Asp 


Glu 






140 










145 








150 


Lys Pro 


Phe 

























<210> 142 
<211> 608 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 228273 . 22 . orf 1 : 2002 JAN18 
<220> 

<221> \insure 

<222> (1) ... (608) 

<223> unknown or other 

<400> 142 



Gly 


Pro 


Gly 


Ser 


Asp 


Pro 


Arg 


Ala 


Ser 


Ser 


Gin 


Thr Met Arg Arg 


1 








5 










10 




15 


Arg 


Ser 


Trp Asp 


Gin 


Ala 


Cys 


Leu 


Leu 


Gin 


Glu 


Lys Gin Glu Glu 








20 










25 




30 


Gly 


Lys 


Asp 


Pro 


Glu 


Gly 


Gin 


Pro 


Leu 


Leu 


Ala 


Pro Gin Arg Val 




35 










40 




45 


Arg 


Ser Gly Ala Ala 


Ala 


Xaa 


Leu 


Gin 


Gin 


Val 


Arg Thr Lys Glu 








50 










55 




60 


Cys 


Trp 


Ser 


Trp 


Glu 


Ser 


Tyr 


Leu 


Glu 


Glu 


Gin 


Lys Ala He Thr 






65 










70 




75 


Ala 


Pro 


Val 


Ser 


Leu 


Phe 


Gin 


Asp 


Ser 


Gin 


Ala 


Val Thr His Asn 










80 










85 




. 90 


Lys 


Asn 


Gly 


Phe 


Lys 


Leu 


Gly 


Met 


Lys 


Leu 


Glu 


Gly He Asp Pro 








95 










100 




105 


Gin 


His 


Pro 


Ser 


Met 


Tyr 


Phe 


He 


Leu 


Thr 


Val 


Ala Glu Val Cys 








110 










115 




120 


Gly 


Tyr 


Arg 


Leu 


Arg 


Leu 


His 


Phe 


Asp 


Gly Tyr 


Ser Glu Cys His 






125 










130 




135 
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Asp Phe Trp Val Asn Ala Asn Ser Pro Asp lie His Pro Ala Gly 

145 150 
Trp Phe Glu Lys Thr Gly His Lys Leu Gin Pro Pro Lys Gly Tyr 

160 165 
Lys Glu Glu Glu Phe Ser Trp Ser Gin Tyr Leu Arg Ser Thr Ara 
170 175 180 

Ala Gin Ala Ala Pro Lys His Leu Phe Val Ser Gin Ser His Ser 
185 190 195 

Pro Pro Pro Leu Gly Phe Gin Val Gly Met Lys Leu Glu Ala Val 
200 205 210 

Asp Arg Met Asn Pro Ser Leu Val Cys Val Ala Ser Val Thr Asp 
215 220 225 

Val Val Asp Ser Arg Phe Leu Val His Phe Asp Asn Trp Asp Asp 
230 235 240 

Thr Tyr Asp Tyr Trp Cys Asp Pro Ser Ser Pro Tyr lie His Pro 
245 250 255 

Val Gly Trp Cys Gin Lys Gin Gly Lys Pro Leu Thr Pro Pro Gin 
260 265 270 

Asp Tyr Pro Asp Pro Asp Asn Phe Cys Trp Glu Lys Tyr Leu Glu 
275 280 285 

Glu Thr Gly Ala Ser Ala Val Pro Thr Trp Ala Phe Lys Val Ara 

295 300 
Pro Pro His Ser Phe Leu Val Asn Met Lys Leu Glu Ala Val Asp 
305 310 33^5 

Arg Arg Asn Pro Ala Leu lie Arg Val Ala Ser Val Glu Asp Val 
^20 325 330. 

Glu Asp His Arg lie Lys lie His Phe Asp Gly Trp Ser His Gly 
335 340 345 

Tyr Asp Phe Trp He Asp Ala Asp His Pro Asp He His Pro Ala 
350 355 2S0 

Gly Trp Cys Ser Lys Thr Gly His Pro Leu Gin Pro Pro Leu Gly 
365 370 375 

Pro Arg Glu Pro Ser Ser Ala Ser Pro Gly Gly Cys Pro Pro Leu 
380 385 390 

Ser Tyr Arg Ser Leu Pro His Thr Arg Thr Ser Lys Tyr Ser Phe 
395 400 405 

His His Arg Lys Cys Pro Thr Pro Gly Cys Asp Gly Ser Gly His 
410 415 420 

Val Thr Gly Lys Phe Thr Ala His His Cys Leu Ser Gly Cys Pro 

425 430 
Leu Ala Glu Arg Asn Gin Ser-. Arg Leu Lys Ala Glu Leu Ser Asp 

445 450 
Ser Glu Ala Ser Ala Arg Lys Lys Asn Leu Ser Gly Phe Ser Pro 
455 460 465 

Arg Lys Lys Pro Arg His His Gly Arg He Gly Arg Pro Pro Lys 
m, ^'^^ 475 480 

Tyr Arg Lys He Pro Gin Glu Asp Phe Gin Thr Leu Thr Pro Asp 
485 490 495 

Val Val His Gin Ser Leu Phe Met Ser Ala Leu Ser Ala His Pro 
500 505 510 

Asp Arg Ser Leu Ser Val Cys Trp Glu Gin His Cys Lys Leu Leu 
515 520 525 

Pro Gly Val Ala Gly He Ser Ala Ser Thr Val Ala Lys Trp Thr 
^1 535 540 

He Asp Glu Val Phe Gly Phe Val Gin Thr Leu Thr Gly Cys Glu 

550 555 
Asp Gin Ala Arg Leu Phe Lys Asp Glu Met He Asp Gly Glu Ala 

565 570 
Phe Leu Leu Leu Thr Gin Ala Asp He Val Lys He Met Ser Val 
575 580 585 

Lys Leu Gly Pro Ala Leu Lys He Tyr Asn Ala He Leu Met Phe 

590 595 
Lys Asn Ala Asp Asp Thr Leu Lys 
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605 

<210> 143 
<211> 265 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: LG :228319 . 2 . orf 1 : 2002JAN18 
<400> 143 



Glu 


Gin 


Ala 


Glu 


Glu 


Glu Lys 


Lys 


Pro 


Lys 


Asp Ser Thr Thr 


Pro 


1 








5 








10 




15 


Leu 


Ser 


His 


Val 


Pro 


Ser Ala 


Ala 


Ala 


Gin Gly Ala Trp Ser 


Trp 










20 








25 




30 


Glu 


Trp 


Tyr 


Leu 


Lys 


Glu Gin 


Lys 


Ala 


Val 


Ala Ala Pro Val 


Glu 










35 








40 




45 


Leu 


Phe 


Ser 


Lys 


Asp 


Gin Ser 


Phe 


Pro 


Glu 


His Glu Asn Gly 


Phe 










50 








55 




60 


Gin 


He 


Gly Met 


Arg 


Leu Glu Gly 


He 


Asp 


Pro Arg His Pro 


Ser 










65 








70 




75 


Val 


Pne 


Cys 


Val 


Leu 


Ser Val 


Ala 


Glu 


Val 


Cys Gly Tyr Arg 


Leu 










80 








85 




90 


Arg 


Leu 


His 


Phe 


Asp 


Gly Tyr 


Leu 


Ser 


Cys 


Tyr Asp Phe Trp 


Thr 










95 








100 




105 


Asn 


Ala 


Gly 


Ser 


Pro 


Asp He 


His 


Pro 


Val 


Gly Trp Cys Glu 


Lys 










110 








115 




120 


Thr 


Lys 


His 


Glu 


Leu 


His He 


Pro 


Lys 


Gly Tyr Arg Lys Asp 


Lys 










125 








130 




135 


Phe 


Val 


Trp 


Met 


Asp 


Tyr Leu 


Lys 


Ala 


Cys 


Lys Leu Gin Asn 


Ala 










140 








145 




150 


Pro 


Lys 


Lys 


Leu 


Phe 


Arg Asn 


Arg 


Ser 


Pro 


Asn Gly Pro Met 


Ser 










155 








160 




165 


Lys 


Glu 


Phe 


Gin 


Val 


Gly Met 


Lys 


Leu 


Glu 


Ala Val Asp Arg 


Lys 










170 








175 




180 


Asn 


Pro 


Ser 


Leu 


Val 


Cys Val 


Ala 


Thr 


He 


Ala Asp He Val 


Glu 










185 








190 




195 


Asp 


Arg 


Leu 


Leu 


Val 


His Phe Asp 


Asn 


Trp 


Gly Asp Ser Tyr Asp 










200 








205 




210 


Tyr 


Trp 


Cys 


Asp 


Val 


Asn Ser 


Pro 


Tyr Val 


Gin Pro Val Gly Trp 










215 








220 




225 


Cys 


Gin 


Glu 


Asn 


Gly 


Arg Thr 


Leu 


He 


Ala 


Pro Gin Gly Tyr 


Pro 










230 








235 




240 


lie 


Gin 


Lys 


He 


Phe 


Pro Gly Gin 


Asn 


Thr 


Trp Lys Leu Leu 


Lys 










245 








250 




255 


Pro 


Met 


Gin 


Phe 


Leu 


Pro Lys 


Phe 


Leu 


Lys 














260 








265 







<210> 144 
<211> 687 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 229165 . 16 •orf 2 : 2002 JAN18 

<400> 144 

Tyr Gin Arg Gin Leu Lys Glu Met Asn Phe Glu Thr Ser Arg Cys 
15 10 15 

Ala Thr Leu Gin Tyr Cys Pro Asp Pro Tyr He Gin Arg Phe Val 
20 25 30 
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vjXu inr pjtro Ala Hxs 


Phe 


Ser 


35 






inr Met Ser Gin Ser 


Thr 


Gin 


50 






vaj. Pne G±n His He 


Trp Asp 


65 






Val Gin Pro He Asp 


Leu 


Asn 


80 






Gly Ala Tlir Asn Lys 


He 


Glu 


95 






Gin Asp Ser Asp Leu 


Ser 


Asp 


110 






Leu Gly Leu Leu Asn 


Ser 


Met 


125 






Ser Ser Thr Ser Pro 


Tyr 


Asn 


140 






Thr Ala Pro Ser Pro 


Tyr 


Ala 


155 






Leu Ser Pro Ser Pro 


Ala 


He 


170 






Pro His Ser Phe Asp Val 


Ser 


185 






Ser Ala Thr Tarp Thr 


Tyr 


Ser 


200 






Gin He Ala Lys Thr 


Cys 


Pro 


215 






Pro Pro Gin Gly Ala Val 


He 


230 






Ala Glu His Val Thr 


Glu 


Val 


245 






Leu Ser Arg Glu Phe 


Asn 


Glu 


260 






Leu He Arg Val Glu 


Gly Asn 


275 






Pro He Thr Gly Arg Gin 


Ser 


290 






Gin Val Gly Thr Glu 


Phe 


Thr 


305 






Asn Ser Ser Cys Val 


Gly Gly 


320 






He Val Thr Leu Glu 


Thr Arg 


335 






Cys Phe Glu Ala Arg 


He 


Cys 


350 






Ala Asp Glu Asp Ser He Arg 


365 






Lys Asn Gly Asp Gly Thr 


Lys 


380 






Gly He Gin Met Thr 


Ser 


He 


395 






Glu Leu Leu Tyr Leu 


Pro 


Val 


410 






Leu Leu Lys He Lys 


Glu 


Ser 


425 






Gin His Thr He Glu 


Thr 


Tyr 


440 






Gin His Leu Leu Gin 


Lys 


Gin 


455 






Tyr Gly Asn Ser Ser 


Pro 


Pro 


470 






Lys Leu Pro Ser Val 


Ser 


Gin 


485 






Ala Leu Thr Pro Thr 


Thr 


He 



Trp 


Lys Glu Ser 


Tyr 


Tyr Arg Ser 




40 




45 


Thr 


Asn Glu Phe 


Leu 


Ser Pro Glu 




55 




60 


Phe 


Leu Glu Gin 


Pro 


He Cys Ser 




70 




75 


Phe 


Val Asp Glu 


Pro 


Ser Glu Asp 




85 




90 


He 


Ser Met Asp 


Cys 


He Arg Met 




100 




105 


Pro 


Met Trp Pro 


Gin 


Tyr Thr Asn 




115 




120 


Asp 


Gin Gin He 


Gin 


Asn Gly Ser 




130 




135 


Thr 


Asp His Ala 


Gin 


Asn Ser Val 




145 




150 


Gin 


Pro Ser Ser 


Thr 


Phe Asp Ala 




160 




165 


Pro 


Ser Asn Thr 


Asp 


Tyr Pro Gly 




175 




180 


Phe 


Gin Gin Ser 


Ser 


Thr Ala Lys 




190 




195 


Thr 


Glu Leu Lys 


Lys 


Leu Tyr Cys 




205 




210 


He 


Gin He Lys 


Val 


Met Thr Pro 




220 




225 


Arg 


Ala Met Pro 


Val 


Tyr Lys Lys 




235 




240 


Val 


Lys Arg Cys 


Pro 


Asn His Glu 




250 




255 


Gly 


Gin He Ala 


Pro 


Pro Ser His 




265 




270 


Ser 


His Ala Gin 


Tyr 


Val Glu Asp 




280 




285 


Val 


Leu Val Pro 


Tyr 


Glu Pro Pro 




295 




300 


Thr 


Val Leu Tyr 


Asn 


Phe Met Cys 




310 




315 


Met 


Asn Arg Arg 


Pro 


He Leu He 




325 




330 


Asp Gly Gin Val 


Leu Gly Arg Arg 




340 




345 


Ala 


Cys Pro Gly Arg Asp Arg Lys 




355 




360 


Lys 


Gin Gin Val 


Ser Asp Ser Thr 




370 




375 


Arg 


Pro Phe Arg 


Gin 


Asn Thr His 




385 




390 


Lys 


Lys Arg Arg 


Ser 


Pro Asp Asp 




400 




405 


Arg Gly Arg Glu 


Thr 


Tyr Glu Met 




415 




420 


Leu 


Glu Leu Met 


Gin 


Tyr Leu Pro 




43 0 




435 


Arg 


Gin Gin Gin 


Gin 


Gin Gin His 




445 




450 


Thr 


Ser He Gin 


Ser 


Pro Ser Ser 




460 




465 


Leu 


Asn Lys Met 


Asn 


Ser Met Asn 




475 




480 


Leu 


He Asn Pro 


Gin Gin Arg Asn 




490 




495 


Pro Asp Gly Met 


Gly Ala Asn He 
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500 505 510 

Pro Met Met Gly Thr His Met Pro Met Ala Gly Asp Met Asn Gly 
515 520 525 

Leu Ser Pro Thr Gin Ala Leu Pro Pro Pro Leu Ser Met Pro Ser 

530 535 540 

Thr Ser His Cys Thr Pro Pro Pro Pro Tyr Pro Thr Asp Cys Ser 

545 550 555 

He Val Ser Phe Leu Ala Arg Leu Gly Cys Ser Ser Cys Leu Asp 

560 565 570 

Tyr Phe Thr Thr Gin Gly Leu Thr Thr He Tyr Gin He Glu His 

575 580 585 

Tyr Ser Met Asp Asp Leu Ala Ser Leu Lys He Pro Glu Gin Phe 

590 595 600 

Arg His Ala He Trp Lys Gly He Leu Asp His Arg Gin Leu His 

605 610 615 

Glu Phe Ser Ser Pro Ser His Leu Leu Arg Thr Pro Ser Ser Ala 

620 625 630 

Ser Thr Val Ser Val Gly Ser Ser Glu Thr Arg Gly Glu Arg Val 

635 640 645 

He Asp Ala Val Arg Phe Thr Leu Arg Gin Thr He Ser Phe Pro 

650 655 660 

Pro Arg Asp Glu Trp Asn Asp Phe Asn Phe Asp Met Asp Ala Arg 

665 670 675 

Arg Asn Lys Gin Gin Arg He Lys Glu Glu Gly Glu 

680 685 

<210> 145 
<211> 478 
<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 230895 .9 . orfl :2002JAN18 

<400> 145 „^ ^ 

Asn Arg Ser Leu Pro Asp Val Arg Leu Glu Gly Cys Lys Thr Lys 
1 * 5 10 15 

Val Tyr Pro Asp Glu Leu Pro Asn Thr Ser Val Val He Val Phe 
20 25 30 

His Asn Glu Ala Trp Ser Thr Leu Leu Arg Thr Val Tyr Ser Val 
35 40 45 

He Asn Arg Ser Pro His Tyr Leu Leu Ser Glu Val He Leu Val 
50 55 60 

Asp Asp Ala Ser Glu Arg Asp Phe Leu Lys Leu Thr Leu Glu Asn 
65 70 75 

Tvx Val Lys Asn Leu Glu Val Pro Val Lys He He Arg Met Glu 
80 85 90 

Glu Arg Ser Gly Leu He Arg Ala Arg Leu Arg Gly Ala Ala Ala 
95 100 105 

Ser Lys Gly Gin Val He Thr Phe Leu Asp Ala His Cys Glu Cys 
110 115 120 

Thr Leu Gly Trp Leu Glu Pro Leu Leu Ala Arg He Lys Glu Asp 
125 130 135 

Ara Lvs Thr Val Val Cys Pro He He Asp Val He Ser Asp Asp 
140 145 150 

Thr Phe Glu Tyr Met Ala Gly Ser Asp Met Thr Tyr Gly Gly Phe 
155 160 165 

Asn Trp Lys Leu Asn Phe Arg Trp Tyr Pro Val Pro Gin Arg Glu 
170 175 180 

Met Asp Arg Arg Lys Gly Asp Arg Thr Leu Pro Val Arg Thr Pro 
185 190 195 

Thr Met Ala Gly Gly Leu Phe Ser He Asp Arg Asn Tyr Phe Glu 
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2O0 205 210 

Glu lie Gly Thr Tyr Asp Ala Gly Met Asp He Trp Gly Gly Glu 

215 220 225 

Asn Leu Glu Met Ser Phe Arg He Trp Gin Cys Gly Gly Ser Leu 

230 235 240 

Glu He Val Thr Cys Ser His Val Gly His Val Phe Arg Lys Ala 

245 250 255 

Thr Pro Tyr Thr Phe Pro Gly Gly Thr Gly His Val He Asn Lys 

260 265 270 

Asn Asn Arg Arg Leu Ala Glu Val Txp Met Asp Glu Phe Lys Asp 

275 280 285 

Phe Phe Tyr He He Ser Pro Gly Val Val Lys Val Asp Tyr Gly 

290 295 300 

Asp Val Ser Val Arg Lys Thr Leu Arg Glu Asn Leu Lys Cys Lys 

305 310 315 

Pro Phe Ser Trp Tyr Leu Glu Asn He Tyr Pro Asp Ser Gin He 

320 325 330 

Pro Arg Arg Tyr Tyr Ser Leu Gly Glu He Arg Asn Val Glu Thr 

335 340 345 

Asn Gin Cys Leu Asp Asn Met Gly Arg Lys Glu Asn Glu Lys Val 

350 355 360 

Gly He Phe Asn Cys His Gly Met Gly Gly Asn Gin Val Phe Ser 

365 370 375 

Tyr Thr Ala Asp Lys Glu He Arg Thr Asp Asp Leu Cys Leu Asp 

380 385 390 

Val Ser Arg Leu Asn Gly Pro Val He Met Leu Lys Cys His His 

395 400 405 

Met Arg Gly Asn Gin Leu Trp Glu Tyr Asp Ala Glu Thr His Thr 

415 420 
Leu Leu His He He Thr Gin Ser Cys Leu Ser Val Asn Lys Val 

425 430 435 

Ala Asp Gly Ser Gin His Pro Thr Val Glu Thr Cys Asn Asp Ser 

440 445 450 

Thr Leu Gin Lys Tirp Leu Leu Arg Asn Tyr Thr Arg Met Glu He 

455 460 465 

Phe Arg Asn He Phe Gly Asn Ser Thr Asp Tyr He Leu 

470 475 

<210> 146 
<211> 946 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 233552 . 5 . orfl : 2002 JAN18 
<400> 146 

le Ala Asp Arg Lys Ser Lys Leu Ser Arg Glu Phe Arg 

15 

a Ser Leu He 
30 

r Val Ala Gin 
45 

n Leu Asn Pro 
60 

u Glu Gin Glu 
75 

r Arg Ser Asp 
90 

r Ser Met Glu 
105 



Val 


Met Phe Ala 


Asp Arg 


Lys 


Ser Lys 


Leu 


Ser 


1 




5 




10 




Ala 


Leu Gly Thr 


Cys Tyr 


Leu 


Asp Gin 


Phe 


Glu 






20 






25 




Tyr 


Trp Thr Asn 


Trp Gin 


Gin 


Lys Met 


Lys 


Ser 


He 




35 






40 




Lys Pro Ser 


Ser Gly 


His 


Asp Arg 


Arg 


Glu 




Gin Arg Asn 


50 






55 




Tyr 


Ser Ser 


Pro 


Glu Asp 


Arg 


Tyr 






65 






70 


Arg 


Ser Pro Arg 


Asp Arg 


Asp 


Tyr Phe 


Asp 


Tyr 




Glu His Ser 


80 






85 


Tyr 


Arg Arg 


Gly 


Arg Ser 


Tyr 


Asp 






95 






100 


Ser 


Arg Asn Arg 


Asp Arg 


Glu 


Lys Arg 


Arg 


Glu 
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110 115 120 

Thr Asp Arg Lys Arg Ser Arg Lys Ser Pro Ser Pro Gly Arg Arg 
125 130 135 

Asn Pro Glu Thr Ser Val Thr Gin Ser Ser Ser Ala Gin Asp Glu 
140 145 150 

Pro Ala Thr Lys Lys Lys Lys Asp Glu Leu Asp Pro Leu Leu Thr 
155 160 165 

Arg Thr Gly Gly Ala Tyr lie Pro Pro Ala Lys Leu Arg Met Met 
170 175 180 

Gin Glu Gin lie Thr Asp Lys Asn Ser Leu Ala Tyr Gin Arg Met 
185 190 195 

Ser Trp Glu Ala Leu Lys Lys Ser lie Asn Gly Leu lie Asn Lys 
200 205 210 

Val Asn lie Ser Asn He Ser He He He Gin Glu Leu Leu Gin 
215 220 225 

Glu Asn He Val Arg Gly Arg Gly Leu Leu Ser Arg Ser Val Leu 
230 235 240 

Gin Ala Gin Ser Ala Ser Pro He Phe Thr His Val Tyr Ala Ala 
245 250 255 

Leu Val Ala He He Asn Ser Lys Phe Pro Gin He Gly Glu Leu 
260 265 270 

He Leu Lys Arg Leu He Leu Asn Phe Arg Lys Gly Tyr Arg Arg 
275 280 285 

Asn Asp Lys Gin Leu Cys Leu Thr Ala Ser Lys Phe Val Ala His 
290 295 300 

Leu He Asn Gin Asn Val Ala His Glu Val Leu Cys Leu Glu Met 
305 310 315 

Leu Thr Leu Leu Leu Glu Arg Pro Thr Asp Asp Ser Val Glu Val 
320 325 330 

Ala He Gly Phe Leu Lys Glu Cys Gly Leu Lys Leu Thr Gj.n Val 
335 340 345 

Ser Pro Arg Gly He Asn Ala He Phe Glu Arg Leu Arg Asn He 
350 355 360 

Leu His Glu Ser Glu He Asp Lys Arg Val Gin Tyr Met He Glu 
365 '370 375 

Val Met Phe Ala Val Arg Lys Asp Gly Phe Lys Asp His Pro He 
380 385 390 

He Leu Glu Gly Leu Asp Leu Val Glu Glu Asp Asp Gin Phe Thr 
395 400 405 

His Met Leu Pro Leu Glu Asp Asp Tyr Asn Pro Glu Asp Val Leu 
410 415 420 

Asn Val Phe Lys Met Asp Pro Asn Phe Met Glu Asn Glu Glu Lys 
425 430 435 

Tyr Lys Ala He Lys Lys Glu He Leu Asp Glu Gly Asp Thr Asp 
440 445 450 

Ser Asn Thr Asp Gin Asp Ala Gly Ser Ser Glu Glu Asp Glu Glu 
455 460 465 

Glu Glu Glu Glu Glu Gly Glu Glu Asp Glu Glu Gly Gin Lys Val 
470 475 480 

Thr He His Asp Lys Thr Glu He Asn Leu Val Ser Phe Arg Arg 
485 490 495 

Thr He Tyr Leu Ala He Gin Ser Ser Leu Asp Phe Glu Glu Cys 
500 505 510 

Ala His Lys Leu Leu Lys Met Glu Phe Pro Glu Ser Gin Thr Lys 
515 520 525 

Glu Leu Cys Asn Met He Leu Asp Cys Cys Ala Gin Gin Arg Thr 
530 535 540 

Tyr Glu Lys Phe Phe Gly Leu Leu Ala Gly Arg Phe Cys Met Leu 
545 550 555 

Lys Lys Glu Tyr Met Glu Ser Phe Glu Gly He Phe Lys Glu Gin 
560 565 570 

Tyr Asp Thr He His Arg Leu Glu Thr Asn Lys Leu Arg Asn Val 
575 580 585 
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Ala Lys Met Phe Ala His Leu Leu Tyr Thr Asp Ser Leu Pro Trp 

590 595 600 

Ser Val Leu Glu Cys lie Lys Leu Ser Glu Glu Thr Thr Thr Ser 

605 610 615 

Ser Ser Arg lie Phe Val Lys lie Phe Phe Gin Glu Leu Cys Glu 

620 625 630 

Tyr Met Gly Leu Pro Lys Leu Asn Ala Arg Leu Lys Asp Glu Thr 

635 640 645 

Leu Gin Pro Phe Phe Glu Gly Leu Leu Pro Arg Asp Asn Pro Arg 

650 655 660 

Asn Thr Arg Phe Ala lie Asn Phe Phe Thr Ser He Gly Leu Gly 

665 670 675 

Gly Leu Thr Asp Glu Leu Arg Glu His Leu Lys Asn Thr Pro Lys 

680 685 690 

Val He Val Ala Gin Lys Pro Asp Val Glu Gin Asn Lys Ser Ser 

695 700 705 

Pro Ser Ser Ser Ser Ser Ala Ser Ser Ser Ser Glu Ser Asp Ser 

710 715 720 

Ser Asp Ser Asp Ser Asp Ser Ser Asp Ser Ser Ser Glu Ser Ser 

725 730 735 

Ser Glu Glu Ser Asp Ser Ser Ser He Ser Ser His Ser Ser Ala 

740 745 750 

Ser Ala Asn Asp Val Arg Lys Lys Gly His Gly Lys Thr Arg Ser 

755 760 765 

Lys Glu Val Asp Lys Leu He Arg Asn Gin Gin Thr Asn Asp Arg 

770 775 780 

Lys Gin Lys Glu Arg Arg Gin Glu His Gly His Gin Glu Thr Arg 

785 790 795 

Thr Glu Arg Glu Arg Arg Ser Glu Lys His Arg Asp Gin Asn Ser 

800 805 810 

Arg Gly Ser Asn Trp Arg Asp Pro He Thr Lys Tyr Thr Ser Asp 

815 820 825 

Lys Asp Val Pro Ser Glu Arg Asn Asn Tyr Ser Arg Val Ala Asn 

830 835 840 

Asp Arg Asp Gin Glu Met His He Asp Leu Glu Asn Lys His Gly 

. r. r . 855 
Asp Pro Lys Lys Lys Arg Gly Glu Arg Arg Asn Ser Phe Ser Glu 

860 865 870 

Asn Glu Lys His Thr His Arg He Lys Asp Ser Glu Asn Phe Arg 

875 880 885 

Arg Lys Asp Arg Ser Lys Ser Lys Glu Met Asn Arg Lys His Ser 

890 895 900 

Gly Ser Arg Ser Asp Glu Asp Arg Tyr Gin Asn Gly Ala Glu Arg 

905 910 915 

Arg Trp Glu Lys Ser Ser Arg Tyr Ser Glu Gin Ser Arg Glu Ser 

920 925 930 

Lys Lys Asn Gin Asp Arg Arg Arg Glu Lys Ser Pro Ala Lys Gin 

935 940 945 

Lys 



<210> 147 
<211> 318 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: LG:234430. 7 .orf 3 :2002aAN18 
<400> 147 

Gly Val Glu Ser Ala Pro Cys Pro Arg Arg Glu Arg Gly Ala Gly 
1 5 10 15 

147/218 



BNSDCXJID: <WO 03062379A2_L 



wo 03/062379 



PCT/lIS03/(n363 



Gly Arg Arg Pro Ala Gly Cys Met Ala Arg Cys Glu Arg Leu Arg 
20 25 30 

Gly Ala Ala Leu Arg Asp Val Leu Gly Arg Ala Gin Gly Val Leu 
35 40 45 

Phe Asp Cys Asp Gly Val Leu Trp Asn Gly Glu Arg Ala Val Pro 
50 55 60 

Gly Ala Pro Glu Leu Leu Glu Arg Leu Ala Arg Ala Gly Lys Ala 
65 70 75 

Ala Leu Phe Val Ser Asn Asn Ser Arg Arg Ala Arg Pro Glu Leu 
80 85 90 

Ala Leu Arg Phe Ala Arg Leu Gly Phe Gly Gly Leu Arg Ala Glu 
95 100 105 

Gin Leu Phe Ser Ser Ala Leu Cys Ala Ala Arg Leu Leu Arg Gin 

110 115 120 

Arg Leu Pro Gly Pro Pro Asp Ala Pro Gly Ala Val Phe Val Leu 

125 130 135 

Gly Gly Glu Gly Leu Arg Ala Glu Leu Arg Ala Ala Gly Leu Arg 

140 145 150 

Leu Ala Gly Asp Pro Ser Ala Gly Asp Gly Ala Ala Pro Arg Val 

155 160 165 

Arg Ala Val Leu Val Gly Tyr Asp Glu His Phe Ser Phe Ala Lys 

170 175 180 

Leu Arg Glu Ala Cys Ala His Leu Arg Asp Pro Glu Cys Leu Leu 

185 190 195 

Val Ala Thr Asp Arg Asp Pro Trp His Pro Leu Ser Asp Gly Ser 

200 205 210 

Arg Thr Pro Gly Thr Gly Ser Leu Ala Ala Ala Val Glu Thr Ala 

215 220 225 

Ser Gly Arg Gin Ala Leu Val Val Gly Lys Pro Ser Pro Tyr Met 

230 235 240 

Phe Glu Cys lie Thr Glu Asn Phe Ser lie Asp Pro Ala Arg Thr 

245 250 ' 255 

Leu Met Val Gly Asp Arg Leu Glu Thr Asp lie Leu Phe Gly His 

260 265 270 

Arg Cys Gly Met Thr Thr Val Leu Thr Leu Thr Gly Val Ser Arg 

275 280 285 

Leu Glu Glu Ala Gin Ala Tyr Leu Ala Ala Gly Gin His Asp Leu 

290 295 300 

Val Pro His Tyr Tyr Val Glu Ser He Ala Asp Leu Thr Glu Gly 

305 310 315 

Leu Glu Asp 



<210> 148 

<211> 1632 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 236659 • 1-orf 3 : 2002 JAN18 
<400> 148 

Glu Val Arg Ala Ala Gly Ala Glu Ala Thr Ala Ala Ala Ala Ala 
15 10 15 

Gly Gly Ala He Ala Ala Ala Val Ala Ala Thr Gly Arg Gly Ala 

20 25 30 

Ala Val Gly Asp Arg Gly Arg Gly Cys Arg Arg Arg Ser Gly Trp 

35 40 45 

Lys Lys Leu Asp Ser Met Gly Ser Lys Arg Arg Arg Ala Thr Ser 

50 55 60 

Pro Ser Ser Ser Val Ser Gly Asp Phe Asp Asp Gly His His Ser 

65 70 75 
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Val Ser Thr Pro Gly Pro Ser Arg Lys Arg Arg Arg Leu Ser Asn 
80 85 90 

Leu Pro Thr Val Asp Pro He Ala Val Cys His Glu Leu Tyr Asn 
95 100 105 

Thr He Arg Asp Tyr Lys Asp Glu Gin Gly Arg Leu Leu Cys Glu 

110 115 120 

Leu Phe He Arg Ala Pro Lys Arg Arg Asn Gin Pro Asp Tyr Tyr 
125 130 135 

Glu Val Val Ser Gin Pro He Asp Leu Met Lys He Gin Gin Lys 

140 145 . 150 

Leu Lys Met Glu Glu Tyr Asp Asp Val Asn Leu Leu Thr Ala Asp 

155 160 165 

Phe Gin Leu Leu Phe Asn Asn Ala Lys Ser Tyr Tyr Lys Pro Asp 

170 175 180 

Ser Pro Glu Tyr Lys Ala Ala Cys Lys Leu Trp Asp Leu Tyr Leu 

185 190 195 

Arg Thr Arg Asn Glu Phe Val Gin Lys Gly Glu Ala Asp Asp Glu 

200 205 210 

Asp Asp Asp Glu Asp Gly Gin Asp Asn Gin Gly Thr Val Thr Glu 

215 220 225 

Gly Ser Ser Pro Ala Tyr Leu Lys Glu He Leu Glu Gin Leu Leu 

230 235 240 

Glu Ala He Val Val Ala Thr Asn Pro Ser Gly Arg Leu He Ser 

245 250 255 

Glu Leu Phe Gin Lys Leu Pro Ser Lys Val Gin Tyr Pro Asp Tyr 

260 265 270 

Tyr Ala He He Lys Glu Pro He Asp Leu Lys Thr He Ala Gin 

275 280 285 

Arg He Gin Asn Gly Ser Tyr Lys Ser He His Ala Met Ala Lys 

290 295 300 

Asp He Asp Leu Leu Ala Lys Asn Ala Lys Thr Tyr Asn Glu Pro 

305 310 315 

Gly Ser Gin Val Phe Lys Asp Ala Asn Ser He Lys Lys He Phe 

320 325 330 

Tyr Met Lys Lys Ala Glu He Glu His His Glu Met Ala Lys Ser 

335 340 345 

Ser Leu Arg Met Arg Thr Pro Ser Asn Leu Ala Ala Ala Arg Leu 

350 355 360 

Thr Gly Pro Ser His Ser Lys Gly Ser Leu Gly Glu Glu Arg Asn 

365 370 375 

Pro Thr Ser Lys Tyr Tyr Arg Asn Lys Arg Ala Val Gin Gly Gly 

380 385 390 

Arg Leu Ser Ala He Thr Met Ala Leu Gin Tyr Gly Ser Glu Ser 

395 ' 400 405 

Glu Glu Asp Ala Ala Leu Ala Ala Ala Arg Tyr Glu Glu Gly Glu 

410 415 420 

Ser Glu Ala Glu Ser He Thr Ser Phe Met Asp Val Ser Asn Pro 

425 430 435 

Phe Tyr Gin Leu Tyr Asp Thr Val Arg Ser Cys Arg Asn Asn Gin 

440 445 450 

Gly Gin Leu He Ala Glu Pro Phe Tyr His Leu Pro Ser Lys Lys 

455 460 465 

Lys Tyr Pro Asp Tyr Tyr Gin Gin He Lys Met Pro He Ser Leu 

470 475 480 

Gin Gin He Arg Thr Lys Leu Lys Asn Gin Glu Tyr Glu Thr Leu 

485 490 495 

Asp His Leu Glu Cys Asp Leu Asn Leu Met Phe Glu Asn Ala Lys 

500 505 510 

Arg Tyr Asn Val Pro Asn Ser Ala He Tyr Lys Arg Val Leu Lys 

515 520 525 

Leu Gin Gin Val Met Gin Ala Lys Lys Lys Glu Leu Ala Arg Arg 

530 535 540 

Asp Asp He Glu Asp Gly Asp Ser Met He Ser Ser Ala Thr Ser 
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D D W 






•J -J ^ 


Asp Thr 


Gly 


06X r\A.cL. XJjfD 




JJjf o 


5? far' 

OCX 


J-J_y & 




He Arg 


Lys 






D D U 














570 


Gin Arg Met 


XjyS XX6 J-tcU 


It lie? 


TV an 


VdX 


VdX 




Ala Arg 


Glu 






D / D 








oo\j 






585 


Pro Gly 


Ser 


Gly Arg Arg 


T.ot 1 




Asp 


Leu 


XT i. ICS X'lC \^ 


Val Lvs 


Pro 




590 








595 








Ser Lys 


Lys 


Asp Tyr Pro 




Tyr 


Tyr 


Lys 


XXc: xxts 


Leu Glu 


Pro 




605 








610 






615 


Met Asp 


Leu 


Lys lie lie 


Pi n 


His 


Asn 


He 


aX ^ Aoxi 


Asp Lys 


Tyr 




620 








625 






630 


Ala Gly Glu Glu Gly Met 


Tl pa 


Glu 


Asp Met 


T ,\rc T .01 1 


Met Phe 


Arg 






635 








640 






645 


Asn Ala 


Arg 


His Tyr Asn 


VaXU 


Glu. Gly 


Ser 


V7X1X VdX 


Tyr Asn Asp 






650 








655 






660 


Ala His 


lie 


Leu Glu Lys 


Leu 


Leu 


Lys 


Glu 


T TV y 

Xjys Axy 


Lys Glu 


Leu 






665 








670 






675 


Gly Pro 


Leu 


Pro Asp Asp 


Asp 


Asp 


Met 


Ala 


06X irLKJ 


Lys Leu 


Lys 




680 








685 








Leu Ser 


Arg 


Lys Ser Gly 


Tl £a 

x±e 


Ser 


Pro 


Lys 


Lys ser 


Lys Tyr 


Mec 






695 








700 








Thr Pro 


Met 


Gin Gin Lys 


Leu 


Asn 


Glu 


Val 


xyx isxu 


Ala Val 


Lys 






710 








715 








Asn Tyr 


Thr 


Asp Lys Arg 


\st±y 


Arg 


Arg 


Leu 


Oc=X AXd 


xxe pne 


Leu 






725 








730 






/ 


Arg Leu 


Pro 


Ser Arg Ser 


PT 11 


Leu 


Pro 


Asp 




Leu Thr 


Xxe 




740 








745 






750 


Lys Lys 


Pro 


Met Asp Met 


PT 11 


Lys 


He 


Arg 


OcsX XIX 0 


Met Met 


Ala 




755 








760 






765 


Asn Lys 


Tyr 


Gin Asp lie 


Asp 


Ser 


Met 


Val 


(^1 n Zi an 
\jrXu. 


Phe Val 


Met 






770 








775 






780 


Met Phe 


Asn 


Asn Ala Cys 


Thr 


Tyr 


Asn 


Glu 


fro V3xu 


Ser Leu 


He 






785 








790 






795 


Tyr Lys 


Asp 


Ala Leu Val 


Leu 


His 


Lys 


Val 


T .ai 1 T tOi 1 
XICSIX XJCLi 


Glu Thr 


Arg 




800 








805 






810 


Arg Asp 


Leu 


Glu Gly Asp Glu Asp 


Ser 


His 


VaX JrxO 


Asn Val 


Thr 






815 








820 






825 


Leu Leu 


lie 


Gin Glu Leu 


lie 


His 


Asn 


Leu 


JrXi6 VdX 


Ser Val 


Met 






830 








835 






840 


Ser His 


Gin 


Asp Asp Glu Gly Arg Cys 


Tyr 


oer Asp 


Ser Leu 


Ala 






845 








850 






855 


Glu lie 


Pro 


Ala Val Asp 


Pro 


Asn 


Phe 


Pro 


Asn Lys 


Pro Pro 


Leu 






860 








865 






870 


Thr Phe 


Asp 


lie lie Arg 


Lys 


Asn 


Val 


Glu 


Asn Asn 


Arg Tyr 


Arg 






875 








880 






885 


Arg Leu Asp 


Leu Phe Gin 


Glu 


His 


Met 


Phe 


Glu Val 


Leu Glu 


Arg 






890 








895 






900 


Ala Arg Arg Met Asn Arg Thr Asp 


Ser 


Glu 


He Tyr Glu Asp Ala 






905 








910 






915 


Val Glu 


Leu 


Gin Gin Phe 


Phe 


lie 


Lys 


He Arg Asp 


Glu Leu 


Cys 






920 








925 






930 


Lys Asn Gly Glu lie Leu 


Leu 


Ser 


Pro Ala Leu Ser Tyr Thr Thr 






935 








940 






945 


Lys His 


Leu His Asn Asp Val 


Glu 


Lys 


Glu Arg Lys 


Glu Lys 


Leu 




950 








955 






960 


Pro Lys 


Glu 


lie Glu Glu 


Asp 


Lys 


Leu 


Lys 


Arg Glu 


Glu Glu 


Lys 




965 




970 






975 


Arg Glu 


Ala 


Glu Lys Ser 


Glu 


Asp 


Ser 


Ser Gly Ala Ala Gly 


Leu 






980 








985 






990 


Ser Gly 


Leu 


His Arg Thr 


Tyr 


Ser 


Gin 


Asp 


Cys Ser 


Phe Lys 


Asn 




995 






1000 






1005 


Ser Met 


Tyr 


His Val Gly Asp Tyr Val 


Tyr 


Val Glu 


Pro Ala 


Glu 




1010 








1015 






1020 
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Ala Asn Leu Gin Pro His He Val Cys He Glu Arg Leu Trp Glu 

1025 1030 1035 

Asp Ser Ala Gly Glu Lys Trp Leu Tyr Gly Cys Trp Phe Tyr Arg 

1040 1045 1050 

Pro Asn Glu Thr Phe His Leu Ala Thr Arg Lys Phe Leu Glu Lys 

1055 1060 1065 

Glu Val Phe Lys Ser Asp Tyr Tyr Asn Lys Val Pro Val Ser Lys 

1070 1075 1080 

He Leu Gly Lys Cys Val Val Met Phe Val Lys Glu Tyr Phe Lys 

1085 1090 1095 

Leu Cys Pro Glu Asn Phe Arg Asp Glu Asp Val Phe Val Cys Glu 

1100 1105 1110 

Ser Arg Tyr Ser Ala Lys Thr Lys Ser Phe Lys Lys He Lys Leu 

1115 1120 1125 

Trp Thr Met Pro He Ser Ser Val Arg Phe Val Pro Arg Asp Val 

1130 1135 1140 

Pro Leu Pro Val Val Arg Val Ala Ser Val Phe Ala Asn Ala Asp 

1145 1150 1155 

Lys Gly Asp Asp Glu Lys Asn Thr Asp Asn Ser Glu Asp Ser Arg 

1160 1165 1170 

Ala Glu Asp Asn Phe Asn Leu Glu Lys Glu Lys Glu Asp Val Pro 

1175 1180 1185 

Val Glu Met Ser Asn Gly Glu Pro Gly Cys His Tyr Phe Glu Gin 

1190 1195 1200 

Leu Hxs Tyr Asn Asp Met Trp Leu Lys Val Gly Asp Cys Val Phe 

1205 1210 1215 

He Lys Ser His Gly Leu Val Arg Pro Arg Val Gly Arg Tie Glu 

T rr. .^^^^ ^225 1230 

Lys Val Trp Val Arg Asp Gly Ala Ala Tyr Phe Tyr Gly Pro He 

1235 1240 1245 

Phe He His Pro Glu Glu Thr Glu His Glu Pro Thr Lys Met Phe 

1250 1255 1260 

Tyr Lys Lys Glu Val Phe Leu Ser Asn Leu Glu Glu Thr Cys Pro 

1265 1270 1275 

Met Thr Cys He Leu Gly Lys Cys Ala Val Leu Ser Phe Lys Asp 

1280 1285 1290 

Phe Leu Ser Cys Arg Pro Thr Glu He Pro Glu Asn Asp He Leu 

1295 1300 1305 

Leu Cys Glu Ser Arg Tyr Asn Glu Ser Asp Lys Gin Met Lys Lys 

1310 1315 1320 

Phe Lys Gly Leu Lys Arg Phe Ser Leu Ser Ala Lys Val Val Asp 

^ ^^^^ 1335 

Asp Glu He Tyr Tyr Phe Arg Lys Pro He Val Pro Gin Lys Glu 

1340 1345 1350 

Pro Ser Pro Leu Leu Glu Lys Lys He Gin Leu Leu Glu Ala Lys 

1355 1360 1365 

Phe Ala Glu Leu Glu Gly Gly Asp Asp Asp He Glu Glu Met Gly 

^-1 r.. "'^^ "75 1380 

Glu Glu Asp Ser Glu Val He Glu Pro Pro Ser Leu Pro Gin Leu 
^ „ "85 1390 , 1395 

Gin Thr Pro Leu Ala Ser Glu Leu Asp Leu Met Pro Tyr Thr Pro 

1400 1405 1410 

Pro Gin Ser Thr Pro Lys Ser Ala Lys Gly Ser Ala Lys Lys Glu 

1415 1420 1425 

Gly Ser Lys Arg Lys He Asn Met Ser Gly Tyr He Leu Phe Ser 

1430 1435 1440 

Ser Glu Met Arg Ala Val He Lys Ala Gin His Pro Asp Tyr Ser 

1445 1450 1455 

Phe Gly Glu Leu Ser Arg Leu Val Gly Thr Glu Trp Arg Asn Leu 

1460 1465 1470 

Glu Thr Ala Lys Lys Ala Glu Tyr Glu Gly Val Met Asn Gin Gly 

1475 1480 1485 

Val Ala Pro Met Val Gly Thr Pro Ala Pro Gly Gly Ser Pro Tyr 
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1490 



1495 



1500 





(3 ±11 




Val Gly Val 






Pro Pro 




Gin 


Gin 


Ala Pro 






1505 








1510 








1515 


Pro 


Pro 


Tyr 


Pro Gly 


Pro 


XIX 0 




AXCl VJ-Ljr 


Pro 


XT a. *J 


Val 


lie Gin 






1520 








1525 








1530 


Gin 


Pro 


Tnr 


Thr Pro 


Met 




V a.X 


Axci irx w 


Pro 


Pro 


Lys 


Thr Gin 








1535 








1540 








1545 


Arg 


Leu 


Leu 


His Ser 


GXU 






Leu Lys 


Tyr 


lie 


Glu 


Gly Leu 






1550 








1555 








1560 


Ser* 


TV n ^ 

AX a 


(jiXU 








06X 


Lys Trp 


Asp 


Gin 


Th.r 


Leu Ala 








1565 








1570 








1575 


Ala 


Arg 


Arg 


Arg Asp 


Val 


His 


Leu 


Ser Lys 


Glu 


Gin 


Glu 


Ser Arg 






1580 








1585 








1590 


Leu 


Pro 


Ser 


His Trp 


Leu 


Lys 


Ser 


Lys Gly Ala 


His 


Thr 


Thr Met 








1595 








1600 








1605 


Ala 


Asp 


Ala 


Leu Trp 


Arg 


Leu 


Arg 


Asp Leu 


Met 


Leu 


Arg 


Asp Thr 






1610 








1615 








1620 


Leu 


Asn 


lie 


Arg Gin 


Ala 


Tyr 


Asn 


Leu Glu 


Asn 


Val 







<210> 149 
<211> 736 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> niisc_f eature 

<223> Incyte ID No: LG: 236767 . 26 . orf 2 : 2002 JAN18 
<400> 149 

Ala Gly Phe Pro Lys Met Ala Ala Asp Val Ser Val Thr His Arg 
1 5 10 ' 15 

Pro Pro Leu Ser Pro Lys Ser Gly Ala Glu Val Glu Ala Gly Asp 
20 25 30 

Ala Ala Glu Arg Arg Ala Pro Glu Glu Glu Leu Pro Pro Leu Asp 
35 40 45 

Pro Glu Glu lie Arg Lys Arg Leu Glu His Thr Glu Arg Gin Phe 
50 55 60 

Arg Asn Arg Arg Lys He Leu He Arg Gly Leu Pro Gly Asp Val 
65 70 75 

Thr Asn Gin Glu Val His Asp Leu Leu Ser Asp Tyr Glu Leu Lys 
80 85 90 

Tyr Cys Phe Val Asp Lys Tyr Lys Gly Thr Ala Phe Val Thr Leu 
95 100 105 

Leu Asn Gly Glu Gin Ala Glu Ala Ala He Asn Ala Phe His Gin 
110 115 120 

Ser Arg Leu Arg Glu Arg Glu Leu Ser Val Gin Leu Gin Pro Thr 
125 130 135 

Asp Ala Leu Leu Cys Val Ala Asn Leu Pro Pro Ser Leu Thr Gin 
140 145 150 

Gin Gin Phe Glu Glu Leu Val Arg Pro Phe Gly Ser Leu Glu Arg 
155 160 165 

Cys Phe Leu Val Tyr Ser Glu Arg Thr Gly Gin Ser Lys Gly Tyr 
170 175 180 

Gly Phe Ala Glu Tyr Met Lys Lys Asp Ser Ala Ala Arg Ala Lys 
185 190 195 

Ser Asp Leu Leu Gly Lys Pro Leu Gly Pro Arg Thr Leu Tyr Val 
200 205 210 

His Trp Thr Asp Ala Gly Gin Leu Thr Pro Ala Leu Leu His Ser 
215 220 225 

Arg Cys Leu Cys Val Asp Arg Leu Pro Pro Gly Phe Asn Asp Val 
230 235 240 

Asp Ala Leu Cys Arg Ala Leu Ser Ala Val His Ser Pro Thr Phe 



1625 



1630 
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O /! C 










o n o 
Zdv 






255 


Cys 


Gin 


Leu 


Ala 


Cys 

£z rx 


Gly 


Gin 


Asp 


Gly 


Gin 

o ^ c 

265 


Leu Lys Gly 


Phe 


Ala 
270 


Val 


Leu 


Glu 


Tyr 


Glu 

O T C 


Thr 


Ala 


Glu 


Met 


Ala 

o o 

2d0 


Glu Glu Ala 


Gin 


Gin 

285 


Gin 


Ala 


Asp 


Gly 


Leu 

o o r\ 

Z^V 


Ser 


Leu 


Gly 


Gly 


Ser 

O ft c 

295 


His Leu Arg 


Val 


Ser 
300 


Phe 


Cys 


Ala 


Pro 


Gly 

"3 r\ c 


Pro 


Pro 


Gly 


Arg 


Ser 
310 


Met Leu Ala 


Ala 


Leu 
315 


lie 


Ala 


Ala 


Gin 


Ala 

•3 O rt 

320 


Thr 


Ala- 


Leu 


Asn 


Arg 

•3 o c 

325 


Gly Lys Gly 


Leu 


Leu 
330 


Pro 


Glu 


Pro 


Asn 


He 

•3 "3 C 

335 


Leu 


Gin 


Leu 


Leu 


Asn 
340 


Asn Leu Gly 


Pro 


Ser 
345 


Ala 


Ser 


Leu 


Gin 


Leu 
350 


Leu 


Leu 


Asn 


Pro 


Leu 
355 


Leu His Gly 


Ser 


Ala 
360 


Gly 


Gly 


Lys 


Gin 


Gly 
365 


Leu 


Leu 


Gly 


Ala 


Pro 
370 


Pro Ala Met 


Pro 


Leu 
375 


Leu 


Asn 


Gly 


Pro 


Ala 
380 


Leu. 


Ser 


Thr 


Ala 


Leu 
385 


Leu Gin Leu 


Ala 


Leu 
390 


Gin 


Thr 


Gin 


Gly 


Gin 
395 


Lys 


Lys 


Pro 


Gly 


lie 
400 


Leu Gly Asp 


Ser 


Pro 
405 


Leu 


Gly 


Ala 


Leu 


Gin 

410 


Pro 


Gly 


Ala 


Gin 


Pro 

415 


Ala Asn Pro 


Leu 


Leu 
420 


Gly 


Glu 


Leu 


Pro 


Ala 
425 


Gly 


Gly 


Gly 


Leu 


Pro 
430 


Pro Glu Leu 


Pro 


Pro 
435 


Arg 


Arg 


Gly 


Lys 


Pro 
440 


Pro 


Pro 


Leu 


Leu 


Pro 
445 


Ser Val Leu 


Gly 


Pro 
450 


Ala 


Gly 


Gly 


Asp 


Arg 
455 


Glu 


Ala 


Leu 


Gly 


Leu 
460 


Gly Pro Pro 


Ala 


Ala 
465 


Gin 


Leu 


Thr 


Pro 


Pro 
470 


Pro 


Ala 


Pro 


Val 


Gly 
475 


Leu Arg Gly 


Ser 


Gly 
480 


Leu 


Arg 


Gly 


Leu 


Gin 
485 


Lys 


Asp 


Ser 


Gly 


Pro 
490 


Leu Pro Thr 


Pro 


Pro 
495 


Gly 


Val 


Ser 


Leu 


Leu 
500 


Gly 


Glu 


Pro 


Pro 


Lys 
505 


Asp Tyr Arg 


lie 


Pro 
510 


Leu 


Asn 


Pro 


Tyr 


Leu 
515 


Asn 


Leu 


His 


Ser 


Leu 
520 


Leu Pro Ala 


Ser 


Asn 
525 


Leu 


AJLa 


Gly 


Lys 


Glu 
530 


Ala 


Arg 


Gly 


Trp 


Gly 
535 


Gly Ala Gly 


Arg 


Ser 
540 


Arg 


Arg 


Pro 


Ala 


Glu 
545 


Gly 


Pro 


Pro 


Thr 


Asn 

550 


Pro Pro Ala 


Pro 


Gly 
555 


Gly 


Gly 


Ser 


Ser 


Ser 
560 


Ser 


Lys 


Ala 


Phe 


Gin 
565 


Leu Lys Ser 


Arg 


Leu 
570 


Leu 


Ser 


Pro 


Leu 


Ser 


Ser 


Ala 


Arg 


Leu 


Pro 


Pro Glu Pro 


Gly Leu 










575 










580 






585 


Ser 


Asp 


Ser 


Tyr 


Ser 
590 


Phe 


Asp 


Tyr 


Pro 


Ser 
595 


Asp Met Gly 


Pro 


Arg 
600 


Arg 


Leu 


Phe 


Ser 


His 
605 


Pro 


Arg 


Glu 


Pro 


Ala 
610 


Leu Gly Pro 


His 


Gly 
615 


Pro 


Ser 


Arg 


His 


Lys 


Met 


Ser 


Pro 


Pro 


Pro 


Ser Gly Phe 


Gly Glu 










620 










625 






630 


Arg 


Ser 


Ser 


Gly 


G-Ly 
635 


Ser 


Gly 


Gly 


Gly 


Pro 
640 


Leu Ser His 


Phe 


Tyr 
645 


Ser 


Gly 


Ser 


Pro 


Thr 

/T IT r\ 

650 


Ser 


Tyr 


Phe 


Thr 


Ser 
655 


Gly Leu Gin 


Ala 


Gly 
660 


Leu 


Lys 


Gin 


Ser 


His 


Leu 


Ser 


Lys 


Ala 


lie 

670 


Gly Ser Ser 


Pro 


Leu 
675 


Gly 


Ser 


Gly 


Glu 


Gly 


Leu 


Leu 


Gly 


Leu 


Ser 


Pro Gly Pro 


Asn Gly 










680 










685 






690 


His 


Ser 


His 


Leu 


Leu 
695 


Lys 


Thr 


Pro 


Leu 


Gly 
700 


Gly Arg Asn 


Ala 


Ala 
705 


Leu 


Pro 


Thr 


Cys 


Cys 
710 


Pro 


Arg 


Pro 


Ser 


Pro 
715 


Ala Gin Lys 


Ala 


Ala 
720 
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Met Trp Ala Ser Thr Pro Arg Pro Arg Arg His Tyr Ala Asp Ser 



725 



Thr 



<210> 150 
<211> 323 
<212> PRT 

<213> Homo sapiens 
<220> 

fn^TlTll: .O:237489.7-orfl:2002aAN18 



at^Cys'Shr Asn Arg Glu Trp Pro Trp Leu He Gin Glu Asp Phe 
I.ei Lys Glu val Val Phe Ser Pro Gly Leu Leu Leu Thr Ser Leu 

?he 
40 



Phe ser Gin Cys lie Trp Val Val Ser Phe Leu Ser Ser Phe Phe 
X.eu ser Leu Pro tJJ Gly Val Ala Val Gly Val Ala Phe Ser Val 



I,eu val val Val Phe Gin Thr Gin Phe A^g Asn Gly Tyr Ala Leu 



Ala Gin Val Met aIp Thr Asp He Tyr Vai Asn Pro Lys Thr Tyr 

on oD 



Asn Arg Ala Gin Asp He Gin Gly Xle Lys He Xle Thr ^ Cys 



ser pro Leu Tyr Phi Ala Asn Ser Glu He Phe Arg Gin Lys Val 



100 



Xle Ala Lys Thr HI Ser Leu Gin Glu Leu Gin Gin Asp Phe Glu 



115 



Asn Ala pro Pro Asp Pro Asn Asn^A^n Gin Thr Pro Ala Asn 



130 



Gly Thr Ser Val It^ Tyr He Thr Phe Ser Pro Asp Ser Ser Ser 



145 



P.O Ala Gin ser III Pro Pro Ala Ser Ala Glu Ala Pro Gly Glu 



160 



175 



Thr Leu He Leu HI Met Ser Gly Val Ser Phe Val Asp Leu Met 



pro ser Asp Met Leu Ala Ser Val Pro Pro Phe Val Thr Phe His 

Met Ser Gly Val 
Gly He Lys Ala LeS Ala Lys Leu Ser Ser Thr Tyr Gly Lys He 



205 



Gly val Lys Val P^l Leu Val Asn He His Ala Gin Val Tyr Asn 



ASP He ser His lly Gly Val Phe Glu A^p Gly Ser Leu Glu Cys 



235 



250 



Lys His val Phe Pro Ser He His Asp Ala Val Leu Phe Ala Gin 

Ala Asn Ala Arg III Val Thr Pro Gly His Asn Phe Gin Gly Ala 

275 jiou 
pro Gly ASP Ala Glu Leu Ser Leu Tyr Asp Ser Glu Glu Asp He 

Arg ser Tyr Trp Asp Leu Glu Gin Glu Met Phe Gly Ser Met Phe 

305 310 
His Ala Glu Thr Leu Thr Ala Leu 

320 

<210> 151 
<211> 628 
<212> PRT 

154/218 



BNSDOCID- <WO. 030e2379A2_l_> 



wo 03/062379 



PCT/US03/01363 



<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 238218. 20. orfl: 2002 JAN18 
<400> 151 

Arg Gly Ala Ala Arg Thr Gly Gly Arg Arg Gly Gly Lys Asp Gly 

Ala val Thr Ala Gly Pro Glu Pro Ser A^g Pro His Pro Ala p" 
2^ 25 -an 

Trp Pro Leu Gly Pro Ala Glu Met Glu Ser Thr Ala Tyr Pro Leu 
35 40 AC 

Asn Leu Ser Leu Lys Glu Glu Glu Glu Glu Glu Glu lie Gin Ser 

Arg Glu Leu Glu Asp Gly Pro Ala Asp Met Gin Lys Val Arg xil 
65 70 75 

Cys ser Glu Gly Gly Trp Val Pro Ala Leu Phe Asp Glu Val Ala 

He Tyr Phe Ser Asp Glu Glu Trp Glu Val Leu Thr Glu Gin Gin 

100 105 
Lys Ala Leu Tyr Arg Glu Val Met Arg Met Asn Tyr Glu Thr Val 

■"■■••^ 115 120 

Leu Ser Leu Glu Phe Pro Phe Pro Lys Pro Asp Met He Thr Arg 

Leu Glu Gly Glu Glu Glu Ser Gin Asn Ser Asp Glu Trp Gin Jeu 

145 150 

Gin Gly Gly Thr Ser Ala Glu Asn Glu Glu Ser Asp Val Lys Pro 

155 160 ifir 

Pro Asp Trp Pro Asn Pro Met Asn Ala Thr Ser Gin Phe Pro Gin 

1"0 175 ,on 

Pro Gin His Phe Asp Ser Phe Gly Leu Arg Leu Pro Arg Asp He 

Thr Glu Leu Pro Glu Trp Ser Glu Gly ^ Pro Phe Tyr Met HI 
200 205 9in 

Met Gly Phe Pro Gly Tyr Asp Leu Ser Ala Asp Asp He Ala Gly 
215 220 ?oc 

Lys Phe Gin Phe Ser Arg Gly Met Arg Arg Ser Tyr Asp Ala Gly 

Phe Lys Leu Met Val Val Glu Tyr Ala Glu Ser Thr Asn Asn 
^1 , 250 25S 

Gin Ala Ala Lys Gin Phe Gly Val Leu Glu Lys Asn Val Arg Asp 

265 270 
Trp Arg Lys Val Lys Pro Gin Leu Gin Asn Ala His Ala Met Arg 
275 280 28? 

Arg Ala Phe Arg Gly Pro Lys Asn Gly Arg Phe Ala Leu Val Asp 
290 295 300 

Gin Arg Val Ala Glu Tyr Val Arg Tyr Met Gin Ala Lys Gly Asp 

305 310 
Pro He Thr Arg Glu Ala Met Gin Leu Lys Ala Leu Glu He Ala 
•^20 325 -aor, 

Gin Glu Met Asn He Pro Glu Lys Gly Phe Lys Ala Ser Leu Gly 

335 340 
Trp cys Arg Arg Met Met Arg Arg Tyr Asp Leu Ser Leu Arg His 
•^^^ 355 360 

Lys val Pro Val Pro Gin His Leu Pro Glu Asp Leu Thr Glu Lys 
365 370 37c 

Leu val Thr Tyr Gin Arg Ser Val Leu Ala Leu Arg Arg Ala His 
380 385 •5Qn 

Asp Tyr Glu Val Ala Gin Met Gly Asn Ala Asp Glu Thr Pro lie 
395 400 405 

cys Leu Glu Val Pro Ser Arg Val Thr Val Asp Asn Gin Gly Glu 
410 415 420 
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Pro 


Val 


Leu 


JiiX Ct 

^ ^ ~) 


Asp 


Gly 


Arg Lys 


Leu 
430 


Pro 


Pro 


Tyr He 


He 
435 




Arg 


Gly Thr 




He 


Pro 


Pro Gly Lys 


Phe 


Pro 


Ser Gly 


Met 


















445 








450 


Glu 


lie 


Arg 


Cys 


His 




Tvr 


Gly Trp Met 


Thr 


Glu 


Asp Leu 


Met 










rx ^ 








460 








465 




Asp 


Trp 


Leu 


Vj JL Li 


Val 


Val 


Trp Arg 


Arg 


Arg 


Thr 


Gly Ala Val 
















475 










Pro 


Lys 


Gin 


Arg 




Met 


Leu 


He Leu 


Asn 


Glv 


Phe Arg Gly 


XlXo 








*±OZj 








490 








495 


Gly 


Lys 


Asp 


Ser 


V CLX 


Lys 


Asn 


Ser Met 


Glu 


Ser 


Met 


Asn Thr 


Asp 












505 








510 


Met 


va± 


lie 


lie 


Pro 


Gly Gly 


Leu Thr 


Ser 


Gin 


Leu 


Gin Val 


Leu 










Dl!3 








520 








525 


Asp 


val 


Val 


Val 


Tyr 


Lys 


Pro 


Leu Asn Asp 


Ser 


Val 


Arg Ala 


Gin 








"5 n 








535 








540 


TyjT 


Ser 


Asn 


Trp 


Leu 


Leu 


Ala 


Gly Asn 


Leu 


Ala 


Leu 


Ser Pro 


Thr 








i; /I 








550 








555 




Asn 


Ala 


Lys 


Lys 


Pro 


Pro 


Leu Gly 


Leu 


Phe 


Leu 


Glu Trp 


Val 








DOU 








565 








570 


Met 


Val 


Ala 


T3rp 


Asn 


Ser 


He 


Ser Ser 


Glu 


Ser 


He 


Val Gin 


Gly 








D f O 








580 








585 


Phe 


Lys 


Lys 


Cys 


His 


He 


Ser 


Ser Asn 


Leu 


Glu 


Glu 


Glu Asp Asp 






590 








595 








600 


Val 


Leu 


Trp 


Glu 


He 


Glu 


Ser 


Glu Leu 


Pro 


Gly 


Gly Gly Glu 


Pro 








605 








610 








615 


Pro 


Lys 


Asp 


Cys 


Asp 
620 


Thr 


Glu 


Ser Met 


Ala 
625 


Glu 


Ser 


Asn 





<210> 152 
<211> 183 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc^f eature 

<223> Incyte ID No: LG: 239939 . 14 - orf 3 : 2002CrANl8 
<400> 152 



His 


Arg 


Lys 


Asp 


Gly Val Val 


Glu 


Arg 


Gly 


Leu 


Glu 


Glu Trp 


Arg 


1 








5 






10 








15 


Asn 


Lys 


Gly 


Lys 


Thr Ser Leu 


Ala 


His 


Gin 


Phe 


Val 


Glu Gly 


Glu 








20 






25 








30 


Phe 


Ser 


Glu 


Gly 


Tyr Asp Pro 


Thr 


Val 


Glu 


Asn 


Thr 


Tyr Ser 


Lys 










35 






40 








45 


He 


Val 


Thr 


Leu 


Gly Lys Asp 


Glu 


Phe 


His 


Leu 


His 


Leu Val 


Asp 










50 






55 








60 


Thr 


Ala 


Gly 


Gin 


Asp Glu Tyr 


Ser 


He 


Leu 


Pro 


Tyr 


Ser Phe 


He 










65 






70 








75 


He 


Gly 


Val 


His 


Gly Tyr Val 


Leu 


val 


Tyr 


Ser 


Val 


Thr Ser 


Leu 










80 






85 








90 


His 


Ser 


Phe 


Gin 


Val He Glu 


Ser 


Leu 


Tyr 


Gin 


Lys 


Leu His 


Glu 










95 






100 








105 


Gly 


His 


Gly 


Lys 


Thr Arg Val 


Pro 


Val 


Val 


Leu 


Val 


Gly Asn 


Lys 










110 






115 








120 


Ala 


Asp 


Leu 


Ser 


Pro Glu Arg 


Glu 


Val 


Gin 


Ala 


Val 


Glu Gly Lys 










125 






130 








135 


Lys 


Leu 


Ala 


Glu 


Ser Trp Gly 


Ala 


Thr 


Phe 


Met 


Glu 


Ser Ser 


Ala 








140 






145 








150 


Arg 


Glu 


Asn 


Gin 


Leu Thr Gin 


Gly 


He 


Phe 


Thr 


Lys 


Val He 


Gin 










155 






160 








165 


Glu 


He 


Ala 


Arg 


Val Glu Asn 


Ser 


Tyr 


Gly 


Gin 


Glu 


Arg Arg 


Cys 



170 175 180 
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His Leu Met 



<210> 153 
<211> 338 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc^feature 

<223> Incyte ID No: LG : 242288 . 11. orfl : 2002 JAN18 
<400> 153 

Glu His Val Gly Asp Thr Leu Gin Leu Pro Ala Glu Arg Gin Ala 
15 10 15 

Arg Arg Pro Pro Ala Arg Ala Arg Gin Gly Lys Trp Asp Ala Arg 
20 25 30 

Lys Gly Pro Leu Ala Pro Ala His His Ser Gly Ser His Ser Glu 
35 40 45 

Tyr Pro Met Ser Ser Ser Gly Leu Pro Cys Ser Trp Trp Trp Thr 
50 55 60 

Gin Ala Thr Pro Ala Pro Thr Trp Thr Thr Ser Ser Arg Leu Ala 
65 70 75 

Arg Ala Pro Arg Ala Ser Cys Ala Ser Pro Pro Cys Ala Ala Arg 
80 85 90 

Ala Ser Trp Trp Pro Ser Arg Arg Trp Thr Cys Ala Ser Ser Arg 
95 100 105 

Gly Arg Glu Leu Leu Phe Asn Glu Val Val He Met Arg Asp Tyr 
110 115 120 

Gin His Glu Asn Val Val Glu Met Tyr Asn Ser Tyr Leu Val Gly 
125 130 135 

Asp Glu Leu Trp Val Val Met Glu Phe Leu Glu Gly Gly Ala Leu 
140 145 150 

Thr Asp He Val Thr His Thr Arg Met Asn Glu Glu Gin He Ala 
155 160 165 

Ala Val Cys Leu Ala Val Leu Gin Ala Leu Ser Val Leu His Ala 
170 175 180 

Gin Gly Val He His Arg Asp He Lys Ser Asp Ser He Leu Leu 
185 190 195 

Thr His Asp Gly Arg Val Lys Leu Ser Asp Phe Gly Phe Cys Ala 
200 205 210 

Gin Val Ser Lys Glu Val Pro Arg Arg Lys Ser Leu Val Gly Thr 
215 220 225 

Pro Tyr Trp Met Ala Pro Glu Leu He Ser Arg Leu Pro Tyr Gly 
230 235 240 

Pro Glu Val Asp He Trp Ser Leu Gly He Met Val He Glu Met 
245 250 255 

Val Asp Gly Glu Pro Pro Tyr Phe Asn Glu Pro Pro Leu Lys Ala 
260 265 270 

Met Lys Met He Arg Asp Asn Leu Pro Pro Arg Leu Lys Asn Leu 
275 280 285 

His Lys Val Ser Pro Ser Leu Lys Gly Phe Leu Asp Arg Leu Leu 
290 295 300 

Val Arg Asp Pro Ala Gin Arg Ala Thr Ala Ala Glu Leu Leu Lys 
305 310 315 

His Pro Phe Leu Ala Lys Ala Gly Pro Pro Ala Ser He Val Pro 
320 325 330 

Leu Met Arg Gin Asn Arg Thr Arg 
335 

<210> 154 
<211> 191 
<212> PRT 
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<213> Homo sapiens 

<220> 

f223: ^Stl'S^o: LG:242491.29.orfl:2002.;^18 

Z'llfLt Ala Gly val Gly Ala Gly Pro I.eu Ala Met Gly 
Arg Gin Ala Leu I,eu I^u Leu Ala Leu Cys Ala Thr Gly Ala Gin 
Gly Leu Tyr Phe Al He Gly Glu Thr Glu Lys Arg Cys Phe lie 
Glu Glu He pro A^P Glu Thr Met Val lie Gly Asn Tyr Arg Thr 
Gin Met Trp Asp Lys Gin Lys Glu Val Phe Leu Pro Ser Thr Pro 
Gly Leu Gly Met h'is Val Glu Val Lys Asp Pro Asp Gly Lys Met 



35 
\sp 
50 

Gin Lys Glu Val 1 
65 70 
lis 

on 

Leu Gin val Val Leu Ser Arg Gin Tyr Gly Ser Glu Gly Arg Phe 
Thr Phe Thr Ser His Thr Pro Gly Asp His Gin He Cys Leu His 
ser Asn Ser Thr Lg Met Ala Leu Phe Ala Gly Gly Lys Leu Arg 
val His Leu ASP I'le Gin Val Gly Glu His Ala Asn Asn Tyr Pro 

1 >ift 14fcD 



140 J-^^ r; 

Glu lie Ala Ala Lys Asp Lys Leu Thr Glu Leu Gin Leu Arg Ala 
Gin Leu Leu Isp Gin Val Glu Gin lie Gin Lys Glu Gin Asp 

Tyr Gin Arg Ala Ser Ala Tyr LeU Leu Val He 

185 

<210> 155 
<211> 317 
<212> PRT 
<213> Homo sapiens 

<220> 

frSrll'Til: LG:243488.41.orf3:2002a;^8 

2a°ili'ila val Ala Phe Gly Ala Glu Val Gly Val Arg Leu Ala 
Lei Phe Ala Ala Phe Leu Val Thr Glu Leu Leu Pro Pro Phe Gin 
Arg Leu He Gin Pro Glu Glu Met Trp Leu Tyr Arg Asn Pro Tyr 

35 n TV 

val Glu Ala Glu Tyr Phe Pro Thr Lys Pro Met Phe Lys Ala Asp 

Thr Arg Asp Ser A^g Gin Ala Cys Leu Ala Ala Ser Leu Ala Leu 

Ala Leu Asn Gly Val Phe Thr Asn Thr lie Lys Leu He Val Gly 
80 

Arg pro Arg Pro Asp Phe Phe l^r Arg Cys Phe Pro Asp Gly Leu 

95 xuu 
Ala His ser Asp Leu Met Cys Thr Gly Asp Lys Asp Val Val Asn 

Glu Gly Arg Lys III Phe Pro Ser Gly His Ser Ser Phe Ala Phe 
Ala Gly Leu Ala Phe Ala Ser Phe Tyr Leu Ala Gly Lys Leu Hxs 

158/218 



BNSDOCJD <WO 03062379A2 l_> 



wo 03/062379 



Thr Cys Asp Tyr Lys His His Trp Gin Asp Val Leu Val Gly Ser 



Met He Gly Met Thr Phe Ala Tyr Val Cys 'Vyr Arg Gin Tyr 



3-40 

t Gly Arg Gly Lys Ser Trp Arg Phe Cys 

Phe Leu ser Pro Leu Leu Phe Ala Ala HI xie Ala Leu Ser l^l 
170 

His His Trp Gin Asp Val Leu Val Gly , 
190 

Phe Ala Tyr Val Cys Tyr Arg Gin Tyr ' 
205 

Ala Glu Cys His Lys Pro Phe Gin Asp ] 
220 ; 
Ala Gin Lys Pro Gly Asp Ser Tyr Cys ] 
235 : 
Glu Ser Gly Arg Ala Trp Trp Leu Met ] 
250 : 
Trp Glu Ala Glu Glu Gly Gly Ser Pro C 
265 2 
Ala Asn Met Val Asn Pro Val Ser Thr I 
275 280 285 

^-^^ Val He Pro Ala _ _ 

295 ioo 



cys Phe Thr Pro Gin Gly Arg Gly Lys Ser Trp Arg Phe Cys III 

Lei 
171 
Lyi 
18! 
Th] 
20( 
Asi 
215 

rhi 

23C 
El€ 

245 
Jei: 
^60 
lieu 
275 
Ser 
I9b 
ral 
305 



Leu val Leu Ser Thr Ala Gin Lys Pro Gly Asp Ser Tyr Cys Phe 



ASP Asn Leu Lys lie Glu Ser Gly Arg Ala Trp Trp Leu Met P^o 



Pro Pro Leu Thr Asp Ala Glu Cys His Lys Pro Phe Gin Asp Ss 

220 225 
Gly Asp Ser Tyr Cys Phe 
235 240 
Ala Trp Trp Leu Met Pro 
250 255 
Glu Gly Gly Ser Pro Glu 

val Arg Thr Ser Leu Ala Asn Met Val lln Pro Val Ser Thr Lys 

280 ORE 

Asn Thr Lys He Ser Gin Glu Leu Cys Ala Val He Pro Ala Th^ 

-syO 295 

Trp Glu Ala Glu Val Gly Glu Leu Leu Glu Pro Gly Ser Trp l^'g 
Phe Gin 3li 



Val lie Pro Thr Leu Trp Glu Ala Glu Glu Gly Gly Ser Pro Glu 
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<210> 156 
<211> 617 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc^feature 

<223> incyte ID No: LG: 247792 . 18 . orf 2 : 2002 JAN18 
<400> 156 

ser Leu Lys Trp Gly Ser Gly Gly Arg Glu Thr Ala Ser Arg Gly 



10 



Ala Trp Lys Val Val Lys Pro Glu Ser Asn Asp Lys Glu Thr gIu 

25 -an 

Ala Ala Tyr Glu Ser Asp He Pro Glu Glu Leu Cys Gly His His 

Leu Pro Gin Gin Ser Leu Lys Ser Tyr Asn Asp Ser Pro Asp vtl 
DO 55 --^ 

He val Glu Ala Gin Phe Asp Gly Ser Asp Ser Glu Asp Gly hIs 

70 7c 
Gly He Thr Gin Asn Val Leu Val Asp Gly Val Lys Lys Leu Ser 

val cys val Ser Glu Lys Gly Arg Glu Asp Gly Asp Ala Pro vf J 

Thr Lys ASP Glu Thr Thr Cys He Ser lln Asp Thr Arg Ala ieu 
110 115 1 on 

ser Glu Lys Ser Leu Gin Arg Ser Ala Lys Val Val Tyr He Leu 

130 TIC 
Glu Lys Lys His Ser Arg Ala Ala Thr Gly Phe Leu Lys Leu £eu 

145 1 Rn 

Ala ASP Lys Asn Ser Glu Leu Phe Arg Lys Tyr Ala Leu Phe Ser 



Pro ser Asp His Arg Val Pro Arg He val Pro Leu Lys ^fp 



cys Pro Gin Asp Phe Val Ala Arg Pro Ss Asp Tyr Ala Asn IS 



185 



Leu Phe He Cys ^g He Val Asp Trp lys Glu Asp Cys Asn Phe 
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200 205 210 

Ala Leu Gly Gin Leu Ala Lys Ser Leu Gly Gin Ala Gly Glu lie 
215 220 225 

Glu Pro Glu Thr Glu Gly He Leu Thr Glu Tyr Gly Val Asp Phe 
230 235 240 

Ser Asp Phe Ser Ser Glu Val Leu Glu Cys Leu Pro Gin Gly Leu 
245 250 255 

Pro Trp Thr He Pro Pro Glu Glu Phe Ser Lys Arg Arg Asp Leu 
260 265 270 

Arg Lys Asp Cys He Phe Thr He Asp Pro Ser Thr Ala Arg Asp 
275 280 285 

Leu Asp Asp Ala Leu Ser Cys Lys Pro Leu Ala Asp Gly Asn Phe 
290 295 300 

Lys Val Gly Val His He Ala Asp Val Ser Tyr Phe Val Pro Glu 
305 310 315 

Gly Ser Asp Leu Asp Lys Val Ala Ala Glu Arg Ala Thr Ser Val 
320 325 330 

Tyr Leu Val Gin Lys Val Val Pro Met Leu Pro Arg Leu Leu Cys 
335 340 345 

Glu Glu Leu Cys Ser Leu Asn Pro Met Ser Asp Lys Leu Thr Phe 
350 355 360 

Ser Val He Trp Thr Leu Thr Pro Glu Gly Lys He Leu Asp Glu 
365 370 375 

Trp Phe Gly Arg Thr He He Arg Ser Cys Thr Lys Leu Ser Tyr 
380 385 390 

Glu His Ala Gin Ser Met He Glu Ser Pro Thr Glu Lys He Pro 
395 400 405 

Ala Lys Glu Leu Pro Pro He Ser Pro Glu His Ser Ser Glu Glu 
410 415 420 

Val His Gin Ala Val Leu Asn Leu His Gly He Ala Lys Gin Leu 
425 430 435 

Arg Gin Gin Arg Phe Val Asp Gly Ala Leu Arg Leu Asp Gin Leu 
440 445 450 

Lys Leu Ala Phe Thr Leu Asp "His Glu Thr Gly Leu Pro Gin Gly 
455 460 465 

Cys His He Tyr Glu Tyr Arg Glu Ser Asn Lys Leu Val Glu Glu 
470 475 480 

Phe Met Leu Leu Ala Asn Met Ala Val Ala His Lys He His Arg 
485 490 495 

Ala Phe Pro Glu Gin Ala Leu Leu Arg Arg His Pro Pro Pro Gin 
500 505 510 

Thr Arg Met Leu Ser Asp Leu Val Glu Phe Cys Asp Gin Met Gly 
515 520 525 

Leu Pro Val Asp Phe Ser Ser Ala Gly Ala Leu Asn Lys Ser Leu 
530 535 540 

Thr Gin Thr Phe Gly Asp Asp Lys Tyr Ser Leu Ala Arg Lys Glu 
545 550 555 

Val Leu Thr Asn Met Cys Ser Arg Pro Met Gin Met Ala Leu Tyr 
560 565 570 

Phe Cys Ser Gly Leu Leu Gin Asp Pro Ala Gin Phe Arg His Tyr 
575 580 585 

Ala Leu Asn Val Pro Ser Val His Thr Leu His Leu Ala His Pro 
590 595 600 

Pro Leu Cys Arg Arg Pro Gly Ala Pro Pro Pro Gly Cys Arg Val 
605 610 615 

Arg Leu 
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<211> 371 
<212> PRT 
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<220> 

<221> misc„f eature 

<223> Incyte ID No: LG: 253193 . 17 •orf 3 : 2002 JAN18 
<400> 157 



Tyr 


Leu Asn 


Leu 


Leu 


Val 


Thr Ser Trp 


Arg 


Met 


Asn 


ASp 


Ser 


Leu 


1 






5 






10 










15 


Val 


He Gin 


Gin 


Asn Asp 


Leu Val Phe 


Glu 


Phe 


Ala 


Ser 


Asn 


Val 








20 






25 










30 


Met 


Glu Asp 


Glu Arg Gin Leu Gly Asp 


Pro 


Ala 


He 


Pne 


Pro 


Ala 








35 






40 










45 


Val 


He Val 


Glu 


His 


Val 


Pro Gly Ala Asp 


He 


Leu 


Asn 


Ser 


Tyr 








50 






55 










60 


Ala Gly Leu Ala 


Cys 


Val 


Glu Glu Pro 


Asn Asp Met 


He 


Thr 


Glu 








65 






70 










75 


Ser 


Ser Leu 


Asp 


Val 


Ala 


Glu Glu Glu 


He 


He 


Asp 


Asp 


Asp 


Asp 






80 






85 










90 


Asp 


Asp He 


Thr 


Leu 


Thr 


Val Glu Ala 


Ser 


Cys 


His 


Asp 


Gly Asp 








95 






100 










105 


Glu 


Thr He 


Glu 


Thr 


He 


Glu Ala Ala 


Glu 


Ala 


Leu 


Leu 


Asn 


Met 








110 






115 










120 


Asp 


Ser Pro 


Gly 


Pro 


Met 


Leu Asp Glu 


Lys 


Arg 


He 


Asn 


Asn 


Asn 








125 






130 










135 


lie 


Phe Ser 


Ser 


Pro 


Glu 


Asp Asp Met 


Val 


Val 


Ala 


Pro 


Val 


Thr 








140 






145 










150 


His 


Val Ser 


Val 


Thr 


Leu 


Asp Gly He 


Pro 


Glu 


Val 


Met 


Glu 


Thr 








155 






160 










165 


Gin 


Gin Val 


Gin 


Glu 


Lys Tyr Ala Asp 


Ser 


Pro 


Gly Ala 


Ser 


Ser 








170 






175 










180 


Pro 


Glu Gin 


Pro 


Lys 


Arg Lys Lys Gly Arg 


Lys 


Thr 


Lys 


Pro 


Pro 








185 






190 










195 


Arg 


Pro Asp 


Ser 


Pro 


Ala 


Thr Thr Pro 


Asn 


He 


Ser 


Val 


Lys 


Lys 






200 






205 










210 


Lys Asn Lys Asp Gly Lys Gly Asn Thr He Tyr Leu Trp Glu 


Phe 








215 






220 










225 


Leu 


Leu Ala 


Leu 


Leu 


Gin Asp Lys Ala 


Thr 


Cys 


Pro 


Lys 


Tyr 


He 








230 






235 










240 


Lys 


Trp Thr 


Gin 


Arg 


Glu 


Lys Gly He 


Phe 


Lys 


Leu 


Val 


Asp 


Ser 








245 






250 










255 


Lys 


Ala Val 


Ser 


Arg 


Leu 


Trp Gly Lys 


His 


Lys 


Asn 


Lys 


Pro 


Asp 








260 






265 










270 


Met 


Asn Tyr 


Glu 


Thr 


Met 


Gly Arg Ala 


Leu 


Arg 


Tyr 


Tyr 


Tyr 


Gin 








275 






280 










285 


Arg Gly He 


Leu 


Ala 


Lys Val Glu Gly Gin Arg Leu Val 


Tyr 


Gin 








290 






295 










300 


Phe 


Lys Glu 


Met 


Pro 


Lys 


Asp Leu He Tyr 


He 


Asn 


Asp 


Glu 


Asp 








305 






310 










315 


Pro 


Ser Ser 


Ser 


He 


Glu 


Ser Ser Asp 


Pro 


Ser 


Leu 


Ser 


Ser 


Ser 








320 






325 










330 


Ala 


Thr Ser 


Asn 


Arg 


Asn 


Gin Thr Ser Arg 


Ser 


Arg 


Val 


Ser 


Ser 








335 






340 










345 


Ser Pro Gly Val 


Lys 


Gly Gly Ala Thr Thr Val Leu Lys 


Pro 


Gly 








350 






355 










360 


Asn 


Ser Lys 


Ser 


Cys 


Lys 


Ser Gin Arg Ser Cys 
















365 






370 













<210> 158 
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<223> Incyte ID No: LG: 257088 . 20 .orf 2 : 2002JAN18 
<400> 158 

Arg Leu Phe Val Leu He Ser Leu Glu Leu Lys Met Leu Tyr Phe 
15 10 15 

Ser Arg Ser His Phe Pro Arg Pro Cys Gly Gly Gin Val Ser Ala 
20 25 30 

Gly Ser Gly Leu Thr Leu Leu Leu Leu Leu Leu Pro Ala Leu Trp 
35 40 45 

Arg Gly Torp Leu Glu Gly Asp Gly Gin Gin Ala Val Pro Ala Arg 
50 55 60 

Gly Glu Pro Gin Gin Asp Cys Cys Val Lys Thr Glu Leu Leu Gly 
65 70 75 

Glu Glu Thr Pro Met Ala Ala Asp Glu Gly Ser Ala Glu Lys Gin 
80 85 90 

Ala Gly Glu Ala His Met Ala Ala Asp Gly Glu Thr Asn Gly Ser 
95 100 105 

Cys Glu Asn Ser Asp Ala Ser Ser His Ala Asn Ala Ala Lys His 
110 115 120 

Thr Gin Asp Ser Ala Arg Val Asn Pro Gin Asp Gly Thr Asn Thr 
125 130 135 

Leu Thr Arg lie Ala Glu Asn Gly Val Ser Glu Arg Asp Ser Glu 
140 145 150 

Ala Ala Lys Gin Asn His Val Thr Ala Asp Asp Phe Val Gin Thr 
155 160 165 

Ser Val He Gly Ser Asn Gly Tyr He Leu Asn Lys Pro Ala Leu 
170 175 180 

Gin Ala Gin Pro Leu Arg Thr Thr Ser Thr Leu Ala Ser Ser Leu 
185 190 195 

Pro Gly His Ala Ala Lys Thr Leu Pro Gly Gly Ala Gly Lys Gly 
200 205 210 

Arg Thr Pro Ser Ala Phe Pro Gin Thr Pro Ala Ala Pro Pro Ala 
215 220 225 

Thr Leu Gly Glu Gly Ser Ala Asp Thr Glu Asp Arg Lys Leu Pro 
230 '235 240 

Ala Pro Gly Ala Asp Val Lys Val His Arg Ala Arg Lys Thr Met 
245 250 255 

Pro Lys Ser Val Val Gly Leu His Ala Ala Ser Lys Asp Pro Arg 
260 265 270 

Glu Val Arg Glu Ala Arg Asp His Lys Glu Pro Lys Glu Glu He 
275 280 285 

Asn Lys Asn He Ser Asp Phe Gly Arg Gin Gin Leu Leu Pro Pro 
290 295 300 

Phe Pro Ser Leu His Gin Ser Leu Pro Gin Asn Gin Cys Tyr Met 
305 310 315 

Ala Thr Thr Lys Ser Gin Thr Ala Cys Leu Pro Phe Val Leu .Ala 
320 325 330 

Ala Ala Val Ser Arg Lys Lys Lys Arg Arg Met Gly Thr Tyr Ser 
335 340 345 

Leu Val Pro Lys Lys Lys Thr Lys Val Leu Lys Gin Arg Thr Val 
350 355 360 

He Glu Met Phe Lys Ser He Thr His Ser Thr Val Gly Ser Lys 
365 370 375 

Gly Glu Lys Asp Leu Gly Ala Ser Ser Leu His Val Asn Gly Glu 
380 385 390 

Ser Leu Glu Met Asp Ser Asp Glu Asp Asp Ser Glu Glu Leu Glu 
395 400 405 

Glu Asp Asp Gly His Gly Ala Glu Gin Ala Ala Ala Phe Pro Thr 
410 415 420 

Glu Asp Ser Arg Thr Ser Lys Glu Ser Met Ser Glu Ala Asp Arg 
425 430 435 

Ala Gin Lys Ser Ser Glu Ser Ser He Lys Lys Lys Phe Leu Lys 
440 445 450 
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Arg Lys Gly Lys Thr Asp 


Ser 


Pro 


Trp 


He 


Lys Pro Ala 


Arg 


Lys 




455 








460 






465 


Arg Arg Arg Arg Ser Arg 


Lys 


Lys 


Pro 


Ser Gly Ala Leu 


Gly 


Ser 


Glu Ser Tyr 


470 








475 




480 


Lys Ser Ser 


Ala 


Gly 


Ser 


Ala 


Glu Gin Thr 


Ala 


Pro 




485 








490 






495 


Gly Asp Ser Thr Gly Tyr 


Met 


Glu 


Val 


Ser 


Leu Asp Ser 


Leu 


Asp 




500 








505 






510 


Leu Arg Val 


Lys Gly He 


Leu 


Ser 


Ser 


Gin Ala Glu Gly 


Leu 


Ala 




515 








520 






525 


Asn Gly Pro Asp Val Leu 


Glu 


Thr 


Asp Gly Leu Gin Glu 


Val 


Pro 




530 








535 






540 


Leu Cys Ser 


Cys Arg Met 


Glu 


Thr 


Pro 


Lys 


Ser Arg Glu 


He 


Thr 




545 








550 






555 


Thr Leu Ala 


Asn Asn Gin 


Cys 


Met 


Ala 


Thr 


Glu Ser Val 


Asp 


His 




560 








565 




570 


Glu Gly Asn 


Phe Met Glu 


Cys 


Gin 


Pro 


Glu 


Ser Ser He 


Ser 


His 




575 








580 






585 


Arg Phe His 


Lys Asp Cys 


Ala 


Ser 


Arg Val 


Asn Asn Ala 


Ser 


Tyr 




590 








595 






600 


Cys Pro His 


Cys Gly Glu 


Glu 


Ser 


Ser 


Lys 


Ala Lys Glu 


Val 


Thr 


lie Ala Lys 


605 








610 




615 


Ala Asp Thr 


Thr 


Ser 


Thr 


Val 


Thr Pro Val 


Pro 


Gly 


Gin Glu Lys 


620 








625 






630 


Gly Ser Ala 


Leu 


Glu 


Gly Arg Ala Asp Thr 


Thr 


Thr 


Gly Ser Ala 


635 








640 






645 


Ala Gly Pro 


Pro 


Leu 


Ser 


Glu Asp Asp Lys 


Leu 


Gin 




650 




■ • 




655 






660 


Gly Ala Ala 


Ser His Val 


Pro 


Glu 


Gly Phe Asp Pro Thr 


Gly 


Pro 


Ala Gly Leu 


665 








670 




675 


Gly Arg Pro 


Thr 


Pro 


Gly Leu 


Ser Glh Gly 


Pro 


Gly 




680 








685 




690 


Lys Glu Thr 


Leu Glu Ser 


Ala 


Leu 


He 


Ala 


Leu Asp Ser 


Glu 


Lys 




695 








700 






705 


Pro Lys Lys 


Leu Arg Phe 


His 


Pro 


Lys 


Gin 


Leu Tyr Phe 


Ser 


Ala 




710 








715 




720 


Arg Gin Gly Glu Leu Gin 


Lys 


Val 


Leu 


Leu 


Met Leu Val 


Asp 


Gly 




725 








730 




735 


lie Asp Pro Asn Phe Lys 


Met 


Glu 


His 


Gin 


Asn Lys Arg 


Ser 


Pro 




740 








745 




750 


Leu His Ala 


Ala Ala Glu 


Ala Gly His 


Val 


Asp He Cys 


His 


Met 




755 








760 




765 


Leu Val Gin 


Ala Gly Ala 


Asn 


He 


Asp 


Thr 


Cys Ser Glu 


Asp 


Gin 




770 








775 




780 


Arg Thr Pro 


Leu Met Glu 


Ala 


Ala 


Glu 


Asn 


Asn His Leu 


Glu 


Ala 


Val Lys Tyr 


785 








790 






795 


Leu He Lys 


Ala 


Gly Ala Leu Val Asp Pro 


Lys 


Asp 




800 








805 




810 


Ala Glu Gly Ser Thr Cys 


Leu 


His 


Leu 


Ala 


Ala Lys Lys 


Gly His 




815 








820 






825 


Tyr Glu Val 


Val Gin Tyr 


Leu 


Leu 


Ser 


Asn 


Gly Gin Met 


Asp 


Val 




830 








835 




840 


Asn Cys Gin 


Asp Asp Gly 


Glu 


Leu 


Asp 


Thr 


His Asp Leu 


Gly His 




845 








850 






855 


Arg Val Gin Ala Arg Gly 


Pro 


Arg 


Glu 


Ala 


Ala Ala Val 


Gin 


Gly 




860 








865 






870 



Leu 



<210> 159 
<211> 157 
<212> PRT 
<213> Homo sapiens 



163/218 



BNSDOCfD: <WO 03062379A2_I. > 



wo 03/062379 



PCT/IIS03/01363 



<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 265552 . 1 . orf 2 : 2002 JANIS 
<400> 159 



Th.3r 


lie 


Ala 


Tyr 


Leu 


Leu He Lys Ser 


Lys 


Cys 


Leu 


Ser 


Leu 


Ala 


± 






c 




10 










15 


Val 


Pro 


Pro 


Leu 


Leu 


Ser Gly Asn Asp 


Phe 
25 


Gin 


Thr 


Val 


Glu 


30 


Gly 


Ser 


Asn 


Val 


Lys 


Leu Val Cys Asn 


Val 


Lys 


Ala 


Asn 


XT J_ KJ 














40 










45 


Ala 


Gin 


Met 


Met 


Trp 


Tyr Lys Asn Ser 


Ser 


Leu 


Leu Asp 


Leu 












50 




55 










60 


Lys 


Ser 


Arg His 




He Gin Gin Thr 


Ser 


Glu 


Ser 


Phe 


Gin 










65 




70 










75 


Ser 


He 


Thr 


Lys 


vax 


Glu Lys Pro Asp Asn Gly 


Thr 


Tyr 


Ser 


v*jr o 








80 




85 










90 


lie 


Ala 


Lys 


Ser 


Ser 


Leu Lys Thr Glu 


Ser 


Leu 


Asp 


Phe 


His 


Leu 








95 




100 










105 


lie 


Val 


Lys 


Asp 


Lys 


Thr Val Gly Val 


Pro 


He 


Glu 


Pro 


He 


He 








110 




115 










120 


Ala 


Ala 


Cys 


Val 


Val 


He Phe Leu Thr 


Leu 


Cys 


Phe 


Gly Leu 


He 








125 




130 










135 


Ala 


Arg 


Arg 


Lys 


Lys 
140 


He Met Lys Leu 


Cys 
145 


Met 


Lys 


Asp 


Lys 


Asp 
150 


Pro 


His 


Ser 


Glu 


Thr 
155 


Ala Leu 















<210> 160 
<211> 280 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 275355 . 12 .orfl : 2002 JAN18 
<400> 160 



Lys Tyr 


Glu Phe Asp Asp 


Tyr 


Glu Arg 


Phe 


He 


Lys 


Tyr Leu Gly 


1 


5 








10 










15 


Gly Leu 


Asn Phe Met Thr 


Thr 


Leu 


Thr 


Thr 


His 


Lys 


His 


Leu 


Pro 


20 








25 










30 


His Arg 


Arg Val Ser Pro 


Asp 


Leu 


Leu 


He 


Leu 


Pro 


Cys 


Thr 


Phe 


35 








40 










45 


Ala Ser 


Val Gly He Met 


Trp 


He 


Asp 


Ser 


Val 


Phe 


Phe 


Arg 


Leu 




50 








55 










60 


Val Asp 


Ala Leu Lys Leu 


Gin Asp 


Gin 


Leu 


Lys 


Ala 


Pro 


Val 


Lys 


65 








70 










75 


Thr Leu 


Ser Glu Gly He 


Lys 


Arg 


Lys 


Leu 


Cys 


Phe 


Val 


Leu 


Ser 




80 








85 










90 


He Leu 


Gly Asn Pro Ser 


Val 


Val 


Leu 


Leu 


Asp 


Glu 


Pro 


Ser 


Thr 




95 








100 










105 


Gly Met 


Asp Pro Glu Gly 


Gin 


Gin 


Gin 


Met 


Trp 


Gin 


Val 


He 


Arg 


110 








115 










120 


Ala Thr 


Phe Arg Asn Thr 


Glu Arg Gly 


Ala 


Leu 


Leu 


Thr 


Thr 


His 




125 








130 










135 


Tyr Met 


Ala Glu Ala Glu 


Ala 


Val 


Cys 


Asp 


Arg 


Val 


Ala 


He 


Met 


140 








145 










150 


Val Ser 


Gly Arg Leu Arg 


Cys 


He 


Gly 


Ser 


He 


Gin 


His 


Leu 


Lys 




155 








160 










165 


Ser Lys 


Phe Gly Lys Asp 


Tyr 


Leu 


Leu 


Glu 


Met 


Lys 


Leu 


Lys 


Asn 


170 








175 










180 


Leu Ala 


Gin Met Glu Pro 


Leu 


His 


Ala 


Glu 


He 


Leu 


Arg Leu 


Phe 
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185 








190 










195 


XT a. \J 






A±SL 


(jXn 
200 


Gin Glu 


Arg 


Phe 


Ser 
205 


Ser 


Leu 


Met 


Val 


Tyr 

210 




Leu 


Pro 


vax 


Glu 
215 


Asp Val 


Arg 


Pro 


Leu 
220 


Ser 


Gin 


Ala 


Phe 


Phe 
225 


Lys 


Leu 


Glu 


lie 


Val 


Lys Gin 


Ser 


Phe 


Asp 


Leu 


Glu 


Glu 


Tyr 


Ser 










230 








235 








240 


Leu 


Ser 


Gin 


Ser 


Thr 


Leu Glu 


Gin 


Val 


Phe 


Leu 


Glu 


Leu 


Ser 


Lys 


Glu 








245 








250 










255 


Gin 


Glu 


Leu 


Gly Asp Leu 


Glu 


Glu Asp 


Phe 


Asp 


Pro 


Ser 


Val 










260 








265 










270 


Lys 


Trp 


Lys 


Leu 


Leu 
275 


Leu Gin 


Glu 


Glu 


Pro 
280 













<210> 161 
<211> 149 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc.f eature 

<223> Incyte ID No: LG: 280014 . 1 . orfl : 2002JAN18 



<400> 161 



Met 


Trp 


He 


Val Asp 


Ser 


Asn 


He 


He Thr 


Ala 


He Val Gin 


Leu 


1 


Gly 




5 








10 






15 


His 


Leu 


Trp Met 


Asp 


Cys 


Thr 


Trp Tyr 


Ser 


Thr Gly Met 


Phe 








20 








25 




30 


Ser 


Cys 


Ala 


Leu Lys 


His 


Ser 


He 


Leu Ser 


Leu 


Pro He His 


Val 


Gin 






35 








40 






45 


Ala 


Ala 


Arg Ala 


Thr 


Met 


Val 


Leu Ala 


Cys 


Val Leu Ser 


Ala 








50 








55 






60 


Leu 


Gly 


He 


Cys Thr 


Ser 


Thr 


Val 


Gly Met 


Lys 


Cys Thr Arg 


Leu 


Gly 






65 








70 




75 


Gly 


Asp 


Arg Glu 


Thr 


Lys 


Ser 


His Ala 


Ser 


Phe Ala Gly Gly 


Val 






80 








85 






90 


Cys 


Phe 


Met Ser 


Ala 


Gly 


He 


Ser Ser 


Leu 


He Ser Thr 


Val 








95 








100 






105 


Trp 


Tyr 


Thr 


Lys Glu 


He 


He 


Ala 


Asn Phe 


Leu 


Asp Leu Thr 


Val 








110 








115 




120 


Pro 


Glu 


Ser 


Asn Lys 


His 


Glu 


Pro Gly Gly 


Ala 


He Tyr He 


Gly 


Phe 






125 








130 




135 


lie 


Ser 


Ala Met 


Leu 


Leu 


Phe 


He Ser 


Gly 


Met He Phe 








140 








145 







<210> 162 
<211> 281 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 299937 .3 , orf 3 : 2002JAN18 
<400> 162 

Phe Gly Gly Arg Pro Ala Gly Ala Ser Pro Leu Leu Ser Ser Lys 
15 10 15 

Leu Thr Tyr Leu His Leu Pro Ala Gly He Lys Met Ala Gly Tyr 

20 25 30 

Ala Thr Thr Pro Ser Pro Met Gin Thr Leu Gin Glu Glu Ala Val 

35 40 45 

Cys Ala He Cys Leu Asp Tyr Phe Lys Asp Pro Val Ser He Ser 

50 55 60 
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Cys 


Gly His 


Asn 


Phe 


Cys 


Arg 


Gly Cys 


Val Thr 


Gin 


Leu Trp 


Ser 








65 










70 






75 


Lys 


Glu 


Asp 


Glu 


Glu 


Asp 


Gin 


Asn 


Glu 


Glu Glu 


Asp 


Glu Trp 


Glu 






80 










85 






90 


Glu 


Glu 


Glu 


Asp 


Glu Glu Ala Val Gly Ala Met Asp Gly Trp Asp 








95 










100 






105 


Gly 


Ser 


He 


Arg 


Glu 


Val 


Leu 


Tyr 


Arg 


Gly Asn 


Ala 


Asp Glu 


Glu 








110 










115 






120 


Leu 


Phe 


Gin Asp 


Gin 


Asp 


Asp 


Asp 


Glu 


Leu Trp 


Leu Gly Asp 


Ser 










125 










130 






135 


Gly 


He 


Thr 


Asn Trp 


Asp 


Asn 


Val 


Asp 


Tyr Met 


Trp Asp Glu 


Glu 








140 










145 






150 


Glu 


Glu 


Glu 


Glu 


Glu 


Asp 


Gin 


Asp 


Tyr 


Tyr Leu Gly Gly Leu Arg 










155 










160 






165 


Pro 


Asp 


Leu 


Arg 


He 


Asp 


Val 


Tyr 


Arg 


Glu Glu 


Glu 


He Leu 


Glu 








170 










175 






180 


Ala 


Tyr 


Asp 


Glu 


Asp 


Glu 


Asp 


Glu 


Glu 


Leu Tyr 


Pro 


Asp He 


His 






185 










190 






195 


Pro 


Pro 


Pro 


Ser 


Leu 


Pro 


Leu 


Pro 


Gly Gin Phe 


Thr 


Cys Pro 


Gin 








200 










205 






210 


Cys 


Arg 


Lys 


Ser 


Phe 


Thr 


Arg Arg 


Ser 


Phe Arg 


Pro 


Asn Leu 


Gin 




215 










220 






225 


lieu 


Ala 


Asn 


Met 


Val 


Gin 


He 


He 


Arg 


Gin Met 


Cys 


Pro Thr 


Pro 










230 










235 






240 


Tyr Arg Gly Asn Arg 


Ser 


Asn 


Asp 


Gin 


Gly Met 


Cys 


Phe Lys 


His 










245 










250 






255 


Gin 


Glu 


Ala 


Leu 


Lys 


Leu 


Phe 


Cys 


Glu 


Val Asp 


Lys 


Glu Ala 


He 










260 










265 






270 


Cys 


Val 


Val 


Cys 


Arg 


Glu 


Ser 


Arg 


Ser 


His Lys 














275 










280 









<210> 163 
<211> 703 
<212> PRT 

<213> Homo sapiens 



<220> 

^221> misc_f eature 

<223> Incyte ID No: LG: 311197 .3 .orf 3 : 2002JAN18 

<400> 163 

Gly Arg Ser Ser Pro Arg Ala Arg Leu Arg Gly Trp Thr Leu Arg 
15 10 15 

Ala Pro Gly Lys Glu Thr Pro Ala Phe Ala Thr Met Leu Ser Ser 
20 25 30 

Thr Asp Phe Thr Phe Ala Ser Trp Glu Leu Val Val Arg Val Asp 
35 40 45 

His Pro Asn Glu Glu Gin Gin Lys Asp Val Thr Leu Arg Val Ser 
50 55 60 

Gly Asp Leu His Val Gly Gly Val Met Leu Lys Leu Val Glu Gin 
65 70 75 

He Asn He Ser Gin Asp Trp Ser Asp Phe Ala Leu Trp Trp Glu 
80 85 90 

Gin Lys His Cys Trp Leu Leu Lys Thr His Trp Thr Leu Asp Lys 
95 100 105 

Tyr Gly Val Gin Ala Asp Ala Lys Leu Leu Phe Thr Pro Gin His 
110 115 120 

Lys Met Leu Arg Leu Arg Leu Pro Asn Leu Lys Met Val Arg Leu 
125 130 135 

Arg Val Ser Phe Ser Ala Val Val Phe Lys Ala Val Ser Asp He 
140 145 150 

Cys Lys He Leu Asn He Arg Arg Ser Glu Glu Leu Ser Leu Leu 
155 160 165 
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Lys Pro Ser Gly Asp Tyr Phe Lys Lys Lys Lys Lys Lys Asp Lys 
170 175 180 

Asn Asn Lys Glu Pro lie He Glu Asp He Leu Asn Leu Glu Ser 
185 190 195 

Ser Pro Thr Ala Ser Gly Ser Ser Val Ser Pro Gly Leu Tyr Ser 
200 205 210 

Lys Thr Met Thr Pro He Tyr Asp Pro He Asn Gly Thr Pro Ala 
215 220 225 

Ser Ser Thr Met Thr Trp Phe Ser Asp Ser Pro Leu Thr Glu Gin 
230 235 240 

Asn Cys Ser He Leu Ala Phe Ser Gin Pro Pro Gin Ser Pro Glu 
245 250 255 

Ala Leu Ala Asp Met Tyr Gin Pro Arg Ser Leu Val Asp Lys Ala 
260 265 270 

Lys Leu Asn Ala Gly Trp Leu Asp Ser Ser Arg Ser Leu Met Glu 
275 280 285 

Gin Gly He Gin Glu Asp Glu Gin Leu Leu Leu Arg Phe Lys Tyr 
290 295 300 

Tyr Ser Phe Phe Asp Leu Asn Pro Lys Tyr Asp Ala Val Arg He 
305 310 315 

Asn Gin Leu Tyr Glu Gin Ala Arg Trp Ala He Leu Leu Glu Glu 
320 325 330 

He Asp Cys Thr Glu Glu Glu Met Leu He Phe Ala Ala Leu Gin 
. 335 340 345 

Tyr His He Ser Lys Leu Ser Leu Ser Ala Glu Thr Gin Asp Phe 
350 355 260 

Ala Gly Glu Ser Glu Val Asp Glu He Glu Ala Ala Leu Ser Asn 
365 370 375 

Leu Glu Val Thr Leu Glu Gly Gly Lys Ala Asp Ser Leu Leu Glu 
380 385 390 

Asp He Thr Asp He Pro Lys Leu Ala Asp Asn Leu Lys Leu Phe 
395 400 405 

Arg Pro Lys Lys Leu Leu Pro Lys Ala Phe Lys Gin Tyr Trp Phe 
410 415 420 

He Phe Lys Asp Thr Ser He Ala Tyr Phe Lys Asn Lys Glu Leu 
425 430 435 

Glu Gin Gly Glu Pro Leu Glu Lys Leu Asn Leu Arg Gly Cys Glu 
440 445 45Q 

Val Val Pro Asp Val Asn Val Ala Gly Arg Lys Phe Gly He Lys 
455 460 465 

Leu Leu He Pro Val Ala Asp Gly Met Asn Glu Met Tyr Leu Arg 
. 470 475 48Q 

Cys Asp His Glu Asn Gin Tyr Ala Gin Trp Met Ala Ala Cys Met 
485 490 495 

Leu Ala Ser Lys Gly Lys Thr Met Ala Asp Ser Ser Tyr Gin Pro 
500 505 510 

Glu Val Leu Asn He Leu Ser Phe Leu Arg Met Lys Asn Arg Asn 
515 520 525 

Ser Ala Ser Gin Val Ala Ser Ser Leu Glu Asn Met Asp Met Asn 
530 535 540 

Pro Glu Cys Phe Val Ser Pro Arg Cys Ala Lys Arg His Lys Ser 
545 550 555 

Lys Gin Leu Ala Ala Arg He Leu Glu Ala His Gin Asn Val Ala 
560 565 570 

Gin Met Pro Leu Val Glu Ala Lys Leu Arg Phe He Gin Ala Trp 
575 580 585 

Gin Ser Leu Pro Glu Phe Gly Leu Thr Tyr Tyr Leu Val Arg Phe 
o 595 600 

Lys Gly Ser Lys Lys Asp Asp He Leu Gly Val Ser Tyr Asn Arg 
605 610 • 615 

Leu He Lys He Asp Ala Taa Thr Gly He Pro Val Thr Thr Trp 
620 625 630 

Arg Phe Tlir Asn He Lys Gin Trp Asn Val Asn Trp Glu Thr Arg 
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635 










b4o 


Gin Val Val 


IJ.e \a±\l 


irlie ASp 




Asxi 


VelX Jrlie Xnr aXo. JrXl6 


Thr 




c c n 

box) 








^ C 
ODD 


DO u 


Cys Leu Ser 


Ala' Asp 


Cys Lys 


lie 


Val 


His Glu Tyr He Gly 


Gly 


665 








670 


675 


Tyr lie Phe 


Leu Ser 


Thr Arg 


Ser 


Lys 


Asp Gin Asn Glu Thr 


Leu 


680 








685 


690 


Asp Glu Asp 


Leu Phe 


His Lys 


Leu 


Thr 


Gly Gly Gin Asp 




695 








700 





<210> 164 
<211> 128 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 321069. 2 .orfl : 2002 JAN18 
<400> 164 



Gly 


Thr 


His 


Pro 


Ser 


Thr 


Val 


Leu Leu 


Ser 


Pro 


Leu 


Ala 


Gly Val 


1 








5 








10 








15 


Glu 


Leu 


Pro 


Val 


Tyr 
20 


Asp 


He 


Thr Lys 


Lys 
25 


His 


Leu 


He 


Leu Ser 
30 


Gly 


Leu 


Met 


Gly 


Asp 


Thr 


Val 


Tyr Thr 


His 


Phe 


Leu 


Ser 


Ser Phe 








35 








40 








45 


Thr 


Cys 


Gly Leu 


Ala 


Gly Ala 


Leu Ala 


Ser 


Asn 


Pro 


Val 


Asp Val 








50 








55 








60 


Val 


Arg 


Thr 


Arg 


Met 


Met 


Asn 


Gin Arg 


Val 


Leu 


Arg Asp 


Gly Arg 










65 








70 








75 


Cys 


Ser 


Gly 


Tyr 


Thr 


Gly 


Thr 


Leu Asp 


Cys 


Leu 


Leu 


Gin 


Thr Trp 








80 








85 








90 


Lys 


Asn 


Glu 


Gly 


Phe 


Phe 


Ala 


Leu Tyr 


Lys 


Gly 


Phe 


Trp 


Pro Asn 








95 








100 








105 


Trp 


Leu 


Arg 


Leu 


Gly 


Pro 


Trp 


Asn He 


He 


Phe 


Phe 


Val 


Thr Tyr 








110 








115 








120 


Glu 


Gin 


Leu 


Lys 


Lys 


Leu 


Asp 


Leu 













125 

<210> 165 

<211> 1250 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: L6:330900. 8 ,orf 2 :2002JAN18 

<400> 165 



Val 


Asp 


Glu 


His 


Leu 


His 


Glu Asp Asn 


Gly 


Glu 


Val 


Glu 


Val 


Arg 


1 






5 






10 










15 


Arg 


Ser 


Cys 


Arg 


He 


Arg 


Ser Arg Tyr 


Ser 


Gly Val 


Asn 


Gin 


Ser 










20 






25 










30 


Met 


Leu 


Phe Asp Lys 


Leu 


He Thr Asn 


Thr 


Ala 


Glu 


Ala 


Val 


Leu 










35 






40 










45 


Gin 


Lys 


Met 


Asp 


Asp 


Met 


Lys Lys Met 


Arg 


Arg 


Gin 


Arg Met 


Arg 










50 






55 










60 


Glu 


Leu 


Glu 


Asp 


Leu 


Gly 


Val Phe Asn 


Glu 


Thr 


Glu 


Glu 


Ser 


Asn 








65 






70 










75 


Leu 


Asn 


Met 


Tyr 


Thr 


Arg 


Gly Lys Gin 


Lys 


Asp 


He 


Gin 


Arg 


Thr 










80 






85 










90 


Asp 


Glu 


Glu 


Thr 


Thr 


Asp 


Asn Gin Glu 


Gly 


Ser 


Val 


Glu 


Ser 


Ser 








95 






100 










105 
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Glu Gly Glu 


Asp 


L^xn 


LaXU 


X1J.O ijXU. ASp 


Asp 




vjJ-lJ. Atop ^J.LL 








IIU 






XXO 






ion 

XiC U 


ASp 


Asp 


Glu Asp 


TV 

ASp 


TV 

ASp 


Asp 


Asp Asp Asp 


Asp 


Asp 


TV j-s v> TV n-**^ TV giT^ 

ASp ASp ASp 








IOC 






130 






X 


Asp 


Asp 


Glu Asp 


ASp 


GXU 


Asp 


Glu Glu Asp 


Gly 


ti 

IsXU 


i^xu \jxu Asn 








14U 






145 








Gxn 


Lys 


Arg Tyr 


Tyr 


Leu 


Arg 


Gin Arg Lys 


Ala 


mr 


vax i.yr J.yr 








ICC 

iDD 






160 






XoD 


Gin 


Ala 


Pro Leu 


GXU 


Lys 


Pro Arg His Gin Arg 


Lys 


irro Asn xj.e 








170 






175 






Xo U 


Pne 


Tyr 


Ser Gly 


Pro 


AX a 


Ser 


Pro Ala Arg 


Pro 


Arg 


lyr Arg x>eu 








185 






190 






1 Q EC 

X^O 


Ser 


Ser 


Ala Gly 


Pro 


2^g 


Ser 


Pro Tyr Cys 


Lys 


Arg 


iMec Asn Arg 








200 






205 






Ol A 

zxu 


Arg 


Arg 


His Ala 


He 


His 


Ser 


Ser Asp Ser 


Thr 


Ser 


Ser Ser Ser 








215 






220 






o o c 


Ser 


Glu 


Asp Glu 


Gin 


His 


Phe 


Glu Arg Arg 


Arg 


Lys 


Arg Ser Arg 








230 






235 






240 


Asn 


Arg 


Ala He 


Asn Arg 


Cys 


Leu Pro Leu 


Asn 


Phe 


Arg Lys Asp 








245 






250 






o c c 

255 


Glu 


Leu 


Lys Gly 


He 


Tyr 


Lys 


Asp Arg Met 


Lys 


xXe 


Gly Ala Ser 








260 






265 






0*7 A 
Z /U 


Leu Ala Asp Val 


Asp 


Pro 


Met 


Gin Leu Asp 


Ser 


g* jr-iL-u- 

Ser 


T 7«a 1 TV '^j-r T3V« A 

vax Arg Jrne 








275 






280 






o o c 


Asp 


Ser 


Val Gly Gly Leu 


Ser 


Asn His He 


Ala 


TV T -a 

Axa 


Leu Lys Glu 






290 






295 






AA 

OUKJ 


Met 


Val 


Val Phe 


Pro 


Leu 


Leu 


Tyr Pro Glu 


Val 


Fne 


(^xu Xiys irne 








305 






310 






3lD 


Lys 


He 


Gin Pro 


Pro 


Arg 


Gly Cys Leu Phe 


Tyr 


VffXy 


Irro jfro v^xy 








320 






325 






*5 A 


Thr 


Gly Lys Thr 


Leu 


Val 


Ala 


Arg Ala Leu 


Ala 


Asn 


vjXu uys oer 








335 






340 






"i A 


Gin 


Gly Asp Lys 


Arg 


Val 


Ala 


Phe Phe Met 


Arg 


Lys 


Gly Ala Asp 








350 






355 






"yen 


Cys 


Leu 


Ser Lys 


Trp 


Val 


Gly Glu Ser Glu 


Arg 


Gxn 


Leu Arg Leu 








365 






370 






O T C 

375 


Leu 


Phe Asp Gin Ala Tyr Gin Met Arg Pro 


Ser 


He 


He Phe Phe 








380 






385 






390 


Asp 


Glu 


He Asp Gly Leu Ala 


Pro Val Arg 


Ser 


Ser 


Arg Gin Asp 








395 






400 






405 


Gin 


He 


His Ser 


Ser 


He 


Val 


Ser Thr Leu 


Leu 


Ala 


Leu Met Asp 








410 






415 






420 


Gly Leu Asp Ser Arg Gly Glu He Val Val 


He 


Gly Ala Thr Asn 








425 






430 






435 


Arg 


Leu Asp Ser 


He Asp 


Pro 


Ala Leu Arg Arg 


Pro 


Gly Arg Phe 








440 






445 






450 


Asp 


Arg 


Glu Phe 


Leu 


Phe 


Ser 


Leu Pro Asp 


Lys 


Glu 


Ala Arg Lys 








455 






460 






465 


Glu 


He 


Leu Lys 


He 


His 


Thr 


Arg Asp Trp 


Asn 


Pro 


Lys Pro Leu 








470 






475 






480 


Asp 


Thr 


Phe Leu 


Glu 


Glu 


Leu 


Ala Glu Asn 


Cys 


Val 


Gly Tyr Cys 








485 






490 






495 


Gly Ala Asp He 


Lys 


Ser 


He 


Cys Ala Glu 


Ala 


Ala 


Leu Cys Ala 








500 






505 






510 


Leu 


Arg Arg Arg 


Tyr 


Pro 


Gin 


He Tyr Thr 


Thr 


Ser 


Glu Lys Leu 








515 






520 






525 


Gin 


Leu Asp Leu 


Ser 


Ser 


He 


Asn He Ser 


Ala 


Lys 


Asp Phe Glu 








530 






535 






540 


Val 


Ala 


Met Gin 


Lys 


Met 


He 


Pro Ala Ser 


Gin 


Arg 


Ala Val Thr 








545 






550 






555 


Ser 


Pro 


Gly Gin Ala 


Leu 


Ser 


Thr Val Val 


Lys 


Pro 


Leu Leu Gin 








560 






565 






570 


Asn 


Thr 


Val Asp 


Lys 


He 


Leu 


Glu Ala Leu 


Gin Arg Val Phe Pro 
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580 



585 



His Ala Glu Ptxe Lg Thr Asn Lys Thr Leu Asp Ser Asp He Ser 
Cys pro I.eu Leu Glu Ser Asp Leu Ala Tyr Ser Asp Asp Asp Val 
pro ser Val Tyr Su Asn Gly Leu Ser Gin Lys Ser Ser His Lys 
Ala Lys Asp Asn III Asn Phe Leu His Leu Asn Arg Asn Ala Cys 
Tyr Gin Pro Met Ter Phe Arg Pro Arg lie Leu He Val Gly Glu 
Pro Gly Phe Gly SI Gly Ser His Leu Pro Ala Val He His 

^la Leu Glu Lys Ihe ^ Val Tyr Thr Leu Asp He Pro Val Leu 
Pl.e Gly val Ser 5hr Thr Ser Pro Glu Glu Thr Cys Ala Gin Val 
Xle Arg Glu Ala Lys Arg Thr Ala Pro Ser He Val 1^ Val Pro 
His He His val Trp Glu He Val Gly Pro Thr Leu Lys Ala 

Thr Phe Thr Thr III Leu Gin Asn He Pro Ser Phe Ala Pro Val 
I^eu Leu Leu Ala ItS: Ser Asp Lys Pro His Ser Ala Leu Pro Glu 
Glu val Gin Glu Leu Phe He Arg Asp Tyr Gly Glu He Phe Asn 
val Gin Leu Pro IIp Lys Glu Glu Arg Thr Lys Phe Phe Glu Asp 
^eu He Leu Lys III Ala Ala Lys Pro Pro He Ser Lys Lys Lys 
^la val Leu Gin fla Leu Glu Val Leu Pro Val Ala Pro Pro Pro 
Glu pro Arg Ser III Thr Ala Glu Glu Val Lys Arg Leu Glu Glu 
Gin Glu Glu ASP 11^ Phe Arg Glu Leu Arg He Phe Leu Arg Asn 
val Thr His Arg L^u Ala He Asp Lys Arg Phe Arg Val Phe Thr 
X,ys pro val ASP Iro Asp Glu Val Pro Asp Tyr Val 'T^ Val lie 
I.ys Gin pro Met Tsp Leu Ser Ser Val lie Ser Lys He Asp Leu 
His Lys Tyr Leu tS Val Lys Asp Tyr Leu Arg Asp He Asp Leu 
lie cys ser Asn ill Leu Glu Tyr Asn Pro Asp Arg Asp Pro Gly 
ASP Arg Leu He IJg His Arg Ala Cys Ala Leu Arg Asp Thr Ala 
Tyr Ala He He Lys Glu Glu Leu Asp Glu Asp Phe Glu Gin Leu 
cys Glu Glu Xle Gin Glu Ser Arg Lys Lys Arg Gly Cys Ser ^er 

Ser Tyr Tyr His 
A^p Lys Arg Ser 
Ser Thr Pro Val 
Tin Leu Lys Arg^L^s He Arg Lys Lys'jer Asn Trp Tyr Leu^Gly 
Thr He Lys Lys'21 Arg Lys He Ser Gin Ala Lys Asp Asp^Ser 



ser Lys Tyr Ala Iro Ser ryr Tyr His Val Met Pro Lys Gin Asn 
ser Thr Leu Val lly Asp Lys Arg Ser Asp Pro Glu Gin Asn^Glu 
^ys Leu Lys Thr So Ser Thr Pro Val Ala Cys Ser Thr Pro^Ala 



1025 

Arg Lys He Se: 
1040 1045 
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Gin Asn Aia Ile_^Asp His Lys He Glu Ser Asp Thr Glu Glu Thr 
Gin ASP Thr ser val Asp His Asn Gln^Z Gly Asn Thr Gly^G^u 

1075 1 noA 

ser ser Val Glu Glu Asn Glu Lys Gin Gin Asn Ala Ser Glu Ser 

1090 1 not; 

Lys Leu Glu Leu Arg Asn Asn Ser Asn Thr Cys Asn He Glu Asn 

1105 1 -I n n 

Glu Leu Glu ASP Ser Arg Lys Thr Thr Ala Cys Thr Glu Leu 

•'•■'■^ 1120 119? 

Asp Lys He Ala Cys Asn Gly Asp Ala Ser Ser Ser Gin He lie 
^ 1135 -M An 

His He ser Asp Glu Asn Glu Gly Lys Glu Met Cys Val Leu Arg 

1145 1150 n 

Met Thr Arg Ala Arg Arg Ser Gin Val Glu Gin Gin Gin Leu He 

Thr val Glu Lys Ala Leu Ala He Leu Ser Gin Pro Thr Pro'sir 

T ,r ■, , "-'^ 1180 llfiir 

Leu val Val Asp His Glu Arg Leu Lys Asn Leu Leu Lys Thr Val 

1195 1 onn 

val Lys Lys Ser Gin Asn Tyr Asn He Phe Gin Leu Glu Asn LeS 

Tyr Ala Val He Ser Gin Cys He Tyr Arg His Arg Lys Asp^His 

1225 1 oon 

Asp Lys Thr Ser^Leu He Gin Lys Met Glu Gin Glu Val Glu Asn 

Phe Ser Cys Ser Arg ^245 
1250 

<210> 166 
<211> 705 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc__f eature 

<223> Incyte ID No: LG: 330931 . 9 .orfl :2002JAN18 
<400> 166 



Pro He Cys Gly Leu Val He Lys Arg Lys Ser Tyr Trp Lys Arg 

Thr Gly Leu Lys Ser His Gin Cys Pro ] 
Cys Pro Phe Arg C^s Ala Arg Lys Asp Asn Leu Lys Ser His mt 



His Met val He His Thr Gly Leu Lys Ser His Gin Cys Pro Leu 
20 25 
Ala Arg Lys Asp 2 

40 AC 

Lys val His Gin His Gin Asp Arg Gly Glu Thr Phe Gin Cys Gin 

55 

Leu Cys Pro Phe Thr Ser Ser Arg His Phe Ser Leu Lys Leu H^s 
Met Arg Cys His Gin His Phe Leu Arg Tto Glu Ala Lys Val lJs 
Glu Glu He Pro Asp Pro Asp Val Lys Gly Ser Pro His Leu Ser 



100 



ASP ser Ala Cys Leu Gly Gin Gin Arg Glu Gly Gly Gly Thr III 



115 



Leu val Gly Thr Met Met Thr Ser Asn Thr Pro Glu Arg Thr llr 



Gin Gly Gly Ala Gly Val Ser Pro Leu 11^ val Lys Glu Glu Pro 

145 1 en 

Lys Glu ASP Asn Gly Leu Pro Thr Ser Phe Thr Leu Asn Ala HI 

-^^^ 160 ICC 

ASP Arg Pro Ala Asn His Thr Lys Leu Lys Asp Pro Ser Glu 

^75 
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Val Ala Asn Ser 


Ala 




Ala Ti^Tj 


Phe 


Ser C^ln Asd 


He 


Ser 


Val 




185 








190 






195 


Lys Met Ala Ser Asp 




Tfeu Met 


Lys 


Leu Ser Ala 


Ala 


Asn 


Gin 




o rv n 








205 






210 


Lys Glu Pro Met 


Asn 


Leu 


Asn Phe 


Lys 


Val Lvs Glu 


Glu 


Pro 


Lys 










220 






225 


Glu Gly Glu Ser 


Leu 


Ser 


Thr Thr 


Leu 


Pto Arcr Ser 


Ser 


Tvr 


Val 


OTA 








235 






240 


Phe Ser Pro Glu 


Ser 


Glu 


Val Ser 


Ala 


Pro Glv Val 


Ser 


Glu 


Asp 




245 . 








^ -J \j 






255 


Ala Leu Lys Pro 


Gin 


Glu Gly Lys 


v3 J- 


Va.1 Leu 


Ara 


Arcr 


Asp 


260 














270 


Val Ser Val Lys 


Ala 


Ala 


Ser Glu 


Leu 


Tieu Met Lvs 


Leu 


Ser 


Ala 


275 








^ 0 \j 






285 


Glu Ser Tyr Lys 


Glu 


Thr 


Gin Met 


Val 


Lys He Lys 


Glu 


Glu 


Pro 


290 








295 






300 


Met Glu Val Asp 


lie 


Gin 


Asp Ser 


His 


Val Ser He 


Ser 


Pro 


Ser 


305 








310 






315 


Arg Asn Val Gly Tyr 


Ser 


Thr Leu 


He 


Gly Arg Glu 


Lys 


Thr 


Glu 




320 








325 






330 


Pro Leu Gin Lys 


Met 


Pro 


Glu Gly Arg Val Pro Pro 


Glu 


Arg 


Asn 


335 








340 






345 


Leu Phe Ser Gin 


Asp 


lie 


Ser Val 


Lys 


Met Ala Ser 


Glu 


Leu 


Leu 




350 








355 






360 


Phe Gin Leu Ser 


Glu 


Lys 


Val Ser 


Lys 


Glu His Asn 


His 


Thr 


Lys 




365 








370 






375 


Glu Asn Thr lie 


Arg 


Thr 


Thr Thr 


Ser 


Pro Phe Phe 


Ser 


Glu 


Asp 




380 








385 






390 


Thr Phe Arg Gin 


Ser 


Pro 


Phe Thr 


Ser 


Asn Ser Lys 


Glu 


Leu 


Leu 


395 








400 






405 


Pro Ser Asp Ser 


Val 


Leu 


His Gly Arg 


He Ser Ala 


Pro 


Glu 


Thr 


410 








415 






420 


Glu Lys lie Val 


Leu 


Glu 


Ala Gly Asn Gly Leu Pro 


Ser 


Trp 


Lvs 


425 








430 






435 


Phe Asn Asp Gin 


Leu 


Phe 


Pro Cys 


Asp Val Cys Gly 


Lys 


Val 


Phe 


440 








445 






450 


Gly Arg Gin Gin 


Thr 


Leu 


Ser Arg His 


Leu Ser Leu 


His 


Thr 


Glu 


455 








460 






465 


Glu Arg Lys Tyr 


Lys 


Cys 


His Leu 


Cys 


Pro Tyr Ala Ala Lys 


Cys 


470 








475 






480 


Arg Ala Asn Leu Asn Gin His Leu 


Thr 


Val His Ser 


Val 


Lys 


Leu 




485 








490 






495 


Val Ser Thr Asp 


Thr 


Glu Asp lie Val 


Ser Ala Val 


Thr 


Ser 


Glu 


500 








505 






510 


Gly Ser Asp Gly Lys Lys 


His Pro 


Tyr 


Tyr Tyr Ser 


Cys 


His 


Val 




515 








520 






525 


Cys Gly Phe Glu 


Thr 


Glu 


Leu Asn Val 


Gin Phe Val 


Ser 


His 


Met 


530 








535 






540 


Ser Leu His Val 


Asp 


Lys 


Glu Gin 


Trp 


Met Phe Ser 


He 


Cys 


Cys 




545 








550 






555 


Thr Ala Cys Asp 


Phe 


Val 


Thr Met 


Glu 


Glu Ala Glu 


He 


Lys 


Thr 


560 








565 






570 


His lie Gly Thr 


Lys 


His 


Thr Gly Glu Asp Arg Lys 


Thr 


Pro 


Ser 




575 








580 






585 


Glu Ser Asn Ser 


Pro 


Ser 


Ser Ser 


Ser 


Leu Ser Ala 


Leu 


Ser 


Asp 




590 








595 






600 


Ser Ala Asn Ser 


Lys 


Asp Asp Ser Asp Gly Ser Gin Lys 


Asn 


Lys 




605 








610 






615 


Gly Gly Asn Asn 


Leu 


Leu 


Val He 


Ser 


Val Met Pro 


Gly Ser 


Gin 


620 








625 






630 


Pro Ser Leu Asn 


Ser 


Glu 


Glu Lys 


Pro Glu Lys Gly Phe Glu 


Cys 




635 






640 






645 


Val Phe Cys Asn 


Phe 


Val 


Cys Lys 


Thr 


Lys Asn Met 


Phe 


Glu 


Arg 
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650 655 660 

His Leu Gin lie His Leu lie Thr Arg Met Phe Glu Cys Asp Val 

665 670 675 

Cys His Lys Phe Met Lys Thr Pro Glu Gin Leu Leu Glu His Lys 

680 685 690 

Lys Cys His Thr Val Pro Thr Gly Gly Leu Asn Ser Gly Gin Trp 

695 700 705 

<210> 167 
<211> 630 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: LG : 330985 . 1 . orf 3 : 2002JAn18 
<400> 167 

Ser Pro Gly Val Arg Val Arg Gly Ala Gly Ser Gly Ser Pro Arg 
1 5 10 15 

Ala Ala Ala Pro Pro Ser Arg Arg His Ser Val Thr Phe Val Pro 
20 . 25 30 

Ser Gly Ala Ala Arg Gly Leu Ser Arg Met Val Pro Ser Ser Pro 
35 40 45 

Ala Val Glu Lys Gin Val Pro Val Glu Pro Gly Pro Asp Pro Glu 
50 55 60 

Leu Arg Ser Trp Arg Arg Leu Val Cys Tyr Leu Cys Phe Tyr Gly 
65 70 75 

Phe Met Ala Gin lie Arg Pro Gly Glu Ser Phe lie Thr Pro Tyr 
80 85 90 

Leu Leu Gly Pro Asp Lys Asn Phe Thr Arg Glu Gin Val Thr Asn 
95 100 105 

Glu lie Thr Pro Val Leu Ser Tyr Ser Tyr Leu Ala Val Leu Val 

110 115 120 

Pro Val Phe Leu Leu Thr Asp Tyr Leu Arg Tyr Thr Pro Val Leu 

125 130 135 

Leu Leu Gin Gly Leu Ser Phe Val Ser Val Trp Leu Leu Leu Leu 

140 145 150 

Leu Gly His Ser Val Ala His Met Gin Leu Met Glu Leu Phe Tyr 

155 160 165 

Ser Val Thr Met Ala Ala Arg lie Ala Tyr Ser Ser Tyr He Phe 

170 175 180 

Ser Leu Val Arg Pro Ala Arg Tyr Gin Arg Val Ala Gly Tyr Ser 

185 190 195 

Arg Ala Ala Val Leu Leu Gly Val Phe Thr Ser Ser Val Leu Gly 

200 205 210 

Gin Leu Leu Val Thr Val Gly Arg Val Ser Phe Ser Thr Leu Asn 

215 220 225 

Tyr He Ser Leu Ala Phe Leu Thr Phe Ser Val Val Leu Ala Leu 

230 235 240 

Phe Leu Lys Arg Pro Lys Arg Ser Leu Phe Phe Asn Arg Asp Asp 

245 250 255 

Arg Gly Arg Cys Glu Thr Ser Ala Ser Glu Leu Glu Arg Met Asn 

260 265 270 

Pro Gly Pro Gly Gly Lys Leu Gly His Ala Leu Arg Val Ala Cys 

275 280 285 

Gly Asp Ser Val Leu Ala Arg Met Leu Arg Glu Leu Gly Asp Ser 

290 295 300 

Leu Arg Arg Pro Gin Leu Arg Leu Trp Ser Leu Trp Trp Val Phe 

305 310 315 

Asn Ser Ala Gly Tyr Tyr Leu Val Val Tyr Tyr Val His He Leu 

320 325 330 
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Trp 


Asn 


Glu 


Val 


Asp Pro 


Thr Thr 


Asn 


Ser 


Ala Arg Val 


Tyr Asn 










335 






340 






•J yi R 


Gly Ala Ala Asp Ala Ala 


Ser Thr 


Leu 


Leu 


Gly Ala lie 


Thr 


Ser 










350 






355 






"2 c n 


Phe 


Ala 


Ala 


Gly 


Phe Val 


Lys lie 


Arg 


Trp 


Ala Arg Trp 


Ser 


Lys 










365 






370 






"a •? K 


Leu 


Leu 


lie 


Ala 


Gly Val 


Thr Ala Thr Gin Ala Gly Leu Val 


Fne 










380 






385 






"son 

J y u 


Leu 


Leu 


Ala 


His 


Thr Arg 


His Pro 


Ser 


Ser 


lie Trp Leu 


Cys 


Tyr 










395 






400 






405 


Ala 


Ala 


Phe 


Val 


Leu Phe Arg Gly 


Ser 


Tyr 


Gin Phe Leu 


Val 


Pro 










410 






415 






420 


lie 


Ala 


Thr 


Phe 


Gin lie 


Ala Ser 


Ser 


Leu 


Ser Lys Glu 


Leu 


Cys 










425 






430 






435 


Ala 


Leu 


Val 


Phe 


Gly Val 


Asn Thr 


Phe 


Phe 


Ala Thr lie 


Val 


Lys 










440 






445 






450 


Thr 


lie 


lie 


Thr 


Phe lie 


Val Ser 


Asp 


Val 


Arg Gly Leu 


Gly Leu 










455 






460 






465 


Pro 


Val 


Arg 


Lys 


Gin Phe 


Gin Leu 


Tyr 


Ser 


Val Tyr Phe 


Leu 


lie 






470 






475 






480 


Leu 


Ser 


lie 


lie 


Tyr Phe 


Leu Gly Ala Met 


Leu Asp Gly Leu Arg 










485 






490 






495 


His 


Cys 


Gin Arg Gly His 


His Pro 


Arg 


Gin 


Pro Pro Ala 


Gin Gly 








500 






505 






510 


Leu 


Arg 


Ser 


Ala 


Ala Glu 


Glu Lys 


Ala 


Ala 


Gin Ala Leu 


Ser 


Val 








515 






520 






525 


Gin Asp Lys Gly Leu Gly Gly Leu Gin 


Pro 


Ala Gin Ser 


Pro 


Pro 










530 






535 






540 


Leu 


Ser 


Pro 


Glu 


Asp Ser Leu Gly Ala Val 


Gly Pro Ala 


Ser 


Leu 










545 






550 






555 


Glu 


Gin 


Arg 


Gin 


Ser Asp 


Pro Tyr 


Leu 


Ala 


Gin Ala Pro 


Ala 


Pro 








560 






565 






570 


Gin 


Ala 


Ala 


Glu 


Phe Leu 


Ser Pro 


Val 


Thr 


Thr Pro Ser 


Pro 


Cys 










575 






580 






585 


Thr 


Leu 


Cys 


Ser 


Ala Gin 


Ala Ser 


Gly 


Pro 


Glu Ala Ala 


Asp 


Glu 








590 






595 






600 


Thr 


Cys 


Pro 


Gin 


Leu Ala 


Val His 


Pro 


Pro 


Gly Val Ser 


Lys 


Leu 








605 






610 






615 


Gly Leu Gin Cys 


Leu Pro 


Ser Asp Gly Val 


Gin Asn Val 


Asn 


Gin 










620 






625 






630 



<210> 168 
<211> 389 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 332027 , 9 - orf 3 : 2002JAN18 
<400> 168 



Arg 


Met 


Pro 


Phe Met 


Trp 


Leu Glu 


Ser 


Gly 


He 


Pro 


Asn Leu Gly 


1 






5 








10 






15 


Val 


T3:p 


Pro 


Asn T^g 


He 


His Thr 


Thr 


Ala 


Glu 


Lys 


Tyr Arg Glu 






20 








25 






30 


Tyr 


Glu 


Ala 


Arg Glu 


Gin 


Thr Asp 


Gin 


Thr 


Gin 


Ala 


Gin Glu Leu 






35 








40 






45 


His 


Arg 


Ser Gin Asp Arg 


Asp Phe 


Glu 


Thr 


Met 


Ala 


Lys Leu His 








50 








55 






60 


lie 


Pro 


Val 


Met Val 


Asp 


Glu Val 


Val 


His 


Cys 


Leu 


Ser Pro Gin 








65 








70 






75 


Lys 


Gly Gin 


lie Phe 


Leu 


Asp Met 


Thr 


Phe 


Gly 


Ser Gly Gly His 
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80 




Trir Lys Ala 


lie 


Leu Gin 


Lys 






95 




T 

Ijeu Asp Axg 


Asp 


Pro Thr 


Ala 






110 




ij-Lu Jjeu Tyr 


Pro 


Lys Gin 


He 






125 




^jr±n AXa 


Ala 


Leu Leu 


Met 






140 




Pne Asp Gly 


Val 


Leu Met 


Asp 






155 




Asp Tmr Pro 


Glu Arg Gly Phe 






170 




Asp Met Arg 


Met Asp Gly Gly 






185 




Ala Asp Val 


Val 


Asn Ala 


Leu 






200 




Leu Arg Thr 


Tyr Gly Glu 


Glu 






215 




Ala lie Val 


Gin Ala Arg Ser 






230 




G±n lieu Ala 


Ser 


He Val 


Ala 






245 




Tyr Thr Arg 


Lys 


Asp Leu 


Leu 






260 




Irys Thr Phe 


Gin 


Ala Leu 


Arg 






275 




Glu Leu Tyr 


Thr 


Gly Leu 


Lys 






290 




Gly Gly Arg 


Leu 


Val Ala 


Leu 






305 




lie Val Lys 


Arg 


Phe Leu 


Leu 






320 




Asn Leu Ser 


Val 


Arg Gin 


Gin 






335 




Ser Asp His 


Glu 


Asn Thr 


Glu 






350 




Leu Met Trp 


Glu 


Leu He 


His 






365 




Gin Asp Val 


Gin 


Asp Asn 


Pro 






380 





85 90 
' Asp He Val Leu Tyr Ala 
100 105 
. Leu Ala Glu His Leu Ser 
115 120 
Met Leu Gly Gin Phe Ser 
130 135 
Gly Val Gin Pro Gly Thr 
145 150 
Cys Ser Ser Met Gin Leu 
160 165 
Arg Lys Asp Gly Pro Leu 
175 180 
Pro Asp Met Pro Thr Ala 
190 195 
Gin Ala Leu Ala Ser He 
205 210 
Ala Lys Lys He Ala Ser 
220 225 
Pro He Thr Arg Thr Gin 
235 240 
Phe Pro Pro Ser Ala He 
250 255 
Ser Thr His He Ala Thr 
265 270 
Val Asn Asn Glu Leu Asn 
280 285 
Gin Lys Phe Leu Arg Pro 
295 300 
His Ser Leu Glu Asp Arg 
310 • 315 

Ser Met Thr Glu Arg Phe 
325 330 
Lys Thr Ser Gin Leu Gly 
340 345 
Ser Met Arg Arg Ala Pro 
355 360 
Val Leu Ser Pro Gin Asp 
370 375 
Ala Leu Ser Gin Ala 
385 



<210> 169 
<211> 381 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 335377 . 8 .orf 2 : 2002JAN18 

<400> 169 
Arg 
1 



Glu Ala 


Val 


Gin Asp Gly 


Cys 


Thr 


Leu 


Pro 


Ala 


Pro Arg 


Ser 


Gly Cys 




5 










10 






15 


Ser 


Leu 


Gin 


Leu 


Ser 


Pro 


Glu 


Ser 


Leu 


Lys Arg 


Glu 


Ala Ser 




20 










25 






30 


Cys 


Leu 


Pro 


Gly 


Ala 


Met 


Glu 


Ala 


Val 


Glu Leu 


Ala 






35 










40 








45 


Lys Leu 


Gin 


Glu 


Glu 


Ala 


Thr 


Cys 


Ser 


He 


Cys 


Leu Asp 


Tyr 


Thr Asp 




50 










55 






60 


Pro 


Val 


Met 


Thr 


Thr 


Cys 


Gly 


His 


Asn 


Phe Cys 


Arg 


Cys He 




65 










70 






75 


Gin 


Leu 


Ser 


Trp 


Glu 


Lys 


Ala 


Arg 


Gly Lys Lys Gly 
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O \J 








85 








90 


Arg Arg 


XJys Ai y 


J_jjr o 




Ser 


Phe 


Pro Cys 
100 


Pro 


Glu 


Cys Arg 


Glu 
105 


Met Ser 








Leu 


Leu 


Asn 
115 


Arcr 


Leu 


Leu Thr 


Lvs 
120 


Val Ala 


Glu Met 


Ala 

125 


m n 


Gin 


His 


Pro Gly 
13 0 


Leu 


Gin 


Lys Gin 


Asp 
135 


Leu Cys 


Gin Glu 


His 


Ki ci 

XXX O 




Pro 


J_JC!U JUI jf O 


Leu 


Phe 


Cys Gin 


Lys 




140 








145 








150 


Asp Gin 


Ser Pro 


lie 




Val 


Val 




Glu 


Ser 


Arg Glu 


His 




155 








160 








165 


Arg Leu 


His Arg Val 


Leu 


Pro 


Ala 


Glu Glu 


Ala 


Val 


Gin Gly 


Tvr 




170 








175 








180 


Lys Leu 


Lys Leu 


Glu 


Glu 


Asp 


Met 


Glu Tyr 


Leu 


Arg 


Glu Gin 


He 


185 








190 








195 


Thr Arg Thr Gly Asn 


Leu 


Gin 


Ala 


Arg Glu 


Glu 


Gin 


Ser Leu 


Ala 






200 








205 








210 


Glu Trp Gin Gly Lys Val Asn Gly Ala Glu Arg Thr His Cys 


Ala 






215 








220 








225 


Gly Val 


Glu Lys 


Met 


Asn 


Leu 


Tyr 


Leu Val 


Glu 


Glu 


Glu Gin 


Arg 




230 








235 








240 


Leu Leu 


Gin Ala 


Leu 
245 


Glu 


Thr 


Glu 


Glu Glu 

250 


Glu 


Thr 


Ala Ser 


Arg 
255 


Leu Arg 


Glu Ser 


Val 


Ala 


Cys 


Leu Asp Arg Gin Gly His Ser 


Leu 




260 








265 








270 


Glu Leu 


Leu Leu 


Leu 
275 


Gin 


Leu 


Glu 


Glu Arg 
280 


Ser 


Thr 


Gin Gly 


Pro 
285 


Leu Gin 


Met Leu 


Gin 


Asp Met 


Lys 


Glu Pro 


Leu 


Ser 


Arg Lys 


Asn 






290 








295 








300 


Asn Val 


Ser Val 


Gin 
305 


Cys 


Pro 


Glu 


Val Ala 
310 


Pro 


Pro 


Thr Arg 


Pro 
315 


Arg Thr 


Val Cys 


Arg 


Val 


Pro 


Gly Gin He 


Glu 


Val 


Leu Arg Gly 


320 








325 








330 


Phe Leu Gly Lys 


Trp 


Ala 


Pro Arg Ala Arg Thr 


Ser 


Asp Pro 


Gly 






335 








340 








345 


Ser Leu Gly Asp Ala 


Pro 


Leu 


Tyr 


Pro Leu 


Ala 


Ser 


Glu Ala 


Thr 






350 








355 








360 


Asn Gly Gly Gly Ser Thr 


Ser Ala Leu Pro Gly Asp Gly His 


Trp 






365 








370 








375 


Leu Phe 


Thr Val 


Pro 
380 


Ser 

















<210> 170 
<211> 659 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 337452 . 25 . orf 3 : 2002 JAN18 



<400> 170 














He 


Ser 


He His Pro Leu Cys 


Phe 


Ala Leu Glu 


Leu 


Ala 


Pro 


Leu 


1 




5 




10 








15 


Ser 


Ser 


Leu Asn Thr Val Leu 


Ser 


Glu Asn Ala 


Arg 


Asp 


Ser 


Ser 






20 




25 








30 


Phe 


He 


Pro Leu Gly His Met 


Leu 


Thr Gin Lys 


He 


Ala 


Tyr 


Gin 






35 




40 








45 


He 


Ala 


Ser Gly Leu Ala Tyr 


Leu 


His Lys Lys 


Asn 


He 


He 


Phe 






50 




55 








60 


Cys 


Asp 


Leu Lys Ser Asp Asn 


He 


Leu Val Trp 


Ser 


Leu Asp 


Val 




65 




70 








75 


Lys 


Glu 


His He Asn He Lys 


Leu 


Ser Asp Tyr 


Gly 


He 


Ser 


Arg 
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80 




Gin 


Ser Phe 


His Glu 


Gly Ala 






95 




Tyr 


Gin Ala 


Pro Glu 


He Arg 






110 


Val 


Asp Met 


Phe Ser 


Tyr Gly 






125 




Gly Gin Arg Pro Ala 


Leu Gly 






140 




Lys 


Leu Ser 


Lys Gly 


He Arg 






155 




Val 


Gin Phe Arg Arg Leu Gin 






170 




Thr 


Lys Pro 


Glu Lys 


Arg Pro 






185 




Met 


Lys Asp 


Pro Thr 


Phe Ala 






200 




Gly Lys Gin 


Thr Ala 


Phe Phe 






215 




Val 


Val Phe 


Trp Asp 


Gly Lys 






230 




Val 


Asn Thr 


Glu Lys 


Gly Leu 






245 




Pro 


Gly Met 


Lys Val 


Ser Cys 






260 




Trp 


Thr Ala 


Thr Glu 


Asp Gin 






275 




Gly Met Cys 


Pro Leu 


Asn Thr 






290 




Ala 


Val Val 


Thr Cys 


Phe Leu 






305 




Ser 


Tyr Leu 


Val Leu Ala Gly 






320 




Phe 


Pro Val 


Val Arg Gly Thr 






335 




Cys 


Ser His 


Thr Ala 


Asn Arg 






350 




Asp 


Ala Arg 


Gin Asn 


Pro Tyr 






365 




Asn 


Ser Gly Ser Glu 


Val Tarp 






380 


Val 


lie Asp Cys Ala 


Ser Leu 






395 




Tyr Met Ala 


Pro Ser 


Met Val 






410 




Gly Arg Gly Glu Glu Val Val 






425 




Ser 


Leu Val 


Met Tyr 


His Ser 






440 




Tyr 


Phe Cys 


Gly Val 


Pro Ser 






455 




Arg 


Pro Leu Asp Thr 


Glu Pro 






470 




Pro 


Lys Val 


Pro Glu 


Gly Asp 






485 




Tyr 


Ser Glu 


Glu Leu 


Gly Thr 






500 




Leu 


Thr Asp Tyr Cys 


Ser Met 






515 




Arg 


Gin Ala 


Ala Arg 


Ser Pro 






530 




Ser 


Ser Ser 


Ser Val 


Pro Phe 






545 







85 






90 


Leu 


Gly Val 


Glu Gly Thr 


Pro Gly 




100 






105 


Pro 


Arg He 


Val Tyr 


Asp 


Glu Lys 




115 






120 


Met 


Val Leu 


Tyr Glu 


Leu 


Leu Ser 




13 0 






135 


His 


His Gin 


Leu Gin 


He 


Ala Lys 




145 






150 


Pro 


Val Leu Gly Gin 


Pro 


Glu Glu 




160 






165 


Ala 


Leu Met 


Met Glu 


Cys 


Trp Asp 




175 






180 


Leu 


Ala Leu 


Ser Val 


Val 


Ser Gin 




190 






195 


Thr 


Phe Met 


Tyr Glu 


Leu Cys Cys 




205 






210 


Ser 


Ser Gin Gly Gin Glu Tyr Thr 




220 






225 


Glu 


Glu Ser 


Arg Asn 


Tyr 


Thr Val 




235 






240 


Met 


Glu Val 


Gin Arg Met 


Cys Cys 




250 






255 


Gin 


Leu Gin 


Val Gin 


Arg 


Ser Leu 




265 






270 


Lys 


He Tyr 


He Tyr 


Thr 


Leu Lys 




280 






285 


Pro 


Gin Gin 


Ala Leu Asp 


Thr Pro 




295 






300 


Ala 


Val Pro 


Val He 


Lys 


Lys Asn 




310 






315 


Leu 


Ala Asp 


Gly Leu Val Ala Val 




325 






330 


Pro 


Lys Asp 


Ser Cys 


Ser 


Tyr Leu 




340 






345 


Ser 


Lys Phe 


Ser He Ala Asp Glu 




355 






360 


Pro 


Val Lys 


Ala Met 


Glu 


Val Val 




370 






375 


Tyr 


Ser Asn 


Gly Pro 


Gly Leu Leu 




385 






390 


Glu 


He Cys 


Arg Arg 


Leu 


Glu Pro 




400 






405 


Thr 


Ser Val 


Val Cys 


Ser 


Ser Glu 




415 






420 


Trp 


Cys Leu 


Asp Asp 


Lys 


Ala Asn 




430 






435 


Thr Thr Tyr 


Gin Leu 


Cys 


Ala Arg 




445 






450 


Pro 


Leu Arg 


Asp Met 


Phe 


Pro Val 




460 






465 


Pro 


Ala Ala 


Ser His 


Thr 


Ala Asn 




475 






480 


Ser 


He Ala 


Asp Val 


Ser 


He Met 




490 






495 


Gin 


He Leu 


He His 


Gin 


Glu Ser 




505 






510 


Ser 


Ser Tyr 


Ser Ser 


Ser 


Pro Pro 




520 






525 


Ser 


Ser Leu 


Pro Ser 


Ser 


Pro Ala 




535 






540 


Ser 


Thr Asp 


Cys Glu Asp 


Ser Asp 




550 






555 
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Met Leu 


xlXS JMeu 


Pro 


Gly Ala Ala 


OCX 


Asp 


Arg 


Ser 


Glu 


His 


Asp 






560 






D 03 










570 


Leu Thr 


Pro Met 


Asp Gly Glu Thr 






Gin 


His 


Leu 


Gin 


Ala 






















585 


Val Lys 


He Leu 


Ala 


Val Arg Asp 


Leu 


JLXc 




VCl J- 


Pro 


Arg Arg 




590 
















600 


Gly Gly 


aSP VcLX 


He 


Val He Gly 




Glu 


Lys 


Asp 


Ser 


Glu 


Ala 




605 






O X w 










615 


Gin Arg 


Gly Arg 


Val 


He Ala Val 


Leu 


Lys 


Ala 


Arg 


Glu 


Leu 


Thr 


620 






625 










630 


Pro His 


Gly He 


Met 


Pro Val Ser 


Ser 


Val 


Lys 


Val 


Cys 


Trp 


Ala 




635 






640 










645 


Gly Trp 


Pro Val 


Arg 


Asp Met Val 


Tyr 


Met 


Ala 


Ala 


Val 


Met 






650 






655 













<210> 171 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: LG:340580 . 16 -orf 2 :2002J2^18 

<400> 171 



He 


Lys 


His 


Ser 


Met 


Phe 


Phe 


Ser 


Phe 


Ser 


Leu 


Leu 


Leu 


Leu 


Leu 


1 






5 










10 










15 


Ser 


Phe 


Gly 


He 


Phe 


Asn 


Leu 


Lys- 


Cys 


Phe 


Pro 


Leu 


Val 


Val 


Gly 








20 










25 










30 


Phe 


He 


Leu 


Pro 


Leu 
35 


Pro 


Leu 


Pro 


Phe 


Ser 
40 


Tyr 


Tyr 


Ser 


Glu 


Tyr 
45 


Lys 


Pro 


Ala 


Lys 


Leu 


Ser 


Gin 


He 


Arg 


Gin 


He 


Tyr 


His 


Thr 


Glu 








50 










55 










60 


Leu 


Glu 


Lys 


Tyr 


Glu 


Gin 


Ala 


Cys 


Asn 


Glu 


Phe 


Thr 


Thr 


Leu 


Val 






65 










70 










75 


Met 


Asn 


Leu 


Leu Arg 


Glu 


Gin 


Ser 


Arg 


Thr 


Arg 


Pro 


He 


Ser 


Pro 










80 










85 










90 


Lys 


Glu 


He 


Glu Arg 


Met 


Val 


Ser 


He 


He 


His 


Arg Lys 


Phe 


Ser 








95 










100 










105 


Ser 


He 


Gin 


Met 


Gin 
110 


Leu 


Lys 


Gin 


Ser 


Thr 
115 


Cys 


Glu 


Ala 


Val 


Met 
120 


He 


Leu 


Arg 


Ser 


Arg 
125 


Phe 


Leu 


Asp 


Ala 


Arg 
13 0 


Arg 


Lys 


Arg 


Arg 


Asn 
135 


Phe 


Asn 


Lys 


Gin 


Ala 


Thr 


Glu 


He 


Leu 


Asn 


Glu 


Tyr 


Phe 


Tyr 


Ser 








140 










145 










150 


His 


Leu 


Ser 


Asn 


Pro 
155 


Tyr 


Pro 


Ser 


Glu 


Glu 
160 


Ala 


Lys 


Glu 


Glu 


Leu 
165 


Ala Lys 


Lys Cys Gly He 


Thr 


Val 


Ser 


Gin 


Val 


Ser 


Asn 


Trp 


Phe 










170 










175 










180 


Gly Asn Lys 


Arg 


He 


Arg 


Tyr 


Lys 


Lys 


Asn 


He 


Gly Lys 


Phe 


Gin 










185 










190 










195 


Glu 


Glu 


Ala 


Asn 


He 
200 


Tyr 


Cys 


Cys 


Gin 


Asn 
205 


Ser 


Cys 


His 


Cys 


Tyr 
210 


Gin 


Cys 


Val 


Ser 


Pro 
215 


Trp 


Lys 


Pro 


Ser 
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<220> 
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<223> Incyte ID No: 1.6:350272. 6. orf 2 :2002JAN18 
<400> 172 

Arg Pro Arg Ala Val Gly His Gly Gly Pro Gly Pro Gly Leu Arg 

, ^ 10 15 

Arg ser Arg Val Ala Gly Arg Gly Arg Pro Arg Leu His His Leu 
20 25 30 

Pro Gly Leu Leu Asp Trp Pro Ala Thr Leu Pro Cys Gly His Ser 
35 40 45 

Phe Cys Arg His Cys Leu Glu Ala Leu Trp Gly Ala Arg Asp Ala 
50 55 gQ 

Arg Arg Trp Ala Cys Pro Thr Cys Arg Gin Gly Ala Ala Gin Gin 
„ . 70 75 

Pro His Leu Arg Lys Asn Thr Leu Leu Gin Asp Leu Ala Asp Lvs 
80 85 90 

Tyr Arg Arg Ala Ala Arg Glu lie Gin Ala Gly Ser Asp Pro Ala 
95 100 105 

Hxs Cys Pro Cys Pro Gly Ser Ser Ser Leu Ser Ser Ala Ala Ala 

115 120 
Arg Pro Arg Arg Arg Pro Glu Leu Gin Arg Val Ala Val Glu Lvs 
^25 130 135 

Ser He Thr Glu Val Ala Gin Glu Leu Thr Glu Leu Val Glu His 
140 145 3^50 

Leu Val Asp He Val Arg Ser Leu Gin Asn Gin Arg Pro Leu Ser 
155 160 165 

Glu Ser Gly Pro Asp Asn Glu Leu Ser He Leu Gly Lys Ala Phe 
170 175 igo 

Ser Ser Gly Val Asp Leu Ser Met Ala Ser Pro Lys Leu Val Thr 
185 190 195 

Ser ASP Thr Ala Ala Gly Lys He Arg Asp He Leu His Asp Leu 
200 205 210 

Glu Glu He Gin Glu Lys Leu Gin Glu Ser Val Thr Trp Lys Glu 
215 220 225 

Ala Pro Glu Ala Gin Met Gin Gly Glu Leu Leu Glu Ala Pro Ser 
230 235 240 

Ser Ser Ser Cys Pro Leu Pro Asp Gin Ser His Pro Ala Leu Arg 
245 250 255 

Arg Ala Ser Arg Phe Ala Gin Trp Ala He His Pro Thr Phe Asn 
260 265 270 

Leu Lys Ser Leu Ser Cys Ser Leu Glu Val Ser Lys Asp Ser Arg 
275 280 285 

Thr Val Thr Val Ser His Arg Pro Gin Pro Tyr Arg Trp Ser Cys 
290 295 300 

Glu Arg Phe Ser Thr Ser Gin Val Leu Cys Ser Gin Ala Leu Ser 

305 310 
Ser Gly Lys His Tyr Trp Glu Val Asp Thr Arg Asn Cys Ser His 
320 325 330 

Trp Ala Val Gly Val Ala Ser Trp Glu Met Ser Arg Asp Gin Val 
335 340 345 

Leu Gly Arg Thr Met Asp Ser Cys Cys Val Glu Trp Lys Gly Thr 

350 355 
Ser Gin Leu Ser Ala Trp His Met Val Lys Glu Thr Val Leu Gly 
365 370 375 

Ser Asp Arg Pro Gly Val Val Gly He Trp Leu Asn Leu Glu Glu 
380 385 390 

Gly Lys Leu Ala Phe Tyr Ser Val Asp Asn Gin Glu Lys Leu Leu 
395 400 405 

Tyr Glu Cys Thr He Ser Ala Ser Ser Pro Leu Tyr Pro Ala Phe 
m T „^ 415 420 

Trp Leu Tyr Gly Leu His Pro Gly Asn Tyr Leu He He Lys Gin 
425 430 

Val Lys Val 
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<210> 173 
<211> 106 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 397228 . 1 .orfl : 2002 JAN18 
<400> 173 



Arg 
1 


Arg 


Arg Arg 


Ala 
5 


Met 


Ala 


Ala 


Gin 


Leu 
10 


Leu 


Glu 


Glu 


Lys 


Leu 
15 


Thr 


Cys 


Ala 


lie 


Cys 

20 


Leu Gly 


Leu 


Tyr 


Gin 
25 


Asp 


Pro 


Val 


Thr 


Leu 
30 


Pro 


Cys 


Gly 


His 


Asn 
35 


Phe 


Cys 


Gly Ala 


Cys 
40 


lie 


Arg 


Asp 


Trp 


Trp 
45 


Asp 


Arg 


Cys 


Gly 


Lys 
50 


Ala 


Cys 


Pro 


Glu 


Cys 
55 


Arg 


Glu 


Pro 


Phe 


Pro 
60 


Asp 


Gly 


Ala 


Glu 


Leu 
65 


Arg 


Arg 


Asn 


Val 


Ala 
70 


Leu 


Ser 


Gly Val 


Leu 
75 


Glu 


Val 


Val 


Arg 


Ala 
80 


Gly 


Pro 


Ala 


Arg 


Asp 
85 


Pro 


Gly 


Pro 


Asp 


Pro 
90 


Gly 


Pro 


Gly 


Pro 


Asp 
95 


Pro 


Ala 


Ala 


Arg 


Cys 
100 


Pro 


Arg 


His 


Gly Arg 
105 



Pro 



<210> 174 
<211> 357 
<212> PRT 
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<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 401325 . 41 .orf 2 :2002JAN18 
<400> 174 



Arg 


Trp 


Pro 


Pro 


Pro 


Asp 


Ala 


Gly Leu 


Cys 


Gly 


Ser Gly Pro 


Leu 


1 








5 








10 






15 


Ser 


Ser 


Pro 


Ser 


Cys 
20 


Cys 


Arg 


Tyr Arg 


Arg 
25 


Cys 


Cys Arg Arg 


Leu 
30 


Arg 


Pro 


Pro 


Leu 


Arg 


Ser 


Val 


Val Gin 


Pro 


Gly 


Pro Arg Thr 


Met 








35 








40 






45 


Ser 


Leu 


Ser 


Arg 


Ser 
50 


Glu 


Glu 


Met His 


Arg 
55 


Leu 


Thr Glu Asn 


Val 
60 


Tyr 


Lys 


Thr 


He 


Met 


Glu 


Gin 


Phe Asn 


Pro 


Ser 


Leu Arg Asn 


Phe 






65 








70 






75 


He 


Ala 


Met 


Gly Lys 


Asn 


Tyr 


Glu Lys 


Ala 


Leu 


Ala Gly Val 


Thr 










80 








85 






90 


Tyr 


Ala 


Ala 


Lys 


Gly Tyr 


Phe Asp Ala 


Leu 


Val 


Lys Met Gly 


Glu 










95 








100 






105 


Leu 


Ala 


Ser 


Glu 


Ser 


Gin 


Gly Ser Lys 


Glu 


Leu 


Gly Asp Val 


Leu 










110 








115 






120 


Phe 


Gin 


Met 


Ala 


Glu 
125 


Val 


His 


Arg Gin 


He 
130 


Gin 


Asn Gin Leu 


Glu 
135 


Glu 


Met 


Leu 


Lys 


Ser 
140 


Phe 


His 


Asn Glu 


Leu 
145 


Leu 


Thr Gin Leu 


Glu 
150 


Gin 


Lys 


Val 


Glu 


Leu Asp 


Ser 


Arg Tyr 


Leu 


Ser 


Ala Ala Leu 


Lys 










155 








160 






165 


Lys 


Tyr 


Gin 


Thr 


Glu 


Gin 


Arg 


Ser Lys 


Gly 


Asp 


Ala Leu Asp 


Lys 








170 








175 






180 


Cys 


Gin 


Ala 


Glu 


Leu 
185 


Lys 


Lys 


Leu Arg 


Lys 
190 


Lys 


Ser Gin Gly 


Ser 
195 
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LtVS 


Asn 


Piro 


O-Lii xj jr s 


Tyr 


Ser 


Asp 


Lys 


Glu 


Leu 


Gin Tyr He Asp 


Ala 


He 




^ u u 










205 




210 


Seir 






V3iy 


uXU 


Leu 


Glu 


Asn 


Tyr Val Ser Asp 


Glv 
















220 




225 




Lys 




Leu 


rpV, ^ 

j.nr 


l^XU 




Arg; Arg 


Arg Phe Cys Phe 


















235 




240 


Leu, 


Val 






v-.ys 


AX a 


vax 


Axa 


Lys- 


Asn 


Ser Ala Ala Tyr 


His 






92m 










250 




255 


S63r 




V^Xjj^ ijy S 


VjXU 


Leu 


Leu 


TV T -» 

Axa 


Gin 


Lys 


Leu Pro Leu Trp 


Gin 


Gin 




9 n 










265 




270 


Ala 




Asp 


Pro 


Ser 


Lys 


He 


Pro 


Glu Arg Ala Val 


Gin 






*5 T 










280 




285 


Leu 


IrXC I.. 




vax 


TV 1 ^ 

A J. a 


Ser 


Asn 


Gly 


Ala 


Thr Leu Pro Ser 








9Qn 










295 




300 


v-ys 


A3Cg 


Pro Pro 


Ser 


Gin 


Pro 


Gly 


His 


Phe 


Arg Pro His Ser 


Gly 






3Q5 










310 




315 


Gly 


Gin 


Ala Pro 


Ala 


Gly 


Ala 


Pro 


Arg 


Ala 


Gly Thr Val Arg 


Gly 






320 










325 




330 


Ala 


Asp 


Val Cys 


Pro 


Gly 


Glu 


His 


Thr 


His 


His Glu Arg Arg 


His 






335 










340 




345 


Arg 


Pro 


Gly Trp Arg 


Gly 


Leu 


Gin 


Pro 


Val 


Gly 








350 










355 





<210> 175 
<211> 266 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: LG : 402029 .14 .orf 3 : 2002 JANIB 



<400> 175 



Met 


Ala Leu 


Phe 


Ser 


Cys 


Arg Asn 


Ala 


Val 


Glu Glu Gly Lys 


Gly 


1 






5 








10 


15 


He 


Phe Tyr 


Asn 


He 


Lys 


Asn Phe 


Val 


Arg 


Phe Gin Leu Ser 


Thr 




He Ser 




20 








25 




30 


Ser 


Ala 


Leu 


Ser 


Leu He 


Thr 


Leu 


Ser Thr Val Phe 


Asn 








35 








40 




45 


Leu 


Pro Ser 


Pro 


Leu 


Asn 


Ala Met 


Gin 


He 


Leu Trp He Asn 


He 


He 






50 








55 


60 


Met Asp 


Gly 


Pro 


Pro 


Ala Gin 


Arg 


Ser 


Ser Gin Lys Thr 


Glu 


Val 






65 








70 


75 


Cys Cys 


Thr 


Gly Val 


Arg Leu 


Gly 


Val 


Glu Gly Arg Gly 


Glu 




Thr Trp 




80 








85 


90 


Ser 


Ala 


Gly Arg Ala Gly 


Leu 


Gly 


Val Glu Pro Val 


Asp 








95 








100 




105 


Lys 


Asp Ala 


Phe 


Arg 


Gin 


Pro Pro 


Arg 


Ser 


Val Arg Asp Thr 


He 








110 








115 


120 


Leu 


Ser Arg 


Ala 


Leu 


He 


Leu Lys 


He 


Leu 


Met Ser Ala Ala 


He 


He 






125 








130 




135 


He Ser 


Gly Thr Leu 


Phe He 


Phe 


Trp 


Lys Glu Met Pro 


Glu 








140 








145 


150 


Asp 


Arg Ala 


Ser 


Thr 


Pro 


Arg Thr 


Thr 


Thr 


Met Thr Phe Thr 


Cys 


Phe 






155 








160 




165 


Val Phe 


Phe 


Asp 


Leu 


Phe Asn 


Ala 


Leu 


Thr Cys Arg Ser 


Gin 


Thr 






170 








175 


180 


Lys Leu 


He 


Phe 


Glu 


He Gly 


Phe 


Leu 


Arg Asn His Met 


Phe 








185 








190 




195 


Leu 


Tyr Ser 


Val 


Leu 


Gly 


Ser He 


Leu 


Gly 


Gin Leu Ala Val 


He 




He Pro 




200 








205 




210 


Tyr 


Pro 


Leu 


Gin 


Arg Val 


Phe 


Gin 


Thr Glu Asn Leu 


Gly 








215 








220 




225 
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Ala Leu Asp Leu Leu Phe Leu Thr Gly Leu Ala Ser Ser Val Phe 

230 235 240 

lie Leu Ser Glu Leu Leu Lys Leu Cys Glu Lys Tyr Cys Cys Ser 

245 250 255 

Pro Lys Arg Val Gin Met His Pro Glu Asp Val 



<210> 176 
<211> 470 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: LG : 407233 . 2 .orf 3 :2002JAN18 
<400> 176 

Pro Arg Cys Pro Cys His Gin Asp Leu His Met Pro Ser Cys Val 
15 10 15 

Pro Pro Gly Val Pro Val Ser Asn Val Asn Leu Glu He Arg Pro 
20 25 30 

Thr Gly Gly Gin Leu He Glu Gly Glu Asn Met Val Leu He Cys 
35 40 45 

Ser Val Ala Gin Gly Ser Gly Thr Val Thr Phe Ser Trp His Lys 
50 55 60 

Glu Gly Arg Val Arg Ser Leu Gly Arg Lys Thr Gin Arg Ser Leu 
65 70 75 

Leu Ala Glu Leu His Val Leu Thr Val Lys Glu Ser Asp Ala Gly 
80 85 90 

Arg Tyr Tyr Cys Ala Ala Asp Asn Val His Ser Pro He Leu Ser 
95. 100 105 

Thr Trp He Arg Val Thr Val Arg He Pro Val Ser His Pro Val 
110 115 120 

Leu Thr Phe Arg Ala Pro Arg Ala His Thr Val Val Gly Asp Leu 
125 130 135 

Leu Glu Leu His Cys Glu Ser Leu Arg Gly Ser Pro Pro He Leu 
140 145 150 

Tyr Arg Phe Tyr His Glu Asp Val Thr Leu Gly Asn Ser Ser Ala 
155 160 165 

Pro Ser Gly Gly Gly Ala Ser Phe Asn Leu Ser Leu Thr Ala Glu 
170 175 180 

His Ser Gly Asn Tyr Ser Cys Asp Ala Asp Asn Gly Leu Gly Ala 
185 190 195 

Gin His Ser His Gly Val Ser Leu Arg Val Thr Val Pro Val Ser 
200 205 210 

Arg Pro Val Leu Thr Leu Arg Ala Pro Gly Ala Gin Ala Val Val 
215 220 225 

Gly Asp Leu Leu Glu Leu His Cys Glu Ser Leu Arg Gly Ser Phe 
230 235 240 

Pro He Leu Tyr Trp Phe Tyr His Glu Asp Asp Thr Leu Gly Asn 
245 250 255 

He Ser Ala His Ser Gly Gly Gly Ala Ser Phe Asn Leu Ser Leu 
260 265 270 

Thr Thr Glu His Ser Gly Asn Tyr Ser Cys Glu Ala Asp Asn Gly 
275 280 285 

Leu Gly Ala Gin His Ser Lys Val Val Thr Leu Asn Val Thr Gly 
290 295 300 

Thr Ser Arg Asn Arg Thr Gly Leu Thr Ala Ala Gly He Thr Gly 
305 310 315 

Leu Val Leu Ser He Leu Val Leu Ala Ala Ala Ala Ala Leu Leu 
320 325 330 

His Tyr Ala Arg Ala Arg Arg Lys Pro Gly Gly Leu Ser Ala Thr 



260 



265 



335 



340 



345 
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Gly 


Thr 


Ser 


Ser 


His 

_3 J W 


Ser 


Pro 


Ser 


Glu 


Cys 

*^ RR 
o J J 


Gin 


Glu 


Pro 


Ser 


Ser 
J \j \j 


Ser 


Arg 


Pro 


Ser 


Arg 

J w .3 


lie 


Asp 


Pro 


Gin 


Glu 


Pro 


Thr 


His 


Ser 


Lys 


Pro 


Leu 


Ala 


Pro 


Met 


Glu 


Leu 


Glu 


Pro 


Met 

RR 


Tyr 


Ser 


Asn 


Val 


Asn 

O 7 v 


STJL \J 








7\ cm 
QR 


tr±. KJ 


-L X c 


lyi 


OCX 


Ann 




Trp 


Ser 


xx c 


AnR 


His 


Thr 


Lys 


Glu 


Asn 

f± -L \J 


Ser 


Ala 


Asn 


Cys 


Pro 

4.1 ^ 


Met 


Met 


His 


Gin 


Glu 
n 


His 


Glu 


Glu 


Leu 


Thr 


Val 


Leu 


Tyr 


Ser 


Glu 


Leu 


Lys 


Lys 


Thr 


His 


Pro 


Asp 


Asp 


Ser 


Ala 


Gly 


Glu 


Ala 


Ser 


Ser 


Arg 


Gly Arg 


Ala 


His 










440 










445 










450 


Glu 


Glu 


Asp 


Asp 


Glu 
455 


Glu 


Asn 


Tyr 


Glu 


Asn 
460 


Val 


Pro 


Arg 


Val 


Leu 
465 


Leu 


Ala 


Ser 


Asp 


His 
470 























<210> 177 
<211> 938 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc^feature 

<223> Incyte ID No: LG: 407346 . 1 . orf 3 : 2002 JAN18 
<400> 177 



Arg 


Leu 


Glu 


Thr 


Ala 


Leu 


Lys 


Phe 


Leu 


Glu 


Gly 


Arg 


Lys 


Ser 


Met 


1 








5 










10 










15 


His 


Arg 


Gly 


Ser 


Pro 


He 


Lys 


Leu 


V^l 


Asn 


He 


Asn 


Ser 


Thr 


Asp 










20 










25 










30 


lie 


Ala 


Asp 


Gly Arg 


Pro 


Ser 


He 


Val 


Leu 


Gly 


Leu 


Met 


Trp 


Thr 










35 










40 










45 


lie 


lie 


Leu 


Tyr 


Phe 


Gin 


He 


Glu 


Glu 


Leu 


Thr 


Ser 


Asn 


Leu 


Pro 










50 










55 










60 


Gin 


Leu 


Gin 


Ser 


Leu 


Ser 


Ser 


Ser 


Ala 


Ser 


Ser 


Val 


Asp 


Ser 


He 










65 










70 










75 


Val 


Ser 


Ser 


Glu 


Thr 


Pro 


Ser 


Pro 


Pro 


Ser 


Lys 


Arg 


Lys 


Val 


Thr 










80 










85 










90 


Thr 


Lys 


lie 


Gin 


Gly Asn 


Ala 


Lys 


Lys 


Ala 


Leu 


Leu 


Lys 


Trp 


Val 










95 










100 










105 


Gin 


Tyr 


Thr 


Ala 


Gly Lys 


Gin 


Thr Gly 


He 


Glu 


Val 


Lys 


Asp 


Phe 










110 










115 










120 


Gly 


Lys 


Ser 


T3rp Arg 


Ser 


Gly 


Val 


Ala 


Phe 


His 


Ser 


Val 


He 


His 










125 










130 










135 


Ala 


lie Arg 


Pro 


Glu 


Leu 


Val 


Asp 


Leu 


Glu 


Thr 


Val 


Lys 


Gly Arg 










140 










145 










150 


Ser 


Asn 


Arg 


Glu 


Asn 


Leu 


Glu 


Asp Ala 


Phe 


Thr 


He 


Ala 


Glu 


Thr 










155 










160 










165 


Glu 


Leu Gly 


lie 


Pro 


Arg 


Leu 


Leu Asp 


Pro 


Glu 


Asp 


Val 


Asp 


Val 










170 










175 










180 


Asp 


Lys 


Pro 


Asp 


Glu 


Lys 


Ser 


He 


Met 


Thr 


Tyr 


Val 


Ala 


Gin 


Phe 










185 










190 










195 


Leu 


Lys 


His 


Tyr 


Pro 


Asp 


He 


His 


Asn 


Ala 


Ser 


Thr Asp Gly Gin 










200 










205 










210 


Glu 


Asp 


Asp 


Glu 


He 


Leu 


Pro 


Gly 


Phe 


Pro 


Ser 


Phe 


Ala 


Asn 


Ser 










215 










220 










225 


Val 


Gin 


Asn 


Phe 


Lys 


Arg 


Glu 


Asp 


Arg 


Val 


He 


Phe 


Lys 


Glu 


Met 










230 










235 










240 


Lys 


Val 


Trp 


He 


Glu 


Gin 


Phe 


Glu Arg 


Asp 


Leu 


Thr 


Arg 


Ala 


Gin 



245 250 255 
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Met Val Glu Ser Asn Leu Gin Asp Lys Tyr Gin Ser Phe Lys His 
260 265 270 

Phe Arg Val Gin Tyr Glu Met Lys Arg Lys Gin lie Glu His Leu 
275 280 285 

lie Gin Pro Leu His Arg Asp Gly Lys Leu Ser Leu Asp Gin Ala 
290 295 300 

Leu Val Lys Gin Ser Trp Asp Arg Val Thr Ser Arg Leu Phe Asp 
305 310 315 

Trp His lie Gin Leu Asp Lys Ser Leu Pro Ala Pro Leu Gly Thr 
320 325 330 

lie Gly Ala Trp Leu Tyr Arg Ala Glu Val Ala Leu Arg Glu Glu 
335 340 345 

lie Thr Val Gin Gin Val His Glu Glu Thr Ala Asn Thr lie Gin 
350 355 360 

Arg Lys Leu Glu Gin His Lys Asp Leu Leu Gin Asn Thr Asp Ala 
365 370 375 

His Lys Arg Ala Phe His Glu lie Tyr Arg Thr Arg Ser Val Asn 
380 385 390 

Gly lie Pro Val Pro Pro Asp Gin Leu Glu Asp Met Ala Glu Arg 
395 400 405 

Phe His Phe Val Ser Ser Thr Ser Glu Leu His Leu Met Lys Met 
410 415 420 

Glu Phe Leu Glu Leu Lys Tyr Arg Leu Leu Ser Leu Leu Val Leu 
425 430 435 

Ala Glu Ser Lys Leu Lys Ser Trp lie lie Lys Tyr Gly Arg Arg 
440 445 450 

Glu Ser Val Glu Gin Leu Leu Gin Asn Tyr Val Ser Phe lie Glu 
455 460 465 

Asn Ser Lys Phe Phe Glu Gin Tyr Glu Val Thr Tyr Gin lie Leu 
470 475 480 

Lys Gin Thr Ala Glu Met Tyr Val Lys Ala Asp Gly Ser Val Glu 
485 490 495 

Glu Ala Glu Asn Val Met Lys Phe Met Asn Glu Thr Thr Ala Gin 
500 505 510 

Trp Arg Asn Leu Ser Val Glu Val Arg Ser Val Arg Ser Met Leu 
515 520 525 

Glu Glu Val He Ser Asn Trp Asp Arg Tyr Gly Asn Thr Val Ala 
530 535 540 

Ser Leu Gin Ala Trp Leu Glu Asp Ala Glu Lys Met Leu Asn Gin 
545 550 555 

Ser Glu Asn Ala Lys Lys Asp Phe Phe Arg Asn Leu Pro His Trp 
560 565 . 570 

He Gin Gin His Thr Ala Met Asn Asp Ala Gly Asn Phe Leu He 
575 580 585 

Glu Thr Cys Asp Glu Met Val Ser Arg Asp Leu Lys Gin Gin Leu 
590 595 600 

Leu Leu Leu Asn Gly Arg Trp Arg Glu Leu Phe Met Glu Val Lys 
605 610 615 

Gin Tyr Ala Gin Ala Asp Glu Met Asp Arg Met Lys Lys Glu Tyr 
620 625 630 

Thr Asp Cys Val Val Thr Leu Ser Ala Phe Ala Thr Glu Ala His 
635 640 645 

Lys Lys Leu Ser Glu Pro Leu Glu Val Ser Phe Met Asn Val Lys 
650 655 660 

Leu Leu He Gin Asp Leu Glu Asp He Glu Gin Arg Val Pro Val 
665 670 675 

Met Asp Ala Gin Tyr Lys He He Thr Lys Thr Ala His Leu He 
680 685 690 

Thr Lys Glu Ser Pro Gin Glu Glu Gly Lys Glu Met Phe Ala Thr 
695 700 705 

Met Ser Lys Leu Lys Glu Gin Leu Thr Lys Val Lys Glu Cys Tyr 
710 715 720 

Ser Pro Leu Leu Tyr Glu Ser Gin Gin Leu Leu He Pro Leu Glu 
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725 730 735 



Gill 




VarJLWrl 
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iMeu 
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TV —.-.V 
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Gly Lys 










7 AO 

/ ^tu 




















750 


Tie 


71. cm 


m n 

V3 J. LL 
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xxe 
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IjXU 
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(sXU 


AX a 


GXn 


Ser 


Ser 




















7 n 










765 


n.xci. 


T.oi 1 


It life: 


Lys 




Lys 


ISA 

xiXS 


tjXn 


vjXU 


Leu 


Leu 


AX a 


Cys 


Gin 


Glu 










770 










77 c; 










780 




to 


Lys 


Lys 


xnx 


Leu 


Tnr 


Leu 


He 




Lys 


Gly 


Ser 


Gin 


Ser 










7 pc; 










/ y u 










795 


V CLA. 




Lys 




vax 


inr 


Leu 


Ser 


Asn 


vax 


Leu 


Lys 


His 


Phe 


Asp 










ftnn 


















810 




± I IX 


Air^ 


Leu 


r*! n 
Vjxn 


Arg 


(aXn 


He 


Ala 


Asp 


.He 


His 


Val 


Ala 


Phe 










oXD 










0 0 

820 










825 






jyiec 


vs. J. 


Lys 


Lys 


Tnr 


Gly Asp 


Trp 


Lys 


Lys 


His 


Val 


Glu 










Pin 










0 o cr 

835 










840 




Ash 




Arg 


Leu 


Met 


Lys 


Lys 


Phe 


Glu 


Glu 


Ser Arg 


Ala 


Glu 




















OCA 










855 






Lys 


vai 


Leu 


Arg 


He 


Ala 


Gin 


Glu 


Gly 


Leu 


Glu 


Glu 


Lys 










Q £ n 










c\ /T c. 

865 










870 




Asp 


Pro 


GXU 


Glu 


Leu 


Leu 


Arg Arg 


His 


Thr 


Glu 


Phe 


Phe 


Ser 










P7s; 










0 0 n 










885 


Gin 


Leu 


Asp 


Gin 


Arg 


Val 


Leu 


Asn 


Ala 


Phe 


Leu 


Lys 


Ala 


Cys 


Asp 










890 










895 








900 


Glu 


Leu 


Thr 


Asp 


He 


Phe 


Gin 


Ser 


Arg 


Ser 


Ser 


Arg 


Gly 


Cys 


Arg 










905 










910 










915 


Lys 


Leu 


Phe 


Glu 


Ser 


Ser 


Thr 


Asn 


Asn 


Gly 


Arg 


He 


Phe 


Lys 


Glu 










920 










925 








930 


Lys 


Pro 


Leu 


lie 


He 


Cys 


Phe 


He 

















935 

<210> 178 
<211> 928 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> niisc_f eature 

<223> Incyte ID No: LG:407689 .7 .orf3 :2002JAN18 
<400> 178 



Ser 


Gly Tyr 


Gly 


Arg 


Lys 


Cys 


Leu 


Glu 


Val 


Leu 


Asn Leu 


Gly Val 


1 








5 










10 








15 


Leu 


Asn 


Arg 


Met 


Asn 


His 


He 


Lys 


His 


Val 


Asp 


Leu Arg 


Met 


Asn 










20 










25 






30 


His 


Leu 


Lys 


Thr 


Met 


Val 


He 


Glu 


Asn 


Leu 


Glu 


Gly Asn 


Lys 


His 










35 










40 






45 


He 


Thr 


His 


Val 


Asp 


Leu 


Arg 


Asp Asn 


Arg 


Leu 


Thr Asp 


Leu Asp 










50 










55 








60 


Leu 


Ser 


Ser 


Leu 


Cys 


Ser 


Leu 


Glu 


Gin 


Leu 


His 


Cys Gly 


Arg 


Asn 










65 










70 








75 


Gin 


Leu 


Arg 


Glu 


Leu 


Thr 


Leu 


Ser Gly 


Phe 


Ser 


Leu Arg 


Thr 


Leu 










80 










85 






90 


Tyr 


Ala 


Ser 


Ser 


Asn 


Arg 


Leu 


Thr 


Ala 


Val 


Asn 


Val Tyr 


Pro 


Val 










95 










100 








105 


Pro 


Ser 


Leu 


Leu 


Thr 


Phe 


Leu 


Asp 


Leu 


Ser 


Arg 


Asn Leu 


Leu 


Glu 










110 










115 








120 


Cys 


Val 


Pro 


Asp 


Trp 


Ala 


Cys 


Glu 


Ala 


Lys 


Lys 


He Glu 


Val 


Leu 










125 










130 








135 


Asp 


Val 


Ser 


Tyr 


Asn 


Leu 


Leu 


Thr 


Glu 


Val 


Pro 


Val Arg 


He 


Leu 










140 










145 






150 


Ser 


Ser 


Leu 


Ser 


Leu 


Arg 


Lys 


Leu 


Met 


Leu 


Gly 


His Asn 


His 


Val 










155 










160 








165 


Gin 


Asn 


Leu 


Pro 


Thr 


Leu 


Val 


Glu 


His 


He 


Pro 


Leu Glu 


Val 


Leu 
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170 175 180 

Asp Leu Gin His Asn Ala Leu Thr Arg Leu Pro Asp Thr Leu Phe 
185 190 195 

Ser Lys Ala Leu Asn Leu Arg Tyr Leu Asn Ala Ser Ala Asn Ser 
200 205 210 

Leu Glu Ser Leu Pro Ser Ala Cys Thr Gly Glu Glu Ser Leu Ser 
215 220 225 

Met Leu Gin Leu Leu Tyr Leu Thr Asn Asn Leu Leu Thr Asp Gin 
230 235 240 

Cys lie Pro Val Leu Val Gly His Leu His Leu Arg lie Leu His 
245 250 255 

Leu Ala Asn Asn Gin Leu Gin Thr Phe Pro Ala Ser Lys Leu Asn 
260 265 270 

Lys Leu Glu Gin Leu Glu Glu Leu Asn Leu Ser Gly Asn Lys Leu 
275 280 285 

Lys Thr lie Pro Thr Thr lie Ala Asn Cys Lys Arg Leu His Thr 
290 295 300 

Leu Val Ala His Ser Asn Asn lie Ser lie Phe Pro Glu lie Leu 
305 310 315 

Gin Leu Pro Gin lie Gin Phe Val Asp Leu Ser Cys Asn Asp Leu 
320 325 330 

Thr Glu lie Leu lie Pro Glu Ala Leu Pro Ala Thr Leu Gin Asp 
335 340 345 

Leu Asp Leu Thr Gly Asn Thr Asn Leu Val Leu Glu His Lys Thr 
350 355 360 

Leu Asp He Phe Ser His He Thr Thr Leu Lys He Asp Gin Lys 
365 370 375 

Pro Leu Pro Thr Thr Asp Ser Thr Val Thr Ser Thr Phe Trp Ser 
380 385 390 

His Gly Leu Ala Glu Met Ala Gly Gin Arg Asn Lys Leu Cys Val 
395 400 405 

Ser Ala Leu Ala Met Asp Ser Phe Ala Glu Gly Val Gly Ala Val 
410 415 420 

Tyr Gly Met Phe Asp Gly Asp Arg Asn Glu Glu Leu Pro Arg Leu 
425 430 435 

Leu Gin Cys Thr Met Ala Asp Val Leu Leu Glu Glu Val Gin Gin 
440 445 450 

Ser Thr Asn Asp Thr Val Phe Met Ala Asn Thr Phe Leu Val Ser 
455 460 465 

His Arg Lys Leu Gly Met Ala Gly Gin Lys Leu Gly Ser Ser Ala 
470 475 480 

Leu Leu Cys Tyr He Arg Pro Asp Thr Ala Asp Pro Ala Ser Ser 
485 490 495 

Phe Ser Leu Thr Val Ala Asn Val Gly Thr Cys Gin Ala Val Leu 
500 505 510 

Cys Arg Gly Gly Lys Pro Val Pro Leu Ser Lys Val Phe Ser Leu 
515 520 525 

Glu Gin Asp Pro Glu Glu Ala Gin Arg Val Lys Asp Gin Lys Ala 
530 535 540 

He He Thr Glu Asp Asn Lys Val Asn Gly Val Thr Cys Cys Thr 
545 550 555 

Arg Met Leu Gly Cys Thr Tyr Leu Tyr Pro Trp He Leu Pro Lys 
560 565 570 

Pro His He Ser Ser Thr Pro Leu Thr He Gin Asp Glu Leu Leu 
575 580 585 

He Leu Gly Asn Lys Ala Leu Trp Glu His Leu Ser Tyr Thr Glu 
590 595. 600 

Ala Val Asn Ala Val Arg His Val Gin Asp Pro Leu Ala Ala Ala 
605 610 615 

Lys Lys Leu Cys Thr Leu Ala Gin Ser Tyr Gly Cys Gin Asp Asn 
620 625 630 

Val Gly Ala Met Val Val Tyr Leu Asn He Gly Glu Glu Gly Cys 
635 640 645 
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Thr Cys Glu Met Asn Gly Leu Thr Leu Pro Gly Pro Val Gly Phe 
^50 

Ala Ser Thr Thr Thr He Lys Asp Ala Pro Lys Pro Ala Thr Pro 

670 675 
Ser Ser Ser Ser Gly He Ala Ser Glu Phe Ser Ser Glu Met Ser 

680 685 690 

Thr Ser Glu Val Ser Ser Glu Val Gly Ser Thr Ala Ser Asp Glu 

695 700 705 

His Asn Ala Gly Gly Leu Asp Thr Ala Leu Leu Pro Arg Pro Glu 

710 715 ^20 

Arg Arg Cys Ser Leu His Pro Thr Pro Thr Ser Gly Leu Phe Gin 

"^^^ 730 735 

Arg Gin Pro Ser Ser Ala Thr Phe Ser Ser Asn Gin Ser Asp Asn 

745 750 
Gly Leu Asp Ser Asp Asp Asp Gin Pro Val Glu Gly Val He Thr 

755 760 765 

Asn Gly Ser Lys Val Glu Val Glu Val Asp He His Cys Cys Arg 

770 775 780 

Gly Arg Asp Leu Glu Asn Ser Pro Pro Leu He Glu Ser Ser Pro 

785 790 795 

Thr Leu Cys Ser Glu Glu His Ala Arg Gly Ser Cys Phe Gly He 
^ . on 805 810 

Arg Arg Gin Asn Ser Val Asn Ser Gly Met Leu Leu Pro Met Ser 

815 820 825 

Lys Asp Arg Met Glu Leu Gin Lys Ser Pro Ser Thr Ser Cys Leu 
m, «n 835 840 

Tyr Gly Lys Lys Leu Ser Asn Gly Ser He Val Pro Leu Glu Asp 

845 850 855 

Ser Leu Asn Leu He Glu Val Ala Thr Glu Val Pro Lys Arg Lys 

860 865 870 

Thr Gly Tyr Phe Ala Ala Pro Thr Gin Met Glu Pro Glu Asp Gin 

875 880 885 

Phe Val Val Pro His Asp Leu Glu Glu Glu Val Lys Glu Gin Met 

890 895 900 

Lys Gin Hxs Gin Asp Ser Arg Leu Glu Pro Glu Pro His Glu Glu 

905 910 Q-,5 

Asp Arg Thr Glu Pro Pro Glu Glu Phe Asp Thr Ala Leu 

920 925 

<210> 179 
<211> 304 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eatxire 

<223> Incyte ID No: LG: 407700 . 1 . orf 2 : 2002 JAN18 

<400> 179 

Pro Gly Pro Trp Ala Pro Ala H 

1 5 
Met Ala Phe Arg Gin Ala Leu G 
20 

Gly Gly Ser Ala Ala Val Leu P 
35 

Pro Arg Ala Gly Gly Asp Ala G 
50 

Ala Trp Ala Gly Gly Ala Arg P 
65 

Asn Trp Asp Arg Arg Glu Pro L 
80 

Arg Asn Val Glu Ser Gly Glu G 
95 



Ala 


Gly Ala 


Gly Ala Ser Gly 




10 






15 


Leu 


Ala 


Ala 


Cys 


Gly Leu Ala 




25 






30 


Ser 


Ala 


Val 


Ala 


Val Gly Lys 




40 






45 


Pro 


Arg 


Pro 


Ala 


Glu Pro Pro 




55 






60 


Gly 


Pro 


Gly 


Val 


Trp Asp Pro 




70 






75 


Ser 


Leu 


He 


Asn 


Val Arg Lys 




85 






90 


Glu 


Leu 


Ala 


Ser 


Lys Leu Asp 




100 






105 
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Ala 
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Ala Thr Arg 
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He 
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Asp Gly Ser 
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Glu 
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AsD Aro Thr Leu 
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Pro 


Leu Gly Arg Glu Gin Ala 


Glu 


Leu 
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Gly Leu Arg Leu 
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150 


TV 1 n 
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±JjftD 




Val 


Hts S^3? Seir Met 
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Ala 
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Glu 


Thr Thr Asp 
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Ser 
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1 
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Gly 
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Cys 


Lys 


Val 


Ser Thr Asp 








Glu Glv Ala Pro 
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Pro 


Asp 


Pro 


Pro Val Ser 


JTIJ. o 
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P-rn Glii Ala Val 

C im \J V3JLUr X^XCL VClal. 








o n n 
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Glu 
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ZZ U 




225 


Tyi: 


He 


His 


Arg 


Ala 


Asp Ala Arg 








ZVcjTi Qt^f TvT" GT 11 








230 










240 


lie 


Phe 


He 


Cys 


His 


Ala Asn Val 




Arg 


xyiT 


Tl pa Val r*v«? A"r*cr 








245 






PRO 




255 




Leu 


Gin 


Phe 


Pro 


Pro Glu Gly 


Tro 


Leu 


Arg 


Leu Ser Leu Asn 










260 






265 




270 


Asn 


Gly 


Ser 


He 


Thr 


His Leu Val 


He 


Arg 


Pro 


Asn Gly Arg Val 








275 






280 




285 


Ala 


lieu 


Arg 


Thr 


Leu 


Gly Asp Thr 


Gly 


Phe 


Met 


Pro Pro Asp Lys 








290 






295 




300 


He 


Thr 


Arg 


Ser 















<210> 180 
<211> 320 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: LG:410461.92 .orf3 :2002JAN18 
<400> 180 



Ala Pro Ala 


Pro 


Glu 


Pro 


Gly 


Pro 


Arg 


Ala 


Ala 


Ala Ala Ala Gly 


1 




5 










10 




15 


Gly Thr Met 


Ser 


Cys 


Ala 


Gly Arg Ala 


Gly 


Pro 


Ala Arg Leu Ala 




20 










25 




30 


Ala Leu Ala 


Leu 


Leu 


Thr 


Cys 


Ser 


Leu 


Trp 


Pro 


Ala Arg Ala Asp 






35 










40 




45 


Asn Ala Ser 


Gin 


Glu 


Tyr 


Tyr 


Thr 


Ala 


Leu 


He 


Asn Val Thr Val 






50 










55 




60 


Gin Glu Pro 


Gly Arg Gly 


Ala 


Pro 


Leu 


Thr 


Phe 


Arg He Asp Arg 






65 










70 




75 


Gly Arg Tyr 


Gly Leu Asp 


Ser 


Pro 


Lys 


Ala 


Glu 


Val Arg Gly Gin 




80 










85 




90 


Val Leu Ala 


Pro 


Leu 


Pro 


Leu 


His 


Gly 


Val 


Ala 


Asp His Leu Gly 






95 










100 




105 


Cys Asp Pro 


Gin 


Thr 


Arg 


Phe 


Phe 


Val 


Pro 


Pro 


Asn He Lys Gin 




110 










115 




120 


Trp He Ala 


Leu 


Leu 


Gin 


Arg 


Gly Asn 


Cys 


Thr 


Phe Lys Glu Lys 




125 










130 




135 


He Ser Arg 


Ala 


Ala 


Phe 


His 


Asn 


Ala 


Val 


Ala 


Val Val He Tyr 




140 










145 




150 


Asn Asn Lys 


Ser 


Lys 


Glu 


Glu 


Pro 


Val 


Thr 


Met 


Thr His Pro Gly 




155 










160 




165 


Thr Gly Asp 


He 


He 


Ala 


Val 


Met 


He 


Thr 


Glu 


Leu Arg Gly Lys 




170 










175 




180 



188/218 
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Asp 


He 


Leu 


Ser 


Tvr 


Leu Glu 


Asn 


Phe 


Ser 


Arg 


Gly Ser Leu 


Val 


Phe 


Val 






-L O ^ 








190 






195 


Ser 


He 


Ser 


Phe He 


Val 


Leu 


Met 


Tl ca 

xxe 


He Ser Ser 


Ala 


Trp 








200 








205 






210 


Leu 


He 


Phe 


Tvr 


Phe He 


Gin 


Lys 


He 


, Arg 


ryr Txir Asn 


Ala 


Arg 








215 








220 




225 


Asp 


Arg Asn 


Gin 




Leu Gly Asp 


A±SL 


Ala Lys Lys 


Ala 


lie 








23 0 








235 




240 


Ser 


Lys 


Leu 


Thr 


Thr Arg 


Thr 


Val 


Lys 


Lys 


Gly Asp Lys 


Glu 


Thr 








245 








250 




255 


Asp 


Pro 


Asp 


Phe 




Cys 


Ala 


Val 


Cys 


He Glu Ser 


Tyr 


Lys 


Gin 






^ D U 








265 






270 


Asn 


Asp 


Val 


Val Arg 


He 


Leu 


Pro 


Cys 


Lys His Val 


Phe 


His 








O "7 C 








280 




285 


Lys 


Ser 


Cys 


Val 


Asp Pro 


Trp 


Leu 


Ser 


Glu 


His Cys Thr 


Cys 










290 








295 




300 


Pro 


Met 


Cys 


Lys 


Leu 


Asn He 


Leu 


Lys 


Ala 


Leu 


Gly Asn Cys Ala 


Glu 








305 








310 






315 


Phe 


Ala 


Met 


Tyr 
320 















<210> 181 
<211> 358 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 411043 .3 . orf 2 : 2002JAN18 
<400> 181 

Asn His Cys Pro Thr Arg Ala Met I 

1 5 
Asn Ser Arg Pro Gly Lys Asn Gly A 
20 

Arg Met Glu Glu Val Tyr Leu Pro A 
35 

Val Gin Val Arg Thr Leu Tyr Leu S 
50 

Cys Arg Met Asn Glu Asp Thr Gly T! 
65 

Gin Leu Ser Gin Val Val Asp Gly G 
80 

Glu Ser Lys His Thr Asn Leu Thr L^ 
95 

Phe Tyr Trp Pro Trp Gin Thr Lys V< 
110 

Leu Glu Lys Val Asp Pro Gin Leu V< 
125 

Phe Leu Gly Ala He Gly Met Pro G! 
140 

He Gin Glu Lys Gly His He Thr a: 
155 

Val Val Ser Gly Ala Ala Gly Ala C> 
170 

He Gly His Phe Leu Gly Cys Ser Aa 
185 

Thr His Glu Lys Cys He Leu Leu Tl 

200 

Ala Ala He Asn Tyr Lys Lys Asp As 
215 

Glu Ser Cys Pro Ala Gly Val Asp Vc 
230 

189/218 



Val 


Gin Arg Val Val 


Leu 


10 




15 


Pro 


Val Ala Glu Asn 


Phe 


25 




30 


Asn 


He Asn Glu Gly Gin 


40 




45 


Val 


Asp Pro Tyr Met 


Arg 


55 




60 


Asp 


Tyr He Thr Pro 


Trp 


70 




75 


Gly 


He Gly He He 


Glu 


85 




90 


Gly 


Asp Phe Val Thr 


Ser 


100 




105 


He 


Leu Asp Gly Asn Ser 


115 




120 


Asp 


Gly His Leu Ser 


Tyr 


130 




135 


Leu 


Thr Ser Leu He 


Gly 


145 




150 


Gly 


Ser Asn Lys Thr 


Met 


160 




165 


Gly 


Ser Val Ala Gly Gin 


175 




180 


Val 


Val Gly He Cys 


Gly 


190 




195 


Ser 


Glu Leu Gly Phe 


Asp 


205 




210 


Val 


Ala Glu Gin Leu 


Arg 


220 




225 


Tyr 


Phe Asp Asn Val 


Gly 


235 




240 



BNSDCX2ID: <WO. 03062379A2_I_ 



wo 03/062379 
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Asn 






As]p 


Thx* 


Val 


He 


Sei* 


Gin 


Met 


Asn Glu Asn Ser 


















250 




255 


His 


lie 










Gin 


He 


Ser 


Gin 


■'■ Jf 


Asn Lys Asp Val 
























270 


P3ro 


Tyr 


Pro 


PlTO 








XT A. l-^ 


Ala 


He 


Glu 


Ala He Gin Lys 






















285 




Axg 


Asn 


He 


Tli3r 


A3rg" 


VarXU. 






Leu 


V CL J. 


Leu Asn Tvr Lvs 








Z J7 u 










^ J -J 




300 


Asp 


Lys 


Phe 


Glu 


Pro 


Gly 


He 


Leu 


Gin 


Leu 


Ser 


Gin Trp Phe Lys 






305 










310 




315 


Glu 


Gly 


Lys 


Leu 


Lys 


He 


Lys 


Glu 


Thr 


Val 


He 


Asn Gly Leu Glu 






320 










325 




330 


Asn 


Met 


Gly Ala 


Ala 


Phe 


Gin 


Ser 


Met 


Met 


Thr 


Gly Gly Asn He 










335 










340 




345 


Gly 


Lys 


Gin 


He 


Val 


Cys 


He 


Ser 


Glu 


Glu 


He 


Ser Leu 



350 355 

<210> 182 
<211> 438 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: LG: 438690 . 47 . orfl : 2002 JAN18 



<400> 182 



Arg Val Arg Ala Gly 


Leu 


Pro 


Cys 


Pro 


Met 


Cys 


Ser 


Gly Arg 


Phe 


1 


5 










10 










15 


Gin Asn 


He Gin Val 


Asn 


Pro 


Asp 


Phe 


Pro 


Arg 


Gly Arg 


He 


Ser 




20 










25 










30 


Asn Ser 


Phe Arg Arg 


Thr 


Ser 


Ser 


Thr 


Glu 


Asn 


Lys 


Thr 


Lys 


Thr 




35 










40 










45 


Leu Gly Lys Leu His 


Gin 


Glu 


Pro 


Arg 


Gin 


Leu 


Gin 


Ser 


Asp 


Gly 




50 










55 










60 


Lys Arg 


Lys He Leu 


Leu 


Glu 


Glu 


Leu 


Ala 


Asn 


Ser Asp 


Pro 


Lys 


65 










70 










75 


Leu Ala 


Leu Thr Gly Val 


Pro 


He 


Val 


Gin 


Trp 


Pro 


Lys 


Arg Asp 




80 










85 










90 


Lys Leu 


Lys Phe Pro 


Thr 


Arg 


Pro 


Lys 


Val 


Arg 


Val 


Pro 


Thr 


He 


95 










100 










105 


Pro He 


Thr Lys Pro 


His 


Thr 


Met 


Lys 


Pro 


Ala 


Pro 


Arg 


Leu 


Thr 




110 










115 










120 


Pro Val 


Arg Pro Ala 


Ala 


Ala 


Ser 


Pro 


He 


Val 


Ser 


Gly Ala Arg 




125 










130 










135 


Arg Arg Arg Val Arg Cys 


Arg 


Lys 


Cys 


Lys 


Ala 


Cys 


Val 


Gin Gly 




140 










145 










150 


Glu Cys 


Gly Val Cys 


His 


Tyr Cys 


Arg Asp Met 


Lys 


Lys 


Phe 


Gly 




155 










160 










165 


Gly Pro 


Gly Arg Met 


Lys 


Gin 


Ser 


Cys 


Val 


Leu 


Arg 


Gin 


Cys 


Leu 


170 










175 










180 


Ala Pro 


Arg Leu Pro 


His 


Ser 


Val 


Thr 


Cys 


Ser 


Leu Cys Gly Glu 




185 










190 










195 


Val Asp 


Gin Asn Glu 


Glu 


Thr 


Gin Asp 


Phe 


Glu 


Lys 


Lys 


Leu 


Met 


200 










205 










210 


Glu Cys 


Cys He Cys 


Asn 


Glu 


He 


Val 


His 


Pro 


Gly Cys 


Leu 


Gin 


215 










220 










225 


Met Asp 


Gly Glu Gly Leu 


Leu 


Asn 


Glu 


Glu 


Leu 


Pro 


Asn 


Cys 


Trp 


230 










235 










240 


Glu Cys 


Pro Lys Cys 


Tyr 


Gin 


Glu 


Asp 


Ser 


Ser 


Glu 


Lys 


Ala 


Gin 


245 










250 










255 


Lys Arg 


Lys Met Glu 


Glu 


Ser 


Asp 


Glu 


Glu 


Ala 


Val 


Gin 


Ala 


Lys 


260 










265 










270 
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Val 


Leu. 


Arg 


Pro 


Leu 


"X y 


Ser 




As]p 


m 11 

VsXLL 


Pro 


Leu 


Thr 


Pro 


Pro 










£• / D 










o Q n 










285 


Pro 


His 


Ser 


XT X 


XXIX 


ocx 


iXL6 I. 


Leu 




Leu 


±xe 


His 


Asp 


Pro 


Val 










^ 7 V/ 










O Q R 








"5 /I rt 
300 


3er 


Pro 


rtX ^ 








XXlx 


Arg 


Ser 


Ser 


Pro 


Gly Ala Gly 


Pro 




















^xU 










315 


S63r 


Asp> 




XjLXo 


Oc=X 




Ser 


Arg 


Asp 


It 

lirXU 


Arg 


Phe 


Lys 


Arg 


Arg 










.3 ^ U 










o c 










330 


Gin 


Leu 


JLidJl 




Leu 




A J. a 


inr 


oXU 


Arg 


Tiir 


Met 


Val 


Arg 


Glu 










c: 

J J o 










J4U 








345 






aSZI 


Asn 


Pro 


Ser 




Lys 


Lys 


G±U 


Leu 


Ser 


Glu 


Val 


Glu 










R r\ 
O D u 










o c c 
ODD 










360 


Lys 


Ala 




X X c 


Ar^ 


\3rxy 


Ser 


Tyr 


Leu 


inr 


va± 


Thr 


Leu 


Gin 


Arg 










c: 

J D 3 










'~i r\ 










375 


Pro 


Thr 


Lvs 


Glu 


Leu 


His 


Glv 


Thr 


Ser 


He 


Val 


Pro 


Lys 


Leu 


VjXII 










380 










385 










390 


Ala 


He 


Thr 


Ala 


Ser 


Ser 


Ala 


Asn 


Leu 


Arg 


His 


Ser 


Pro 


Arg 


Val 










395 










400 








405 


Leu 


Val 


Gin 


His 


Cys 


Pro 


Ala 


Arg 


Thr 


Pro 


Gin 


Arg 


Gly Asp 


Glu 










410 










415 










420 


Glu 


Gly 


Leu 


Gly 


Gly 


Ser 


Arg 


Arg 


Arg- 


Lys 


Arg 


Arg Arg Arg 


Asp 



425 430 435 

Gly Gly Arg 



<210> 183 
<211> 246 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 444677. 81. orf 1:2002 JAN18 
<400> 183 



Gin 


Ala 


Leu 


Met 


Leu 


Val 


Ser 


■Gly Arg 


Arg 


Arg 


Leu 


Leu 


Thr 


Ala 


1 








5 








10 










15 


Leu 


Leu 


Gin 


Ala 


Gin 


Lys 


Trp 


Pro Phe 


Gin 


Pro 


Ser 


Arg 


Asp 


Met 










20 








25 










30 


Arg 


Leu 


Val 


Gin 


Phe. 


Arg 


Ala 


Pro His 


Leu 


Val 


Gly 


Pro 


His 


Leu 










35 








40 










45 


Gly 


Leu 


Glu 


Thr Gly 


Asn 


Gly 


Gly Gly 


Val 


He 


Asn 


Leu 


Asn 


Ala 










50 








55 










60 


Phe 


Asp 


Pro 


Thr 


Leu 


Pro 


Lys 


Thr Met 


Thr 


Gin 


Phe 


Leu 


Glu 


Gin 










65 








70 










75 


Gly 


Glu 


Ala 


Thr 


Leu 


Ser 


Val 


Ala Arg 


Arg 


Ala 


Leu 


Ala 


Ala 


Gin 










80 








85 










90 


Leu 


Pro 


Val 


Leu 


Pro 


Trp 


Ser 


Glu Val 


Thr 


Phe 


Leu 


Ala 


Pro 


Val 










95 








100 










105 


Thr 


Trp 


Pro 


Asp 


Lys 


Val 


Val 


Cys Val 


Gly 


Met 


Asn Tyr Val 


Asp 










110 








115 










120 


His 


Cys 


Lys 


Glu 


Gin 


Asn 


Val 


Pro Val 


Pro 


Lys 


Glu 


Pro 


He 


He 










125 








130 








135 


Phe 


Ser 


Lys 


Phe 


Ala 


Ser 


Ser 


He Val 


Gly 


Pro 


Tyr Asp 


Glu 


Val 










140 








145 










150 


Val 


Leu 


Pro 


Pro 


Gin 


Ser 


Gin 


Glu Val 


Asp 


Trp 


Glu 


Val 


Glu 


Leu 










155 








160 










165 


Ala 


Val 


Val 


lie Gly 


Lys 


Lys 


Gly Lys 


His 


He 


Lys 


Ala 


Thr 


Asp 










170 








175 










180 


Ala 


Met 


Ala 


His 


Val 


Ala 


Gly 


Phe Thr 


Val 


Ala 


His 


Asp 


Val 


Ser 










185 








190 








195 


Ala 


Arg 


Asp 


Trp 


Leu 


Thr Arg 


Arg Asn 


Gly 


Lys 


Gin 


Trp 


Leu 


Leu 



200 205 210 
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Gly Lys Thr Phe Asp Thr Phe Cys Pro Leu Gly Pro Ala Leu Val 
215 220 225 

Thr Lys Asp Ser Val Ala Gly Arg Ser Leu Val Pro Ala Pro Trp 
230 235 240 

Tyr Leu Pro Leu His Arg 
245 

<210> 184 
<211> 266 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: LG : 457464 . 24 , orf 3 : 2002 JAN18 
<400> 184 

Gin Phe Ser Glu Gin Gin Pro Ser Tyr Gly Gly Gin Gin Gin Ser 
15 10 15 

Tyr Gly Gin Gin Gin Ser Tyr Asn Pro Pro Gin Gly Tyr Gly Gin 
20 25 30 

Gin Asn Gin Tyr Asn Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly 
35 40 45 

Gly Gly Gly Asn Tyr Gly Gin Asp Gin Ser Ser Met Ser Ser Gly- 
50 55 60 

Gly Gly Ser Gly Gly Gly Tyr Gly Asn Gin Asp Gin Ser Gly Gly 
65 70 75 

Gly Gly Ser Gly Gly Tyr Gly Gin Gin Asp Arg Gly Gly Arg Gly 
80 85 90 

Arg Gly Gly Ser Gly Gly Ala Ala Ala Ala Ala Val Val Val Thr 
95 100 105 

Thr Ala Ala Val Val Ala Met Asn Pro Glu Val Val Glu Val Ala 

110 115 120 

Val Glu Ala Glu Val Ala Trp Gly Pro Arg Asp Gin Gly Ser Arg 

125 130 135 

His Asp Ser Glu Gin Asp Asn Ser Asp Asn Asn Thr lie Phe Val 

140 145 150 

Gin Gly Leu Gly Glu Asn Val Thr lie Glu Ser Val Ala Asp Tyr 

155 160 165 

Phe Lys Gin lie Gly lie lie Lys Thr Asn Lys Lys Thr Gly Gin 

170 175 180 

Pro Met lie Asn Leu Tyr Thr Asp Arg Glu Thr Gly Lys Leu Lys 

185 190 195 

Gly Glu Ala Thr Val Ser Phe Asp Asp Pro Pro Ser Ala Lys Ala 

200 205 210 

Ala lie Asp- Trp Phe Asp Gly Lys Glu Phe Ser Gly Asn Pro He 

215 220 225 

Lys Val Ser Phe Ala Thr Arg Arg Ala Asp Phe Asn Arg Gly Gly 

230 235 240 

Gly Asn Gly Arg Gly Gly Arg Gly Arg Gly Gly Pro Met Gly Arg 

245 250 255 

Gly Gly Tyr Gly Gly Gly Gly Ser Ala Gly Trp 

260 265 

<210> 185 
<211> 539 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc^feature 

<223> Incyte ID No: LG : 7684793 . 15 . orf 3 : 2002 JAN18 
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<400> 185 










JJjr a 


Leu 


Gly 


Ser 


Met 


Glu 


Pro 


1 








5 






Gin 


Gin Asp 


Pro 


Ala Arg 


Pro 










ZK) 






V3 J. U. 


ilUT 


Pro 


Got" 
OCX 


Glu 


Gly 


Arg 










35 






X XXJ. 


QjXU 


Arg 




Pro 


Ala 


Ser 










50 










Gin 


Cys 


Gin 


Ala 


CalU 










65 








Leu 


His 


Thr 


Leu 


Cys 


Ser 










80 








Cys 


Pro 


He 


Cys 


Gin 


TV T = 

ajlsl 










95 






Pro 


Ala 


Leu 


Asp 


Asn 


Val 


Fne 










110 






Ser 


Val 


Tyr Arg 


Gin 


He 


Val 










125 






Cys 


Lys 


Glu 


Ser 


Ala 


Asp 


Fne 










140 








Cys 


Ala 


Lys 


Cys 


Phe 


Glu 










155 








Ala 


Arg 


Pro 


Leu 


Ala 


Glu 










170 








Leu 


Asp 


Gly 


Thr 


Arg 


Lys 










185 






Pro 


Asrx 


His 


Arg 


Thr 


Pro 


Thr 










200 






Cys 


Ser 


Lys 


Pro 


Leu 


Cys 


Cys 










215 






TJ*t e 

xiXS 


Ser 


Glu 


Leu 


Lys 


Cys 


Asp 










230 








Glu 


Glu 


Leu 


Asp 


Ala 


Met 










245 








Ala 


Phe 


Gly 


Ala 


Val 


His 










260 








Leu Gly Arg 


Ala 


Arg 


Ala 










275 








Val 


Arg 


Gin 


Val 


Val 


TV 1 _ 

Ala 










290 








Leu 


Glu 


Ala 


Val 


Asp 


Ala 










305 








Ala 


Ser Arg 


Leu 


Gly 


Arg 










320 






Arg 


Thr 


Gly 


Ser 


Ala 


Leu 


Val 










335 






AS£) 


Gin 


Glu 


Val 


Leu Asp 


Met 










350 






Cys 


Arg 


Leu Arg 


Gin 


Glu 


Glu 










365 






A3rg 


Thr Asp Gly 


Phe 


Asp 


Glu 










380 








Ser 


Cys 


He 


Thr 


Gin 


Gly 










395 




& *1 a 


Ser 


Pro 


Glu 


Ala 


Ala 


Ser 










410 






Asp 


Leu 


Ala 


Glu 


Glu 


Ala 


Glu 










425 






Leu 


Gly 


Leu 


Ala 


Glu 


Ala 


Gin 










440 






Pro 


Gly Ala His 


Pro 


Val 


Pro 










455 







AX a 


Pro 


TV 1 n 

Ala 


Arg 


Ser 


Pro 


Arg 


Pro 






XU 










15 


Gxn 


OT w 


Pro 


Thr 


Met 


Pro 


Pro 


Pro 






ZD 










30 


Gin 


Pro 


Ser 


.Pro 


Ser 


Pro 


Ser 


Pro 






40 










45 


Glu 


Glu 


Glu 


Phe 


Gin 


Phe 


Leu 


Arg 






55 










60 


Ala 


Lys 


Cys 


Pro 


Lys 


Leu 


Leu 


Pro 






70 










75 


Gly Cys 


Leu 


Glu 


Ala 


Ser 


Gly Met 






85 










90 


Pro 


Trp 


Pro 


Leu Gly Ala 


Asp 


Thr 






100 










105 


Phe 


Glu 


Ser 


Leu Gin Arg 


Arg 


Leu 






115 










120 


Asp 


Ala 


Gin 


Ala 


Val 


Cys 


Thr 


Arg 






130 










135 


Tzp 


Cys 


Phe 


Glu 


Cys 


Glu 


Gin 


Leu 






145 










150 


Ala 


His 


Gin 


Trp 


Phe 


Leu 


Lys 


His 






160 










165 


Leu 


Arg 


Asn 


Gin 


Ser 


Val 


Arg 


Glu 






175 










180 


Thr 


Asn 


Asn 


He 


Phe 


Cys 


Ser 


Asn 






190 










195 


Leu 


Thr 


Ser 


He 


Tyr 


Cys 


Arg Gly 






205 










210 


Ser 


Cys 


Ala 


Leu 


Leu Asp 


Ser 


Ser 






220 










225 


He 


Ser 


Ala 


Glu 


He 


Gin 


Gin Arg 






235 










240 


Thr 


Gin 


Ala 


Leu 


Gin 


Glu 


Gin Asp 






250 










255 


Ala 


Gin 


Met 


His 


Ala 


Ala 


Val 


Gly 






265 










270 


Glu 


Thr 


Glu 


Glu 


Leu 


He 


Arg 


Glu 






280 










285 


His 
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795 


Val 


Pro 


Ala Gly Asn 


Ser Asp Thr Glu Gly Gly Gin Pro Gly Arg 










800 






805 










810 


Lys 


Arg Arg Trp Gly 


Ala Ser Thr Ala Thr Thr Gin Lys Lys 


Pro 










815 






820 










825 


Ser 


He 


Ser 


He 


Thr 


Thr 


Glu 


Ser Leu Lys -Ser 


Leu 


He 


Pro 


Asp 










830 






835 










840 


He 


Lys 


Pro 


Leu 


Ala 


Gly Gin Glu Ala Val Val 


Asp 


Leu 


His 


Ala 










845 






850 










855 


Asp 


Asp 


Ser 


Arg 


He 


Ser 


Glu 


Asp Glu Thr 


Glu 


Arg Asn Gly Asp 










860 






865 










870 


Asp 


Gly Thr 


His 


Asp 


Lys 


Gly 


Leu Lys He 


Cys 


Arg 


Thr 


Val 


Thr 










875 






880 










885 


Gin 


Val 


Val 


Pro 


Ala 


Glu Gly Gin Glu Asn Gly Gin Arg Glu Glu 










890 






895 










900 


Glu 


Glu Glu Glu Lys 


Glu 


Pro 


Glu Ala Glu 


Pro 


Pro 


Val 


Pro 


Pro 










905 






910 










915 


Gin 


Val 


Ser 


Val 


Glu 
920 


Val 


Ala 


Leu Pro Pro 
925 


Pro 


Ala 


Glu 


His 


Glu 
930 


Val 


Lys 


Lys 


Val 


Thr 


Leu Gly Asp Thr Leu 


Thr 


Arg 


Arg 


Ser 


He 










935 






940 










945 


Ser 


Gin 


Gin 


Lys 


Ser 


Gly Val 


Ser He Thr 


He 


Asp Asp 


Pro 


Val 










950 






955 










960 


Arg 


Thr 


Ala 


Gin Val 


Pro 


Ser 


Pro Pro Arg 


Gly Lys 


He 


Ser 


Asn 
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965 

He Val His He Ser Asn Leu Val Arg Pro Phe Thr Leu Gly Gin 
980 985 990 

Leu Lys Glu Leu Leu Gly Arg Thr Gly Thr Leu Val Glu Glu Ala 

1000 1005 
Phe Trp He Asp Lys He Lys Ser His Cys Phe Val Thr Tyr Ser 
^ , 1010 1015 1020 

Thr val Glu Glu Ala Val Ala Thr Arg Thr Ala Leu His Gly Val 

1025 1030 1035 

• Lys Trp Pro Gin Ser Asn Pro Lys Phe Leu Cys -Ala Asp Tyr Ala 

1040 1045 1050 

Glu Gin Asp Glu Leu Asp Tyr His Arg Gly Leu Leu Val Asp Arg 

1055 1060 1065 

Pro Ser Glu Thr Lys Thr Glu Glu Gin Gly He Pro Arg Pro Leu 
„. „ 1070 1075 1080 

His Pro Pro Pro Pro Pro Pro Val Gin Pro Pro Gin His Pro Arg 

1085 1090 1095 

Ala Glu Gin Arg Glu Gin Glu Arg Ala Val Arg Glu Gin Trp Ala 

1100 1105 1110 

Glu Arg Glu Arg Glu Met Glu Arg Arg Glu Arg Thr Arg Ser Glu 

1115 1120 1125 

Arg Glu Trp Asp Arg Asp Lys Val Arg Glu Gly Pro Arg Ser Arg 

o ^ „ 1135 1140 

ser Arg Ser Arg Asp Arg Arg Arg Lys Glu Arg Ala Lys Ser Lys 

1145 1150 1155 

Glu Lys Lys Ser Glu Lys Lys Glu Lys Ala Gin Glu Glu Pro Pro 

1160 1165 1170 

Ala Lys Leu Leu Asp Asp Leu Phe Arg Lys Thr Lys Ala Ala Pro 

1175 1180 1185 

Cys He Tyr Trp Leu Pro Leu Thr Asp Ser Gin He Val Gin Lys 

r^i ^-i 1195 1200 

Glu Ala Glu Arg Ala Glu Arg Ala Lys Glu Arg Glu Lys Arg Arg 

1205 1210 1215 

Lys Glu Gin Glu Glu Glu Glu Gin Lys Glu Arg Glu Lys Glu Ala 

1220 1225 1230 

Glu Arg Glu Arg Asn Arg Gin Leu Glu Arg Glu Lys Arg Arg Glu 

1235 1240 1245 

His Ser Arg Glu Arg Asp Arg Xaa Arg Xaa Arg Glu Arg Glu Arg 
^ . 1255 1260 

Asp Arg Gly Asp Arg Asp Arg Asp Arg Glu Arg Asp Arg Glu Arg 

1265 1270 1275 

Gly Arg Glu Arg Asp Arg Arg Asp Thr Lys Arg His Ser Arg Ser 

1280 1285 1290 

Arg Ser Arg Ser Thr Pro Val Arg Asp Arg Gly Gly Arg Arg 

1295 1300 

<210> 191 
<211> 239 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> inisc_feature 

<223> Incyte ID No: LG:7763560.12.orfl:2002JAN18 

<220> 

<221> unsure 

<222> (1) ... (239) 

<223> unknown or other 

<400> 191 

Ser Arg Cys Xaa Val Thr Arg Gly Ser Gin Ala Trp Leu Pro Leu 

J. 5 



10 15 
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Leu 


Phe 


Tlir Pro 


Leu 


Tyr Glu 


Ser Ser His Leu 


Glu 


Arg 


Pro 


Ala 








20 




25 








30 


Leu, 




Pro Met 


Val 


Ala Ala 


Arg Trp Gly Ala 


Thr 


Val 


Gly 


Pro 








35 




40 








45 


Glv 


Ala 


Val Trp 


Thr 


Gin Cys 


Tyr Gly Trp Gly 

*jr*^ w^jf 


Trp 


Pro 


Glu 


Pro 








50 




55 








60 


Ala 




Asp Ser 


Arg 


Glu Trp 


Arg Arg Val Val 


Gly 


Pro 


Gly Lys 








65 




70 








75 


Arg 


Pro 


Arg Leu 


Leu 


Ala His 


Pro Leu Trp Ala 


Ser 


Leu 


Glu 


XJCU 








80 




85 








90 


Leu 


Phe 


Leu Val 


Ser 


Gin Glu 


Asp Thr Leu Ser 


Pro 


Gly Ala 


Val 








95 




100 








105 


Gly 


Pro 




Val 


Glv AsT) 


Pro Glv Ser Ala 


Leu 


Gly 


Pro 


Leu 








110 

X X w 




115 








120 




V CiX 


Gly Asp 


Thr 




Ala Arcr Ser Pro 


Pro 


Cys 


Phe 


Ser 








125 




130 








135 


IT A. Vj 


His 


Leu Pro 


lie 


Ser Thr 


Cvs Glv Ala Aro 


Glv 


Ser 


Asp 


Pro 








140 




145 








150 


- 

Lys 




J_ Q O C; -L. 


His 


Pro Pro 


Ple>T* Pi'o Ala Pro 


Pro 


Ala 


Leu 


Arg 






155 




160 








165 


Ala 


Gin 


Gly Ala 


Ala 


Gin Pro 


Cys His Leu Cys 


Ser 


Ser 


Pro 


Ala 






170 




175 








180 


Piro 


His 


Thr Ash 


Leu 


Gly Pro 


Gly Gly Pro Ala 


His 


Pro 


Gly Leu 








185 




190 








195 


Arg 


Arg 


Pro Pro 


Pro 


Leu Val 


His Met Ala Ser 


Pro 


Ser 


Cys 


Arg 








200 




205 








210 


Gly 


Ser 


Gly Cys 


Cys 


Pro His 


Arg Ala Gly Ser 


Leu 


Leu 


Arg 


Cys 








215 




220 








225 


Ala 


Gly 


Lys Ala 


Gly 


Trp Cys 


Arg Gly Ala Arg 


Arg 


Gly Arg 










230 




235 











<210> 192 
<211> 837 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc^f eature 

<223> Incyte ID No: LG: 7763587 . 20 .orf 2 : 2002JAN18 
<400> 192 



Pro 


Ala Leu Leu 


Ser 


Leu Val Leu 


Pro 


Ser 


Gin 


Gly Glu Ala 


Pro 


1 




5 






10 






15 


Ala 


Glu Met Gly 


Ala 


Leu Leu Leu 


Glu 


Lys 


Glu 


Thr Arg Gly Ala 






20 






25 






30 


Thr 


Glu Arg Val 


His 


Gly Ser Leu 


Gly 


Asp 


Thr 


Pro Arg Ser 


Glu 






35 






40 






45 


Glu 


Thr Leu Pro 


Lys 


Ala Thr Pro 


Asp 


Ser 


Leu 


Glu Pro Ala 


Gly 






50 






55 






60 


Pro 


Ser Ser Pro 


Ala 


Ser Val Thr 


Val 


Thr 


Val 


Gly Asp Glu 


Gly 






65 






70 






75 


Ala 


Asp Thr Pro 


Val 


Gly Ala Thr 


Pro 


Leu 


He 


Gly Asp Glu 


Ser 






80 






85 






90 


Glu 


Asn Leu Glu 


Gly Asp Gly Asp 


Leu 


Arg 


Gly 


Gly Arg He 


Leu 






95 






100 






105 


Leu 


Gly His Ala 


Thr 


Lys Ser Phe 


Pro 


Ser 


Ser 


Pro Ser Lys 


Gly 






110 






115 






120 


Gly 


Ser Cys Pro 


Ser 


Arg Ala Lys 


Met 


Ser 


Met 


Thr Gly Ala 


Gly 






125 






130 






135 


Lys 


Ser Pro Pro 


Ser 


Val Gin Ser 


Leu 


Ala 


Met 


Arg Leu Leu 


Ser 






140 






145 






150 


Met 


Pro Gly Ala 


Gin Gly Ala Ala 


Ala 


Ala 


Gly 


Ser Glu Pro 


Pro 






155 






160 






165 
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Pro Ala Thr Thr Ser Pro Glu Gly Gin Pro Lys Val His Arg Ala 
I'^O 175 180 

Arg Lys Thr Met Ser Lys Pro Gly Asn Gly Gin Pro Pro Val Pro 

190 195 
Glu Lys Arg Pro Pro Glu lie Gin His Phe Arg Met Ser Asp Asp 
200 205 210 

Val His Ser Leu Gly Lys Val Thr Ser Asp Leu Ala Lys Arg Arg 
215 220 225 

Lys Leu Asn Ser Gly Gly Gly Leu Ser Glu Glu Leu Gly Ser Ala 
230 235 240 

Arg Arg Ser Gly Glu Val Thr Leu Thr Lys Gly Asp Pro Gly Ser 
245 250 255 

Leu Glu Glu Trp Glu Thr Val Val Gly Asp Asp Phe Ser Leu Tyr 
260 265 270 

Tyr Asp Ser Tyr Ser Val Asp Glu Arg Val Asp Ser Asp Ser Lys 
275 280 285 

Ser Glu Val Glu Ala Leu Thr Glu Gin Leu Ser Glu Glu Glu Glu 
290 295 300 

Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu 
305 310 315 

Glu Glu Glu Glu Glu Asp Glu Glu Ser Gly Asn Gin Ser Asp Arg 
o _ 320 325 330 

Ser Gly Ser Ser Gly Arg Arg Lys Ala Lys Lys Lys Trp Arg Lys 
335 340 345 

Asp Ser Pro Trp Val Lys Pro Ser Arg Lys Arg Arg Lys Arg Glu 

350 355 
Pro Pro Arg Ala Lys Glu Pro Arg Gly Val Ser Asn Asp Thr Ser 
365 370 375 

Ser Leu Glu Thr Glu Arg Gly Phe Glu Glu Leu Pro Leu Cys Ser 
380 385 390 

Cys Arg Met Glu Ala Pro Lys He Asp Arg He Ser Glu Arg Ala 
395 400 405 

Gly Hxs Lys Cys Met Ala Thr Glu Ser Val Asp Gly Glu Leu Ser 
^10 415 420 

Gly Cys Asn Ala Ala He Leu Lys Arg Glu Thr Met Arg Pro Ser 
425 430 435 

Ser Arg Val Ala Leu Met Val Leu Cys Glu Thr His Arg Ala Arg 
440 445 450 

Met Val Lys His His Cys Cys Pro Gly Cys Gly Tyr Phe Cys Thr 
455 460 465 

Ala Gly Thr Phe Leu Glu Cys His Pro Asp Phe Arg Val Ala His 
^"70 475 480 

Arg Phe His Lys Ala Cys Val Ser Gin Leu Asn Gly Met Val Phe 
485 490 495 

Cys Pro His Cys Gly Glu Asp Ala Ser Glu Ala Gin Glu Val Thr 
500 505 510 

He Pro Arg Gly Asp Gly Val Thr Pro Pro Ala Gly Thr Ala Ala 
515 520 525 

Pro Ala Pro Pro Pro Leu Ser Gin Asp Val Pro Gly Arg Ala Asp 

530 535 
Thr Ser Gin Pro Ser Ala Arg Met Arg Gly His Gly Glu Pro Arg 
545 550 555 

Arg Pro Pro Cys Asp Pro Leu Ala Asp Thr He Asp Ser Ser Gly 
560 565 570 

Pro Ser Leu Thr Leu Pro Asn Gly Gly Cys Leu Ser Ala Val Gly 
575 580 585 

Leu Pro Leu Gly Pro Gly Arg Glu Ala Leu Glu Lys Ala Leu Val 
, 595 600 

He Gin Glu Ser Glu Arg Arg Lys Lys Leu Arg Phe His Pro Arg 
, ^05 610 615 

Gin Leu Tyr Leu Ser Val Lys Gin Gly Glu Leu Gin Lys Val He 
620 625 630 

Leu Met Leu Leu Asp Asn Leu Asp Pro Asn Phe Gin Ser Asp Gin 
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635 








640 








645 


Gin 








Thr 


Pro 


Leu 


His Ala 


Ala 


Ala 


Gin Lys 


Gly 


Ser 






650 








655 








660 


Val 


Glu 


lie 


Cys 


His 


Val 


Leu 


Leu Gin 


Ala 


Gly 


Ala Asn 


He 


Asn 








665 








670 








675 


AT a 


V CL X 


Asp 


Lys 


Gin 


Gin 


Ara 


Thr Pro 


Leu 


Met 


Glu Ala 


Val 


Val 






680 








685 








690 


Asn 


Asn 


His 


Leu 


Glu 


Val 


Ala 


Arg Tyr 


Met 


Val 


Gin Arg 


Gly Gly 










695 








700 








705 




V CL J. 


Tyr 


Ser 


Lys 


Glu 


Glu 


Asp Gly 


Ser 


Thr 


Cys Leu 


His 


His 






710 








715 








720 






Lys 


He 


Gly Asn 


Leu 


Glu Met 


Val 


Ser 


Leu Leu 


Leu 


Ser 








725 








730 








735 


X XiX. 




Gin Val 


Asp Val 


Asn Ala Gin Asp 


Ser 


Gly Gly 


Trp 


Thr 








740 








745 








750 


Pro 


Tl <a 


He 


Trp 


Ala 


Ala 


Glu 


His Lys 


His 


He 


Glu Val 


He 


Arg 








755 








760 








765 




Xieu 


Leu 


Thr 


Arg 


Gly 


Ala Asp Val 


Thr 


Leu 




Asn 


Val 










770 








775 








780 


Ser 


Glu 


Arg 


Leu 


Val 


Glu 


Val 


Gly Gin 


Pro 


Gin 


Ala Pro 


Glu 


Gin 








785 








790 








795 


Gly 


Gly 


Gly Trp 


He 


Gin 


Gly 


Pro Ser 


Cys 


Cys 


Thr Ser 


Ser 


Val 








800 








805 








810 


Pro 


Leu 


Leu 


Pro 


Pro 


Gin 


Glu 


Glu Asn 


He 


Cys 


Leu His 


Trp Ala 










815 








820 








825 


Ser 


Phe 


Thr 


Gly 


Ser 
830 


Ala 


Ala 


He Ala 


Glu 
835 


Val 


Leu 







<210> 193 
<211> 445 
<212> PRT 
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<220> 

<221> misc_f eature 

<223> Incyte ID No: LG:899263 .10.orf2:2002JAN18 



<400> 193 












Leu 


Lys 


His Gly He Ser Asp 


Val 


Thr 


Cys 


Pro 


Lys Trp His Ser 


1 


5 






10 




15 


Arg 


Leu 


He Asn Gly Leu Gly 


Cys 


Lys 


Leu 


Ser 


Phe He Pro Trp 




20 






25 




30 


Asp 


Ala 


Leu Ser Ala Leu Gin 


His 


Leu 


Lys 


Phe 


Arg Gin Arg Glu 




35 






40 




45 


Leu 


Thr 


Trp Gly Gin Ala Ala 


Pro 


Leu 


Gly 


Arg 


Val Glu Asp Arg 






50 






55 




60 


Val 


Ser 


Leu Leu He Phe Arg 


Lys 


Ser 


Ser 


Arg 


Thr Gin Ser Pro 






65 






70 




75 


Ala 


Phe 


Gly Ser Leu Ser Gin 


Arg 


Asp 


Arg 


Arg 


Asn Pro Glu Gin 






80 






85 




90 


Ala 


Thr 


Gly Arg Arg Ser Gly 


Met 


Tyr 


Phe 


Cys 


Trp Gly Ala Asp 






95 






100 




105 


Ser 


Arg 


Glu Leu Gin Arg Arg 


Arg 


Thr 


Ala 


Gly 


Ser Pro Gly Ala 






110 






115 




120 


Glu 


Leu 


Leu Gin Ala Ala Ser 


Gly Glu 


Arg 


His 


Ser Leu Leu Leu 






125 






130 




135 


Leu 


Thr 


Asn His Arg Val Leu 


Ser 


Cys 


Gly 


Asp 


Asn Ser Arg Gly 






140 






145 




150 


Gin 


Leu 


Gly Arg Arg Gly Ala 


Glri 


Arg 


Gly 


Glu 


Leu Pro Glu Pro 






155 






160 




165 


He 


Gin 


Ala Leu Glu Thr Leu 


He 


Val 


Asp 


Leu 


Val Ser Cys Gly 






170 






175 




180 


Lys 


Glu 


His Ser Leu Ala Val 


Cys 


His 


Lys 


Gly 


Arg Val Phe Ala 
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Trp Gly 




185 










ion 




195 


Ala Gly 


Ser 


Glu 


Gly Gin Leu 




x±e 


vaiy isiu Pile Lys 


Glu lie 




200 










one 




210 


Ser Phe 


Thr 


Pro 


Lys 


Lys 


lie 


£iec 


Tnr 


Leu Asn Asp He 


Lys lie 




215 














225 


lie Gin 


Val 




Cys 


Gly His 


Tyr 


His 


Ser Leu Ala Leu 


Ser Lys 




^ J \j 










O "3 C 




240 


Asp Ser 


Gin 


Val 


Phe 


Ser 


Trp 


n'\ -XT 
vaxy 


Lys 


Asn Ser His Gly 


Gin Leu 




iLi J 










O c r\ 




255 


Gly Leu 


Glv 


Lys 


Glu 


Phe 


Pro 


o6r 


r*'\ v~i 

V7±n 


Ala Ser Pro Gin 


Arg Val 




^ v) w 










o £r c 




270 


Arg Ser 


Leu 


Glu 


Gly 


lie 


Pro 


Leu 


A J. a 


Gin Val Ala Ala 


Gly Gly 


















285 


Ala His 


Ser 


Phe 


Ala 


Leu 


Ser 


Leu 


Cys 


Gly Thr Ser Phe 


Glv TriD 














295 




300 


Gly Ser 


Asn 




Ala 


Gly 


Gin 


Leu 


TV T 

Ala 


Leu Ser Gly Arg 


Asn Val 




n c: 
J u o 










310 




315 


Pro Val 


Gin 




Asn 


Lys 


Pro 


Leu 


Ser 


Val Gly Ala Leu 






^ u 










325 




330 


Lys Asn 


Leu Glv 


Val 


Val 


Tyr 


lie 


Ser 


Cys 


Gly 


Asp Ala His Thr 


Ala Val 




335 










340 




345 


Leu Ttir 


Gin 


Asp 


Gly 


Lys 


.Val 


Phe 


Thr 


Phe Gly Asp Asn 






350 










355 




360 


Aarg Sear 


Gly Gin 


Leu 


Gly 


Tyr 


Ser 


Pro 


Thr 


Pro 


Glu Lys Arg Gly 


Pro Gin 




365 










370 




375 


Leu Val 


Glu- Arg 


lie 


Asp 


Gly Leu 


Val 


Ser Gin He Asp 


w o VJ3_L 




380 










385 




390 


o 1 yr 


His 


Thr 


Leu 


Ala 


Tyr 


Val 


His 


Thr Thr Gly Gin 


Val Val 




395 










400 




405 


Ser Phe 


Gly His 


Gly 


Pro 


Ser Asp 


Thr 


Ser Lys Pro Thr 


His Pro 




410 










415 




420 


Glu Ala 


Leu 


Thr 


Glu 


Asn 


Phe Asp 


lie 


Ser Cys Leu lie 






425 










430 




435 


Ser Ala 


Glu Glu 


Thr 


Leu 


Ser 


Met 


Asp 


Leu 








440 








445 
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<211> 139 
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<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 977837 . 31 . orfl : 2002 JAN18 



<400> 194 



Phe 


Thr 


Cys Arg 


Asn 


Leu 


His 


Phe 


He 


Gin 


Asn 


Lys 


Leu 


Asn 


Val 


1 


Thr 




5 










10 








15 


He 


Leu Leu 


Arg 


His, 


Leu 


Asn 


Thr 


Ser 


Ser 


Leu 


Leu 


Cys 


Asp 


Cys 






20 










25 








30 


Gin Leu Lys 


Trp 


Leu 


Pro 


Gin 


Trp 


Val 


Ala 


Glu 


Asn 


Asn 


Phe 


Gin 






35 










40 










45 


Ser 


Phe Val 


Asn 


Ala 


Ser 


Cys 


Ala 


His 


Pro 


Gin 


Leu 


Leu 


Lys 


Gly 






50 










55 










60 


Arg 


Ser He 


Phe 


Ala 


Val 


Ser 


Pro 


Asp 


Gly 


Phe 


Val 


Cys 


Asp 


Asp 


Phe 




65 










70 








75 


Pro Lys 


Pro 


Gin 


He 


Thr 


Val 


Gin 


Pro 


Glu 


Thr 


Gin 


Ser 


Ala 


He 




80 










85 










90 


Lys Gly 


Ser 


Asn 


Leu 


Ser 


Phe 


He 


Cys 


Ser 


Ala 


Ala 


Ser 


Ser 






95 










100 








105 


Ser 


Asp Ser 


Pro 


Met 


Thr 


Leu 


Leu 


Gly 


Lys 


Lys 


Thr 


Met 


Asn 


Tyr 






110 










115 








120 


Cys 


Met Met 


Leu 


Lys 


Trp 


Lys 


He 


Met 


His 


Thr 


Ser 


Gly Pro 
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125 



130 



135 



Lys Val Ala Arg 



<210> 195 
<211> 650 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: LG: 97856a. 13 . orf 2 : 2002 JAN18 
<400> 195 

Leu Pro Phe Ser Glu Asp Gly Ser Ser Val Pro His lie Cys His 
15 10 15 

Val His Pro Gly Phe His Leu Ser Pro Gly Leu Arg lie Ser Cys 

20 25 30 

Phe Phe Lys Arg Pro Phe Leu Ser Pro Glu Phe Gly Pro Val Arg 

35 40 45 

Val Gin Trp Ser Gly Ala Ser His Thr Gin Cys Trp Phe Pro Gly 
50 55 60 

lie Gly Asp Phe Pro Arg Cys Arg Cys Gly Leu Tyr Arg Glu Gly 
65 70 75 

Val Ala Leu Ala Gly Phe Phe Ser Glu Lys Thr Val Gin Arg Cys 
80 85 90 

Asn Ala Gly Glu Leu Gin Gin Pro His Phe Thr Gly Asn Phe Gly 
95 100 105 

Thr Thr His Phe Ala Ala Pro Lys Ser Asp Leu Ser Thr Leu Arg 

110 115 120 

Ser lie Glu Asp Pro Ser Val Glu Pro Arg Leu Leu Glu Gly Val 

125 130 135 

Val Pro Leu His Gly Pro Pro Ser Thr Cys Val Phe Pro Val Ser 

140 145 150 

Val Gly Tyr Gin Val Gly Lys Pro Ser Leu He Ser His Leu Glu 

155 160 165 

Gin Glu Glu Glu Pro Arg Thr Glu Glu Arg Gly Ala His Gin Gly 

170 175 180 

Ala Cys Ala Asp Trp Glu Thr Pro Ser Lys Thr Lys Trp Ser Leu 

185 190 195 

Leu Met Glu Asp He Phe Gly Lys Glu Thr Pro Ser Gly Val Thr 

200 205 210 

Met Glu Arg Ala Gly Leu Gly Glu Lys Ser Thr Glu Tyr Ala His 

215 220 225 

Leu Phe Glu Val Phe Gly Met Asp Pro His Leu Thr Gin Pro Met 

230 235 240 

Gly Arg His Ala Gly Lys Arg Pro Tyr His Arg Arg Asp Tyr Gly 

245 250 255 

Val Ala Phe Lys Gly Arg Pro His Leu Thr Gin His Met Ser Met 

260 265 270 

Tyr Asp Gly Arg Lys Met His Glu Cys His Gin Cys Gin Lys Ala 

275 280 285 

Phe Thr Thr Ser Ala Ser Leu Thr Arg His Arg Arg He His Thr 

290 295 300 

Gly Glu Lys Pro Tyr Glu Cys Ser Asp Cys Gly Lys Ala Phe Asn 

305 310 315 

Asp Pro Ser Ala Leu Arg Ser His Ala Arg Thr His Leu Lys Glu 

320 325 330 

Lys Pro Phe Asp Cys Ser Gin Cys Gly Asn Ala Phe Arg Thr Leu 

335 340 3.45 

Ser Ala Leu Lys He His Met Arg Val His Thr Gly Glu Arg Pro 

350 355 360 

Tyr Lys Cys Asp Gin Cys Gly Lys Ala Tyr Gly Arg Ser Cys His 
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365 


Leu 


He 


Ala 


His 


Lys Arg Thr 
380 


Cys 


His 


Asp 


Cys 


Gly Lys Ala 
395 


Glu 


His 


Val 


Arg 


Asn His Thr 
410 


Gin 


Cys 


Gly Lys 


Ala Phe Arg 










425 


Lys 


Lys 


Asn 


His 


Met Val Glu 
440 


Gly 


Lys 


Ser 


Phe 


Gly Asp Leu 
455 


lie 


His 


He 


Val 


Lys Lys Pro 
470 


Thx 


Phe 


Arg Asn 


Gin Ser He 










485 


Thr 


Gly 


Glu 


Lys 


Pro Tvr Glv 
500 


Ser 


Ala 


Ser 


Ser 


Asn Leu Thr 
515 


Glu 


Arg 


Arg 


Tyr 


Glu Cys Ala 
530 


Tyr 


Leu 


Ser Arg 


Arg Arg His 










545 


Ar-g 


Val 


Glu 


Cys 


Arg Gin Cys 
560 


Thr 


Leu 


Lys 


Thr 


His Met Arg 
575 


Glu 


Cys 


Asp 


His 


Cys Gly Lys 
590 


Asn 


Val 


His 


Arg 


Arg He His 
605 


Leu 


Val 


Cys 


Gly 


Lys Ala Phe 
620 


His 


Val 


Lys 


Thr 


His Arg Gly 
635 


Trp 


Lys 


Arg 


Leu 


Gin 
650 





370 






375 


His 


Thr Gly 


Glu Arg Pro Tyr Glu 




385 






390 


Phe 


Gin His 




Ser 


His Leu Lys 




400 






405 


Gly 


Glu Lys 


jt i. \j 


Tyr Ala Cys Thr 




415 






420 


Trp 


Lys Ser 


Asn 


Phe 


Asn Leu His 




430 






435 


Lys 


Thr Tyr 




Cys 


Lys Glu Cys 




445 






450 


Val 


Sei^ Amcr 

W v2 J- £i 1 Vj 


Arg 


Lys 


His Met Arg 




460 






465 


Val 


Glu Cys 


Arg 


Gin 


Cys Gly Lys 










480 


Leu 


Lys Thr 


xlxS 


Met 


Asn Ser His 










495 


Cys 




Cys 


Gly Lys Ala Phe 




505 






510 


Ala 




Lys 


He 


His Thr Gin 










525 


Ala 


v»jr o V3 J. jr 


Lys 


Val 


Phe Gly Asp 




wJ «J J 






540 


Met 


fcJ^ J. V CLJL 


His 


Leu 


Val Lys Lys 




«J «J w 






555 


Glv 


Lys Ala 


Phe 


Arg 


Asn Gin Ser 




■ mj \J J 






570 


Ser 




Gly Glu 


Lys Pro Tyr 




580 






585 


Ala 




He Gly Ser Asn Leu 




595 






600 


Thr 


Gly Glu 


Lys 


Pro 


Tyr Glu Cys 




610 






615 


Ser 


Asp His' 


Ser 


Ser 


Leu Arg Ser 




625 






630 


Glu 


Lys Leu 


Phe 


Val 


Ser Ser Val 




640^ 






645 
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Asn 


Ser 


Leu Ser 


Val 


Ala 


Ser 


1 






5 






Met 


Ala 


Met Ala 


Leu 


Pro 


Met 








20 






Phe 


Glu 


Asp Val 


Ala 


Val 


Tyr 








35 






Leu 


Ala 


Pro Asp 


Gin 


Gin 


Ala 








50 






Asn 


Tyr 


Gly Asn Leu Ala 


Ser 








65 






Ala 


Leu 


He Ser 


Leu 


Leu 


Glu 








80 






He 


Leu 


Gin Val 


Ala 


Glu 


Gin 



. 2 . orf 1 : 2002 JAN18 



Ala 


Pro 


Pro 


Gin 


Arg Asp 


Pro 


Gly 






10 










15 


Pro 


Gly 


Pro 


Gin 


Glu 


Ala 


Val 


Val 






25 










30 


Phe 


Thr 


Arg 


He 


Glu 


Trp 


Ser 


Cys 






40 










45 


Leu 


Tyr 


Arg 


Asp 


Val 


Met 


Leu 


Glu 






55 










60 


Leu 


Gly 


Phe 


Leu 


Val 


Ala 


Lys 


Pro 






70 








75 


Gin Gly 


Glu 


Glu 


Pro 


Gly Ala 


Leu 






85 










90 


Ser 


Val 


Ala 


Lys 


Ala 


Ser 


Leu 


Cys 
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95 100 105 

Thr Glu Asp Pro Asn Thr Leu Pro Ser Arg Ser Gin Glu Gly Ser 

110 115 120 

Pro Ala Ser Ser Glu Gly Gly Pro Gly Glu Lys Gly Val Ala Gly 

125 130 135 

Arg Val Ala Gly Gly Gly Ala Ala Ser Ser Trp Pro His Gly Glu 

140 145 150 

His Pro Val Thr Pro Asn Arg 

155 
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Arg 


Leu 


Trp 


Leu Lys 


Phe 


His Arg His Gin 


Thr 


Glu 


Met 


He 


He 


1 






5 




10 










15 


Thr 


Lys 


Gin Gly Arg 


Arg 


Met Phe Pro Phe 


Leu 


Ser 


Phe 


Asn 


He 






20 




25 










30 


Asn Gly Leu Asn Pro 


Thr 


Ala His Tyr Asn 


Val 


Phe 


Val 


Glu 


Val 








35 




40 










45 


Val 


Leu 


Ala 


Asp Pro 


Asn 


His Trp Arg Phe 


Gin Gly Gly Lys 


Trp 








50 




55 










60 


val 


Thr 


Cys 


Gly Lys 


Ala 


Asp Asn Asn Met 


Gin Gly Asn Lys 


Met 








65 




70 










75 


Tyr 


Val 


His 


Pro Glu 


Ser 


Pro Asn Thr Gly 


Ser 


His 


Trp 


Met 


Arg 






80 




85 










90 


Gin 


Glu 


lie 


Ser Phe 


Gly 


Lys Leu Lys Leu 


Thr Asn 


Asn 


Lys 


Gly 








95 




100 










105 


Ala 


Asn 


Asn 


Asn Asn 


Thr 


Gin Met He Val 


Leu 


Gin 


Ser 


Leu 


His 








110 




115 










120 


Lys 


Tyr 


Gin 


Pro Arg 


Leu 


His He val Glu 


Val 


Thr 


Glu 


Asp 


Gly 






125 




130 










135 


Val Glu Asp Leu Asn Glu 


Pro Ser Lys Thr 


Gin 


Thr 


Phe 


Thr 


Phe 








140 




145 










150 


Ser 


Glu 


Thr 


Gin Phe 


lie 


Ala Val Thr Ala 


Tyr 


Gin 


Asn 


Thr 


Asp 








155 




160 










165 


lie 


Thr 


Gin 


Leu Lys 


Xle Asp His Asn Pro 


Phe 


Ala 


Lys 


Gly Phe 








170 




175 










180 


Arg Asp Asn 


Tyr Asp 


Ser Met Tyr Thr Ala 


Ser 


Glu Asn Asp Arg 








185 




190 










195 


Leu 


Thr 


Pro 


Ser Pro 


Thr 


Asp Ser Pro Arg 


Ser 


His 


Gin 


He 


Val 








200 




205 










210 


Pro Gly Gly Arg Tyr 


Gly Val Gin Ser Phe 


Phe 


Pro 


Glu 


Pro 


Phe 








215 




220 










225 


Val 


Asn 


Thr 


Leu Pro 


Gin 


Ala Arg Tyr Tyr 


Asn 


Gly Glu Arg 


Thr 








230 




235 










240 


Val 


Pro 


Gin 


Thr Asn 


Gly 


Leu Leu Ser Pro 


Gin 


Gin 


Ser 


Glu 


Glu 








245 




250 










255 


Val 


Ala 


Asn 


Pro Pro 


Gin Arg Trp Leu Val 


Thr 


Pro 


Val 


Gin 


Gin 








260 




265 










270 


Pro Gly Thr Asn Lys 


Leu Asp lie Ser Ser 


Tyr 


Glu 


Ser 


Glu 


Tyr 








275 




280 










285 


Thr 


Ser 


Ser 


Thr Leu 


Leu 


Pro Tyr Gly He 


Lys 


Ser 


Leu 


Pro 


Leu 








290 




295 










300 


Gin 


Thr 


Ser 


His Ala 


Leu 


Gly Tyr Tyr Pro 


Asp 


Pro 


Thr 


Phe 


Pro 








305 




310 










315 


Ala 


Met 


Ala 


Gly Trp 


Gly Gly Arg Gly Ser 


Tyr 


Gin Arg Lys 


Met 
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320 325 330 



Ala 


Ala 


Gly 


Leu 


Pro 




Thr 


Ser Arg Thr 


Ser 


Pro 


Thr 


Val 


Phe 


Ser 


Glu 






335 








340 










345 


Asp 


Gin 


Leu 


Ser 


Lys 


Glu 


Lys Val 


Lys 




Glu 


He Gly 










350 








355 










360 


Ser 


Ser 




He 


Glu 


Thr 


Pro 


Pro 


Ser lie 


Lys 


oer 


Leu 


Asp 


Ser 










365 








370 








375 


Asn 


Asp 


Ser 


Gly Val 


Tyr 


Thr 


Ser 


Ala Cys 


Lys 


Arg 


Arg Arg 


Leu 










380 








385 










390 


Ser 


Pro 


Ser 


Asn 


Ser 


Ser 


Asn 


Glu 


Asn Ser 


Pro 


Ser 


He 


Lys 


Cys 


Glu 








395 








400 








405 


Asp 


lie 


Asn 


Ala 


Glu 


Glu 


Tyr 


Ser Lys 


Asp 


Thr 


Ser 


Lys 


Gly 




Gly 






410 








415 










420 


Met 


Gly 


Tyr 


Tyr 


Ala 


Phe 


Tyr 


Thr Thr 


Pro 











425 430 
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Ser 


Leu 


Ser 


Gly Phe Thr 


Arg Glu 


Ala 


Ser 


Phe 


Glu 


Met 


Ala 


Ala 


1 






5 






10 










15 


V3j.n 


TV , 

Arg 


He 


Arg Ala Ala 


Asn Ser 


Asn 


Gly 


Leu 


Pro 


Arg 


Cys 


Lys 








20 






25 










30 


Ser 


Glu 


Gly Thr Leu He 


Asp Leu 


Ser 


bi.U 


Gxy 


Phe 


Ser 


Glu 


Thr 








35 






40 










45 


Ser 


Phe 


Asn Asp He Lys 


Val Pro 


Ser 


Pro 


Ser 


Ala 


Leu 


Leu 


Val 








50 






55 










60 


Asp 


Asn 


Pro 


Thr Pro Phe 


Gly Asn Ala 


Lys 


Glu 


Val 


He 


Ala 


He 








65 






70 










75 


Lys 


Asp 


Tyr 


Cys Pro Thr 


Asn Phe 


Thr 


Thr 


Leu 


Lys 


Phe 


Ser Lys 


Gly 






80 






85 








90 


Asp 


His 


Leu Tyr Val 


Leu Asp 


Thr 


Ser 


Gly 


Gly Glu 


Trp 


Trp 








95 






100 








105 


Tyr 


Ala 


His 


Asn Thr Thr 


Glu Met 


Gly 


Tyr 


He 


Pro 


Ser 


Ser 


Tyr 


Val 


Gin 




110 






115 










120 


Pro 


Leu Asn Tyr Arg Asn 


Ser 


Thr 


Leu 


Ser Asp 


Ser 


Gly 








125 






130 










135 


Met 


He 


Asp 


Asn Leu Pro 


Asp Ser 


Pro 


Asp 


Glu 


Val 


Ala 


Lys 


Glu 




Glu 




140 






145 








150 


Leu 


Leu 


Leu Gly Gly Trp Thr Asp 


Asp 


Lys 


Lys 


Val 


Pro Gly 








155 






160 










165 


Arg 


Met 


Tyr 


Ser Asn Asn 


Pro Phe 


Trp 


Asn 


Gly 


Val 


Gin 


Thr 


Asn 








170 






175 










180 


Pro 


Phe 


Leu Asn Gly Asn Val Pro 


Val 


Met 


Pro 


Ser 


Leu 


Asp 


Glu 








185 






190 








195 


Leu 


Asn 


Pro 


Lys Ser Thr 


Val Asp 


Leu 


Leu 


Leu 


Phe 


Asp 


Ala 


Gly 








200 






205 








210 


Thr 


Ser 


Ser 


Phe Thr Glu 


Ser Ser 


Ser 


Ala 


Thr 


Thr 


Asn 


Ser 


Thr 








215 






220 










225 


Gly 


Asn 


He 


Phe Asp Glu Leu Pro Val 


Thr 


Asn 


Gly Leu His 


Ala 


Glu 






230 






235 










240 


Pro 


Pro 


Val Arg Arg Asp Asn 


Pro 


Phe 


Phe 


Arg 


Ser 


Lys 


Arg 








245 






250 








255 


Ser 


Tyr 


Ser 


Leu Ser Glu 


Leu Ser 


Val 


Leu 


Gin 


Ala 


Lys 


Ser Asp 


Ala 






260 






265 








270 


Pro 


Thr 


Ser Ser Ser 


Phe Phe 


Thr 


Gly 


Leu 


Lys 


Ser 


Pro 


Ala 
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275 280 285 



Pro 


Glu 


Gin 


Phe 


Gin 


Ser 


Arg 


Glu 


Asp 


Phe 


Arg 


Thr Ala 


Trp 


Leu 










290 










295 








300 


Asn 


His 


Arg 


Lys 


Leu 


Ala 


Arg 


Ser 


Cys 


His 


Asp 


Leu Asp 


Leu 


Leu 










305 










310 








315 


Gly 


Gin 


Ser 


Pro 


Gly 


Trp 


Gly 


Gin 


Thr 


Gin 


Ala 


Val Glu 


Thr 


Asn 










320 










325 








330 


He 


Val 


Cys 


Lys 


Leu 


Asp 


Ser 


Ser 


Gly 


Gly 


Ala 


Val Gin 


Leu 


Pro 










335 










340 








345 


Asp 


Thr 


Ser 


He 


Ser 


He 


His 


Val 


Pro 


Glu 


Gly 


His Val 


Ala 


Pro 










350 










355 








360 


Gly 


Glu 


Thr 


Gin 


Gin 


He 


Ser 


Met 


Lvs 


Ala 


Leu 


Leu Asp 


Pro 


Pro 










365 










370 








375 


Leu 


Glu 


Leu 


Asn 


Ser 


Asp 


Arg 


Ser 


Cys 


Ser 


He 


Ser Pro 


Val 


Leu 










380 










385 








390 


Glu 


Val 


Lys 


Leu 


Ser 


Asn 


Leu 


Glu 


Val 


Lys 


Thr 


Ser He 


He 


Leu 










395 










400 








405 


Glu 


Met 


Lys 


Val 


Ser 


Ala 


Glu 


He 


Lvs 


Asn 


Asp 


Leu Phe 


Ser 


Lys 










410 










415 








420 


Ser 


Thr 


Val 


Gly 


Leu 


Gin 


Cys 


Leu 


Arg 


Ser 


Asp 


Ser Lys 


Glu 


Gly 










425 










430 








435 


Pro 


Tyr Val 


Ser 


Val 


Pro 


Leu 


Asn 


Cys 


Ser 


Cys 


Glv Aso 


Thr 


Val 










440 










445 








450 


Gin 


Ala 


Gin 


Leu 


His 


Asn 


Leu 


Glu 


Pro 


Cvs 


Met 


Tyr Val 


Ala 


Val 










455 










460 








465 


Val 


Ala 


His 


Gly 


Pro 


Ser 


He 


Leu 


Tvr 

J. jr J. 


Pro 


Ser 


Thr Val 


Trp 


Asp 










470 










475 








480 


Phe 


He 


Asn 


Lys 


Lys 


Val 


Thr 


Val 


Gly 

^ •** J: 


Leu 


Tyr 


Gly Pro 


Lys 


His 










485 










490 








495 


He 


His 


Pro 


Ser 


Phe 


Lys 


Thr 


Val 


Val 


Thr 


He 


Phe Gly His Asp 










500 










505 








510 


Cys 


Ala 


Pro 


Lys 


Thr 


Leu 


Leu 


Val 


Ser 


Glu 


Val 


Thr Arg Gin Ala 










515 










520 








525 


Pro 


Asn 


Pro 


Ala 


Pro 


Val 


Ala 


Leu 


Gin 


Leu 


TrD 


Gly Lys 


His 


Gin 










530 










535 








540 


Phe 


Val 


Leu 


Ser 


Arg 


Pro 


Gin 


Ast> 


Leu 


Lvs 


Val 


Cys Met 


Phe 


Ser 










545 










550 








555 


Asn 


Met 


Thr 


Asn 


Tyr 


Glu 


Val 


Lvs 


Ala 


Ser 


Glu 


Gin Ala 


Lys 


Val 










560 










565 








570 


Val 


Arg Gly Phe 


Gin 


Leu 


Lvs 


Leu 


Glv 


Lys 


Val 


Ser Arg 


Leu 


He 










575 










580 








585 


Phe 


Pro 


He 


Thr 


Ser 


Gin 


Asn 


Pro 


Asn 


Glu 


Leu 


Ser Asp 


Phe 


Thr 










590 










595 








600 


Leu 


Arg 


Val 


Gin 


Val 


Lvs 


Asp 


Asp 


Gin 


Glu 


Ala 


He Leu 


Thr 


Gin 










605 










610 








615 


Phe 


Cys 


Val 


Gin 


Thr 


Pro 


Gin 


Pro 


Pro 


Pro 


Lys 


Ser Ala 


He 


Lys 










620 










625 








630 


Pro 


Ser Gly Gin 


Ara 


Arg 


Phe 


Leu 


Lys 


Lys 


Asn 


Glu Val 


Gly Lys 










635 










640 








645 


He 


He 


Leu 


Ser 


Pro 


Phe 


Ala 


Thr 


Thr 


Thr 




Tyr Pro 


Thr 


Phe 










650 










655 








660 


Gin 


Asp Arg 


Pro 


Val 


Ser 


Ser 


Leu 


Lvs 


Phe 


Glv 


Lys Leu 


Leu 


Lys 










665 










670 








675 


Thr 


Val 


Val 


Arg 


Gin 


Asn 


Lvs 


Asn 


His 


Tvr 


Leu 


Leu Glu 


Tyr 


Lys 










680 










685 








690 


Lys 


Gly Asp Gly 


He 


Ala 


Leu 


Leu 


Ser 


Glu 


Glu 


Arg Val 


Arg 


Leu 










695 










700 








705 


Arg 


Gly Gin Leu 


Trp 


Thr 


Lys 


Glu 


Trp 


Tyr 


He 


Gly Tyr Tyr 


Gin 










710 










715 








720 


Gly 


Arg 


Val 


Gly 


Leu 


Val 


His 


Thr 


Lys 


Asn 


Val 


Leu Val 


Val 


Gly 










725 










730 








735 


Arg 


Ala 


Arg 


Pro 


Ser 


Leu 


Cys 


Ser 


Gly 


Pro 


Glu 


Leu Ser 


Thr 


Ser 



740 745 750 
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Val 


Leu 


Leu 


Glu 


Gin 


He 


Leu Arg Pro 


Cys 


Lys Phe 


Leu 


Thr 


Tyr 










755 






760 








765 


lie 


Tyr 


Ala 


Ser 


Val 


Arg 


Thr Leu Leu 


Met 


Glu Asn 


He 


Ser 


Ser 










770 






775 








780 


Tarp 


Arg 


Ser 


Phe Ala Asp Ala Leu Gly Tyr Val Asn Leu 


Pro 


Leu 










785 






790 








795 


Thr 


Phe 


Phe 






Ala 


Glu Leu Asp 


Ser 


Glu Pro 


Glu Arg Val 










800 






805 








810 


Ala 


Ser 


Val 


Leu 


Glu 


Lys 


Leu Lys Glu 


Asp 


Cys Asn 


Asn 


Thr 


Glu 










815 






820 








825 


Asn 


Lvs 


Glu 






Ser 


Phe Gin Lys 


Glu 


Leu Val 


Met 


Ala 


Leu 










830 






835 








840 


Leu 


Lvs 


Met 


Asp 


Cys 


Gin Gly Leu Val Val Arg Leu 


He 


Gin 


Asp 








845 






850 








855 


Phe 


Val 


Leu 


Leu 


Thr 


Thr 


Ala Val Glu 


Val 


Ala Gin 






Arg 










860 






865 








870 


Glu 


Leu 


Ala 


Glu 


Lys 


Leu 


Ala Lys Val 


Ser 


Lys Gin 


Gin 


Met 


Asp 










875 






880 








885 


Ala 


Tyr 


Glu 


Ser 


Pro 


His 


Arg Asp Arg 


Asn 


Gly Val 


Val 


Asp 


Ser 










890 






895 








900 


Glu 


Ala 


Met 


Trp 


Lys 


Pro 


Ala Tyr Asp 


Phe 


Leu Leu 


Thr 


Trp 


Ser 










905 






910 








915 


His 


Gin 


He 


Gly Asp 


Ser Tyr Arg Asp Val 


He Gin 


Glu 


Leu 


His 










920 






925 








930 


Leu 


Gly Leu 


Asp 


Lys 


Met 


Lys Asn Pro 


He 


Thr Lys 


Arg 


Trp 


Lys 










935 






940 








945 


His 


Leu Thr Gly Thr 


Leu 


He Leu Val 


Asn 


Ser Leu 


Asp 


Val 


Leu 










950 






955 








960 


Arg 


Ala 


Ala 


Ala 


Phe 


Ser 


Pro Ala Asp 


Gin 


Asp Asp 


Phe 


Val 


He 








965 






970 








975 
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Gly 


Gly Gly Pro Met 


Lys 


Asp 


Cys 


Glu 


Tyr 


Ser 


Gin 


He 


Ser 


Thr 


1 




5 










10 










15 


His 


Ser 


Ser Ser Pro 


Met 


Glu 


Ser 


Pro 


His 


Lys 


Lys 


Lys 


Lys 


He 






20 










25 










30 


Ala 


Ala 


Arg Arg Lys 


Trp 


Glu 


Val 


Phe 


Pro 


Gly 


Arg 


Asn 


Lys 


Phe 






35 










40 










45 


Phe 


Cys 


Asn Gly Arg 


He 


Met 


Met 


Ala 


Arg 


Gin 


Thr 


Gly Val 


Phe 






50 










55 










60 


Tyr 


Leu 


Thr Leu Val 


Leu 


He 


Leu 


Val 


Thr 


Ser 


Gly 


Leu 


Phe 


Phe 




65 










70 










75 


Ala 


Phe 


Asp Cys Pro 


Tyr 


Leu 


Ala 


Val 


Lys 


He 


Thr 


Pro 


Ala 


He 






80 










85 










90 


Pro 


Ala 


Val Ala Gly 


He 


Leu 


Phe 


Phe 


Phe 


Val 


Met 


Gly Thr Leu 






95 










100 










105 


Leu 


Arg 


Thr Ser Phe 


Ser 


Asp 


Pro Gly 


Val 


Leu 


Pro 


Arg 


Ala 


Thr 




110 










115 










120 


Pro 


Asp 


Glu Ala Ala 


Asp 


Leu 


Glu Arg 


Gin 


He 


Asp 


He 


Ala 


Asn 




125 










130 










135 


Gly 


Thr 


Ser Ser Gly Gly Tyr 


Arg 


Pro 


Pro 


Pro 


Arg 


Thr 


Lys 


Glu 




140 










145 










150 


Val 


He 


He Asn Gly Gin Thr 


Val 


Lys 


Leu 


Lys 


Tyr 


Cys 


Phe 


Thr 
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155 160 165 



Cys 


Lys 


He 


Phe 


Arg 


Pro 


Pro 


Arg 


Ala 


Ser 


His 


Cys 


Ser 


Leu 


Cys 










170 










175 










180 


Asp 


Asn 


Cys 


Val 


Glu 


Arg 


Phe 


Asp 


His 


His 


Cys 


Pro 


Trp Val 


Gly 










185 










190 










195 


Asn 


Cys 


Val 


Gly 


Lys 


Arg 


Asn 


Tyr 


Arg 


Phe 


Phe 


Tyr 


Met 


Phe 


He 










200 










205 










210 


Leu 


Ser 


Leu 


Ser 


Phe 


Leu 


Thr 


Val 


Phe 


He 


Phe 


Ala 


Phe 


Val 


He 










215 










220 










225 


Thr 


His 


Val 


He 


Leu 


Arg 


Ser 


Gin 


Gin 


Thr 


Gly 


Phe 


Leu 


Asn 


Ala 










230 










235 










240 


Leu 


Lys 


Asp 


Ser 


Pro 


Ala 


Ser 


Val 


Leu 


Glu 


Ala 


Val 


Val 


Cys 


Phe 










245 










250 










255 


Phe 


Ser 


val 


Trp 


Ser 


He 


Val 


Gly 


Leu 


Ser 


Gly 


Phe 


His 


Thr 


Tyr 










260 










265 










270 


Leu 


He 


Ser 


Ser 


Asn 


Gin 


Thr 


Thr 


Asn 


Glu 


Asp 


He 


Lys 


Gly 


Ser 










275 










280 










285 


Trp 


Ser 


Asn 


Lys 


Arg 


Gly 


Lys 


Glu 


Asn 


Tyr 


Asn 


Pro 


Tyr 


Ser 


Ty^r 










290 










295 










300 


Gly 


Asn 


He 


Phe 


Thr 


Asn 


Cys 


Cys 


Val 


Ala 


Leu 


Cys 


Gly Pro 


He 










305 










310 










315 


Ser 


Pro 


Ser 


Leu 


He 


Asp 


Arg 


Arg 


Gly 


Tyr 


He 


Gin 


Pro 


Asp 


Thr 










320 










325 










330 


Pro 


Gin 


Pro 


Ala 


Ala 


Pro 


Ser 


Asn 


Gly 


He 


Thr 


Met 


Tyr Gly 


Ala 










335 










340 










345 


Thr 


Gin 


Ser 


Gin 


Ser 


Asp 


Met 


Cys 


Asp 


Gin 


Asp 


Gin 


Cys 


He 


Gin 










350 










355 










360 


Ser 


Thr 


Lys 


Phe 


Val 


Leu 


Gin 


Ala 


Ala 


Ala 


Thr 


Pro 


Leu 


Leu 


Gin 










365 










370 










375 


Ser 


Glu 


Pro 


Ser 


Leu 


Thr 


Ser 


Asp 


Glu 


Leu 


His 


Leu 


Pro 


Gly 


Lys 










380 










385 










390 


Pro 


Gly 


Leu 


Gly 


Thr 


Pro 


Cys 


Ala 


Ser 


Leu 


Thr 


Leu 


Gly Pro 


Pro 










395 










400 










405 


Thr 


Pro 


Pro 


Ala 


Ser 


Met 


Pro 


Asn 


Leu 


Ala 


Glu 


Ala 


Thr 


Leu 


Ala 










410 










415 










420 


Asp 


Val 


Met 


Pro 


Arg 


Lys 


Asp 


Glu 


His 


Met 


Gly 


His 


Gin 


Phe 


Leu 










425 










430 










435 


Thr 


jpro 


Asp 


Glu 


Ala 


Pro 


Ser 


Pro 


Pro 


Arg 


Leu 


Leu 


Ala 


Ala 


Gly 










440 










445 










450 


Ser 


Pro 


Leu 


Ala 


His 


Ser 


Arg 


Thr 


Met 


His 


Val 


Leu 


Gly Leu 


Ala 










455 










460 










465 


Ser 


Gin 


Asp 


Ser 


Leu 


His 


Glu 


Asp 


Ser 


Val 


Arg 


Gly 


Leu 


Val 


Lys 



470 475 480 

Leu Ser Ser Val 
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<400> 200 



Gin Arg His 


Gly His 


Met 


Pro 


Gin 


Ala 


Phe 


Leu 


Leu 


Gly Ser 


He 


1 


5 










10 






15 


His Glu Pro 


Ala Gly 


Ala 


Leu 


Met 


Glu 


Pro 


Gin 


Pro 


Cys Pro 


Gly 




20 










25 






30 


Ser Leu Ala 


Glu Ser 


Phe 


Leu 


Glu 


Glu 


Glu 


Leu 


Arg 


Leu Asn 


Ala 




35 










40 






45 


Glu Leu Ser 


Gin Leu 


Gin 


Phe 


Ser 


Glu 


Pro 


Val 


Gly 


He He 


Tyr 
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Asn 


Pro 


Val 


Glu 


Tyr 
65 


Ala 


Trp 


Glu 


Arg 


Tyr 


Cys 


Gin Gly Pro 


Lvs 


Glu 










80 






Pro 


Gly 


Pro 


Phe 


Gly Met 


Ala 


Gin 










95 








Val 


Ser 


Met 


Val 


Arg Asp 


Trp 


Leu 










110 








Thr 


Pro 


Pro 


Gin 


Glu 


His 


Pro 


Lvs 










125 






Cys 


Pro 


Gin 


Ser 


Glu 


Val 


Ser 


Glv 










140 






Arg 


Asn 


Leu 


Cvs 


Gly Gin 


Pro 


Glu 










155 








Val 


His 


Asn 


Leu 


Cys 
170 


Pro 


Leu 


Leu 


Asn 


Leu 


Thr 


Pro 


Ala 
185 


Glu 


Leu 


Pro 


Leu 


Gly 


lie 


Cys 


Asp 
200 


Ala 


Ala 


Leu 


Gly Val 


Arg 


Leu 


Val 


Val 


Gly Val 










215 








Ala 


Arg 


Arg 


Ala 


Leu 


Ala 


Gly Leu 










230 








Gly 


Leu 


Leu 


His 


Pro 


Ser 


Pro 


Arg 










245 






Trp 


Glu 


Ala 


Val 


Ala 


Lys 


Glu Arg 










260 








Pro 


Leu 


Leu 


Leu 


Lys 
275 











55 








60 


Pro 


His 




Asn 


Tyr Val 


Thr 




70 








75 


Val 


Leu 


Phe 




Gly Met 


Asn 




85 








90 


Thr 


Gly 


Val 


Pro 


Phe Gly Glu 




100 








105 


Gly lie 


Val 


Gly 


Pro Val 


Leu 




115 








120 


Arg 


Pro 


Val 


Leu 


Gly Leu 


Glu 




130 








135 


Ala 


Arg 


Phe 




Gly Phe 


Phe 




145 








150 


Val 


Phe 




XIX s 


His Cys 


Phe 




160 






165 


Phe 


Leu 






Ser Gly Arg 




175 








180 


Ala 


Lys 




Arg 


Glu Gin 


Leu 




190 








195 


Cys 


Arg 


m n 


V CIX 


Gin Leu 


Leu 




205 








210 


Gly Arg 


JLlCSLL 




Glu Gin Arg 




220 








225 


Met 


Pro 


Glu 


Val 


Gin Val 


Glu 




235 








240 


Asn 


Pro 


Gin 


Ala 


Asn Lys 


Gly 




250 








255 


Leu 


Asn 


Glu 


Leu 


Gly Leu 


Leu 




265 








270 
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<220> 

<221> iaisc_feature 
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<400> 201 



Lys 


Ala 


Phe 


Ala 


Ser 


Gin Asn 


1 








5 




Glu 


Leu 


Leu 


Ala 


He 


Gly Leu 










20 




Ser 


Ser 


Tyr 


Pro 


Val 


Thr Gly 










35 




Ala 


Gin 


Ser 


Gly Val 


Cys Thr 










50 




Val 


Leu 


Val 


Leu 


Leu 


Ser Leu 










65 




Tyr 


He 


Pro 


Lys 


Ser 


Ala Leu 










80 




Ala 


Pro 


Leu 


Phe 


Asp 


Thr Lys 










95 




Lys 


Arg 


Leu 


Asp 


Leu 


Leu Pro 










110 




Phe 


Trp 


Glu 


Val 


Gin 


Tyr Gly 










125 


Leu 


Leu 


Met 


Leu 


Leu 


His Ser 










140 




Ser 


Glu 


Gly Pro Val 


Leu Val 
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Asn Tyr 


Arg He 


Asp Ala Asn Gin 






10 


15 


Thr Asn 


Met Leu 


Gly Ser Leu Val 






25 


30 


Ser 


Phe 


Gly Arg 


Thr Ala Val Asn 






40 


45 


Pro 


Ala 


Gly Gly 


Leu Val Thr Gly 






55 


60 


Asp 


Tyr 


Leu Thr 


Ser Leu Phe Tyr 






70 


75 


Ala 


Ala 


Val He 


He Met Ala Val 






85 


90 


He 


Phe 


Arg Thr 


Leu Trp Arg Val 






100 


105 


Leu 


Cys 


Val Thr 


Phe Leu Leu Cys 






115 


120 


He 


Leu 


Ala Gly 


Ala Leu Val Ser 






130 


135 


Ala 


Ala 


Arg Pro 


Glu Thr Lys Val 






145 


150 


Leu 


Gin 


Pro Ala 


Ser Gly Leu Ser 
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155 








Phe 


Pro 


Ala 


Met 


Glu 
170 


Ala 


Leu 


Arg 


Leu 


Glu 


Gly Ala 


Trp 


Ala 


Gly Val 










185 








Trp 


Ser 


Trp 


Ser 


Ala 
200 


Pro 


Met 


Ser 


Cys 


Trp 


Asp 


Ser 


Ala 
215 


Ser 


Ser 


Ser 


Ser 


Pro 


Trp 


Pro 


Leu 
230 


Trp 


Ala 


Cys 


Cys 


Cys 


Pro 


Leu 


Thr 
245 
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<211> 247 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: LG: 233444 -9 

<400> 202 



Ser 


Val 


Ser 


Cys 


Leu 


Val 


Tyr Met 


1* 








5 








Ser 


Asn 


Ala 


T3rp 


Thr 


Tyr 


Leu 


Val 










20 








Leu 


Phe 


Ala 


Met 


Tyr 


Cys 


Leu 


Leu 










35 








Glu 


Glu 


Leu 


Ser 


Pro 


He 


Gin 


Pro 










50 








Lys 


Leu 


Val 


Val 


Phe 


Val 


Ser 


Phe 










65 








Leu 


Leu 


Val 


Lys 


Val 


Gly Val 


He 










80 








Trp 


Gin 


Thr 


Val 


Glu 


Ala 


Val 


Ala 










95 








lie 


Cys 


He 


Glu 


Met 


Phe 


Leu 


Ala 










110 








Phe 


Ser 


Tyr 


Lys 


Pro 


Tyr Val 


Gin 










125 








Phe 


Asp 


Ser 


Phe 


Leu 


Ala 


Met 


Trp 










140 








Asp 


He 


Ser 


Glu 


Gin 


Val 


Arg 


His 










155 








His 


Pro 


Arg 


Lys 


Lys 


Leu 


Phe 


Pro 










170 








His 


Thr 


Ser 


Leu 


Leu 


Ser 


Ser 


Ser 










185 








Ala 


Ser 


Ser 


Met 


Pro 


Pro 


Ser 


Pro 










200 








Gly 


His 


Thr 


Val 


Thr 


Pro 


Gin 


Thr 










215 








Ser 


Asp 


Glu 


He 


Leu 


Ser Asp 


Thr 










230 








Ser 


Asp 


Lys 


Ser 


Val 


Asp 


Ser 





245 

<210> 203 
<211> 749 
<212> PRT 
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160 










165 


Glu 


Glu 


He 


Leu 


Ser 


Arg 


Ala 




175 










180 


Lys 


Cys 


Pro 


Arg 


His 


Ala 


Ala 




190 










195 


Ala 


Ala 


Ser 


Thr 


Thr 


Leu 


Trp 




205 










210 


Arg 


Thr 


Ser 


Arg 


Ser Arg Ala 




220 










225 


Arg 


Ser 


Pro Phe 


Ser 


Val 


Ser 




235 










240 
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Thr 


Lvs 


Gly Thr 


Leu 


Ala 


Phe 




10 










15 


He 


He 


Asn 


Asn 


Met 


Ser 


Gin 




25 










30 


Leu 


Phe 


Tyr 


Lys 


Val 


Leu 


Lys 




40 










45 


Val 


Gly 


Lys 


Phe 


Leu 


Cys 


Val 




55 










60 


Trp 


Gin 


Ala 


Val 


Val 


He 


Ala 




70 










75 


Ser 


Glu 


Lys 


His 


Thr 


Trp 


Glu 




85 










90 


Thr 


Gly 


Leu 


Gin 


Asp 


Phe 


He 




100 










105 


Ala 


He 


Ala 


His 


His 


Tyr 


Thr 




115 










120 


Glu 


Ala 


Glu 


Glu 


Gly 


Ser 


Cys 




130 










135 


Asp 


Val 


Ser Asp 


He 


Arg Asp 




145 










150 


Val 


Gly 


Arg Thr 


Val 


Arg Gly 




160 










165 


Glu 


Asp 


Gin Asp 


Gin 


Asn 


Glu 




175 










180 


Ser 


Gin 


Asp Ala 


He 


Ser 


He 




190 










195 


Met 


Gly 


His 


Tyr 


Gin 


Gly 


Phe 




205 










210 


Thr 


Pro 


Thr 


Thr 


Ala 


Lys 


He 




220 










225 


He 


Gly 


Glu Lys 


Lys 


Glu 


Pro 




235 










240 
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<220> 

<221> misc_f eature 

<223> Incyte ID No: LG : 234824 . 7 . orf 2 : 2002JAN18 
<400> 203 

Ser Gin Pro Ala His Leu Gly Ala He Arg Leu Ser Arg Ala Trp 
15 10 15 

Ala Gly Phe Leu Thr Leu Trp Leu Asp Asn Asn Arg He Arg Tyr 
20 25 30 

■ Leu Pro Asp Ser He Val Glu Leu Thr Gly Leu Glu Glu Leu Val 

35 40 45 

Leu Gin Gly Asn Gin He Ala Val Leu Pro Asp His Phe Gly Gin 
50 55 60 

Leu Ser Arg Val Gly Leu Trp Lys He Lys Asp Asn Pro Leu He 
65 70 75 

Gin Pro Pro Tyr Glu Val Cys Met Lys Gly He Pro Tyr He Ala 
80 85 90 

Ala Tyr Gin Lys Glu Leu Ala His Ser Gin Pro Ala Val Gin Pro 
95 100 105 

Arg Leu Lys Leu Leu Leu Met Gly His Lys Ala Ala Gly Lys Thr 
110 115 120 

Leu Leu Arg His Cys Leu Thr Glu Glu Arg Val Glu Gly Cys Pro 
125 130 135 

Gly Gly Gly Asp Lys Glu Lys Cys Tyr Pro Pro Ser Pro Pro Pro 
140 145 150 

Val Ser Lys Gly He Glu Val Thr Ser Trp Thr Ala Asp Ala Ser 
155 160 165 

Arg Gly Leu Arg Phe He Val Tyr Asp Leu Ala Gly Asp Glu Ser 
170 175 180 

Tyr Glu Val He Gin Pro Phe Phe Leu Ser Pro Gly Ala Leu Tyr 
185 190 195 

Val Leu Val Val Asn Leu Ala Thr Tyr Glu Pro Arg His Phe Pro 
200 205 210 

Thr Thr Val Gly Ser Phe Leu His Arg Val Gly Ala Arg Val Pro 
215 220 225 

His Ala Val Val Cys He Val Gly Thr His Ala Asp Leu Cys Gly 
230 235 240 

Glu ^g Glu Leu Glu Glu Lys Cys Leu Asp He His Arg Gin He 
245 250 255 

Ala Leu Gin Glu Lys His Asp Ala Glu Gly Leu Ser Arg Leu Ala 
260 265 270 

Lys Val Val Asp Glu Ala Leu Ala Arg Asp Phe Glu Leu Arg Ser 
275 280 285 

Ala Ser Pro His Ala Ala Tyr Tyr Gly Val Ser Asp Lys Asn Leu 
290 295 300 

Arg Arg Arg Lys Ala His Phe Gin Tyr Leu Leu Asn His Arg Leu 
305 310 315 

Gin He Leu Ser Pro Val Leu Pro Val Ser Cys Arg Asp Pro Arg 
320 325 330 

His Leu Arg Arg Leu Arg Asp Lys Leu Leu Ser Val Ala Glu His 
335 340 345 

Arg Glu He Phe Pro Asn Leu His Arg Val Leu Pro Arg Ser Trp 
350 355 360 

Gin Val Leu Glu Glu Leu His Phe Gin Pro Pro Gin Ala Gin Arg 
365 370 375 

Leu Trp Leu Ser Trp Trp Asp Ser Ala Arg Leu Gly Leu Gin Ala 
380 385 390 

Gly Leu Thr Glu Asp Arg Leu Gin Ser Ala Leu Ser Tyr Leu His 

oi 405 
Glu Ser Gly Lys Leu Leu Tyr Phe Glu Asp Ser Pro Ala Leu Lys 

410 415 420 

Glu His Val Phe His Asn Leu Thr Arg Leu He Asp He Leu Asn 

425 430 435 
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Val 


Phe 


Phe 


Gin 


Arg 
440 


Asp 


Pro 


Ser 


Leu 


Leu 

445 


Leu 


His 


Lys 


Leu 


Leu 

450 


Leu 


Gly 


Thr 


Ser 


Gly 
455 


Glu 


Gly 


Lys 


Ala 


Glu 
460 


Gly 


Glu 


Ser 


Ser 


Pro 
465 


Pro 


Met 


Ala 


Arg 


Ser 
470 


Thr 


Pro 


Ser 


Gin 


Glu 
475 


Leu 


Leu 


Arg 


Ala 


Thr 
480 


Gin 


Leu 


His 


Gin Tyr 


Val 


Glu 


Gly 


Phe 


Leu 


Leu 


His 


Gly 


Leu 


Leu 










485 










490 










495 


Pro 


Ala 


His 


Val 


He 
500 


Arg 


Leu 


Leu 


Leu 


Lys 
505 


Pro 


His 


Val 


Gin 


Ala 
510 


Gin 


Gin 


Asp 


Leu 


Gin 
515 


Leu 


Leu 


Leu 


Glu 


Leu 
520 


Leu 


Glu 


Lys 


Met 


Gly 
525 


Leu 


Cys 


Tyr 




Leu 
530 


Asn 


Lys 


Pro 


Lys 


Gly 
535 


Lys 


Pro 


Leu 


Asn 


Gly 
540 


Ser 


Thr 


Ala 


±j.y 


545 


Lys 


Phe 


Pro 


Cys 


Tyr 
550 


Val 


Gin 


Asn 


Glu 


Val 
555 


Pro 


His 


Ala 


Glu 


Ala 


Tirp 


He 


Asn 


Gly 


Thr 


Asn 


Leu 


Ala 


Gly Gin 










560 










565 










570 


Ser 


Phe 


Val 


Ala 


Glu 
575 


Gin 


Leu 


Gin 


He 


Glu 
580 


Tyr 


Ser 


Phe 


Pro 


Phe 
585 


Thr 


Phe 


Pro 


Pro 


Gly 
590 


Leu 


Phe 


Ala 


Arg 


Tyr 
595 


Ser 


Val 


Gin 


He 


Asn 
600 


Ser 


His 


Val 


Val 


His 
605 


Arg 


Ser 


Asp 


Gly 


Lys 
610 


Phe 


Gin 


He 


Phe 


Ala 
615 


Tyr 


Arg 


Gly 


Lys 


Val 
620 


Pro 


Val 


Val 


Val 


Ser 
625 


Tyr 


Arg 


Pro 


Ala 


Arg 
630 


Gly 


Val 


Leu 


Gin 


Pro 
635 


Asp 


Thr 


Leu 


Ser 


He 
640 


Ala 


Ser 


His 


Ala 


Ser 
645 


Leu 


Pro 


Asn 


He 


650 


Thr 


Ala 


Trp 


Gin 


Ala 
655 


He 


Thr 


Pro 


Leu 


Val 
660 


Glu 


Glu 


Leu 


Asn 


Val 
665 


Leu 


Leu 


Gin 


Glu 


Trp 
670 


Pro 


Gly 


Leu 


His 


Tyr 
675 


Thr 


Val 


His 


He 


Leu 

680 


Cys 


Ser 


Lys 


Cys 


Leu 

685 


Lys 


Arg 


Gly 


Ser 


Pro 
690 


Asn 


Pro 


His 


Ala 


Phe 
695 


Pro 


Gly 


Glu 


Leu 


Leu 
700 


Ser 


Gin 


Pro 


Arg 


Pro 
705 


Glu 


Gly 


Val 


Ala 


Glu 
710 


He 


He 


Cys 


Pro 


Lys 
715 


Asn 


Gly 


Ser 


Glu 


Arg 
720 


Val 


Asn 


Val 


Ala 


Leu 
725 


Val 


Tyr 


Pro 


Pro 


Thr 
730 


Pro 


Thr 


Val 


He 


Ser 
735 


Pro 


Cys 


Ser 


Lys 


Lys 
740 


Asn 


Val 


Gly 


Glu 


Lys 
745 


His 


Arg 


Asn 


Gin 
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Gly Pro 


Arg 


Ser 


Pro 


Leu Pro He Leu Pro Pro Ala Arg 


Gly Ser 


1 






5 


10 




15 


Gly His 


Leu 


Met 


Ala 


Leu Ala Gly Thr Gin Val Gly Pro 


Pro 


Pro 








20 


25 




30 


Gin Glu Arg Ala 


Pro 


Glu Pro He Gly Arg Ala Trp Gly 


Pro 


Pro 








35 


40 




45 


Gly He 


Thr 


Gin 


Pro 


Ser Ala Pro Gly Ala Thr Val Gly 


Arg 


Arg 








50 


55 




60 


Val Ser 


Val 


Ala 


Ala 


Gly Pro Trp Leu His Gly Pro His 


Gly 


Ser 








65 


70 




75 
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Cys 


Glu 


Trp 


Val 


Arg 


Leu 


Pro Gly Ser Gly Asp 


Arg 


Gin 


Arg Thr 


Asp 








80 




85 






90 


Pro 


Arg 


Leu 


Gly 


Ser 


Trp Arg Glu Gly Arg 


Arg 


Gly Ala Gly 


Gin 








95 




100 






105 


Pro 


Gly 


Ser 


Asp 


Thr 


Val Ser Ser Ser Gly 


Arg 


Arg Arg Pro 










110 




115 






120 


Ala Gly Ser Thr 


Gin 


Ala 


Gly Arg Gly Trp Ala 


Ser 


Leu 


Glu Pro 


Ala 


Thr 






125 




130 






135 


Ala 


Leu 


Val 


Gly 


Thr Trp Arg Arg Ala 


His 


Val 


Ser Pro 


His 


Ala 






140 




145 






150 


Ser 


His 


Arg 


Gly 


Ala Leu Ala Arg Arg 


Pro 


Ala 


Arg Gly 


Ala 








155 




160 






165 


Cys 


Ala 


TriD 


Asp 


Gly 


Ser Gin Asn Gin Arg 


Ala 


Pro 


Val Arg 




Ala 






170 




175 






180 


Leu 


Ser 


Thr 


Val 


Gly 


Leu Trp Glu Ser Leu 


Leu 


Phe 


He Phe 




His 






185 




190 






195 


Lys 


Leu 


Gly 


Phe 


Ser 


Thr Gly Ser Trp Leu 


Leu 


Phe 


Pro Gin 










200 




205 






210 


Gly Met 


Ser 


Leu 


Arg 


Ser 


Arg Thr Arg Trp Gly 


Ser 


Gin 


Glu Ala 


Ala 


Ala 






215 




220 






225 


Gin 


Ser 


Leu 


His 


Ala Gly Lys Gly Ser 


His 


Leu 


Ser Gly 


Val 


Gly 






230 




235 






240 


Ser 


Leu 


Val 


Val 


Gin Gly Ser Ala Gly 


Gin 


Ser 


Leu Gly 










245 




250 






255 


Cys 


Ala 


lie 


Thr 


Ala 


Thr 


Ala Phe Leu Leu Gly 


Ala 


Ser 


Thr Ser 


His 








260 




265 






270 


Pro 


Lys 


Thr 


Gly 


Pro 


Cys Ala Ser Pro Thr 


Arg Gly Glu Arg 










275 




280 






285 


Thr Arg Pro Arg 


Arg 


Gin 


Gly Pro Glu Tyr Leu 


Gly Gly Gly Asp 


Thr 








290 




295 






300 


Pro 


Arg 
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